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CURRICULUM VITAE 

Jason G. Williams 

National Institute of Environmental Health Sciences 

PO Box 12233 MD F0-04 

Research Triangle Park, NC 27709 

(984) 287-3374 

willia@niehs.nih.gov 

Education 

Postdoctoral Fellowship 2002-2004 Laboratory of Dr. Kenneth Tomer, NIEHS, RTP, NC 

Ph.D. 2001 Biochemistry and Biophysics, University of North Carolina, Chapel Hill, NC 

B.S. 1996 Biochemistry, Biology, and Zoology, University of Tennessee, Knoxville, TN 

2004-2014 Staff Scientist and Director – Protein Micro-characterization Core Facility, 

Laboratory of Structural Biology and Epigenetics and Stem Cell Biology Laboratory, 

NIEHS/NIH, Research Triangle Park, NC 

2003-2004 Interim Head, Protein Micro-Characterization Facility, Laboratory of Structural 

Biology, NIEHS/NIH, Research Triangle Park, NC 

2002-2003 IRTA Postdoctoral Fellow, Laboratory of Structural Biology, NIEHS/NIH, Research 

Triangle Park, NC 

1998 - 2001 Research Assistant, University of North Carolina, Chapel Hill, NC 

1996 - 1998 Teaching Assistant, University of North Carolina, Chapel Hill, NC 

Memberships and Service 

Institute Membership and Service 

NIEHS Office of Science Education and Diversity presentations for Vernon Malone College & Career 

Academy; Nash Rocky Mount Early College High School; NIEHS Science, Teachers & Research 

Summer (STaRS) Program; Summer STEM training in the WakeEd Partnership, etc. ’15-Present 

NIEHS DIR Space and Renovations Committee ’15-Present 

NIEHS Ad hoc Committee for Service Contracts ’14 
NIEHS Assembly of Scientists ’04-present 

NIEHS Committee on Promotion IV ’13-’16;’19-Present 

NIEHS DIR Committee for Non-recurring Requests ’12-’19 

NIEHS DIR Council ’11-‘12 

mailto:willia@niehs.nih.gov


 

 

 

  

    

 

 

  

  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

NIEHS Assembly of Scientists Councilor ’11-‘12 
NIH National Graduate Student Research Festival Reviewer ’10 
NIEHS Summer Internship Program Judge ’08, ’14-’16,’19 
NIEHS Peer Award Ad Hoc Advisory Board ’10 

NIEHS Science Day Judge ’06, ’08, ’10,’13,’15,’19 
Other Memberships and Service 

The Association of Biomolecular Resource Facilities ’08-Present 

The American Chemical Society ’06-present 

The American Society for Mass Spectrometry ’02- present 

Triangle Area Mass Spectrometry Group ’02-present 

ABRF Proteomics Research Group ’12-’14 
University of Tennessee Department of Biochemistry, Cellular, and Molecular Biology Advisory 

Board ’10-present 

The American Society for Mass Spectrometry 56th Conference Program Committee ’08 
The American Society for Mass Spectrometry 55th Conference Program Committee ’07 
Ad hoc reviewer for ACS Journals, Analytica Chimica Acta, Analytical Biochemistry, The Journal of 

Biomolecular Techniques, Electrophoresis, Journal of Biological Chemistry, Journal of Proteome 

Research, PLoS One, and Proteomics 

Awards and Honors 

NIH/NIEHS Cash Award –’19 

NIH/NIEHS Group Award –’15 
NIH/NIEHS Performance Award –’07-’11;’12-’19 

NIH/NIEHS Cash Award –‘09 
Intramural Research Training Award – NIH/NIEHS ’02-’04 
Lineberger Cancer Center - Cancer Cell Biology Pre-doctoral Training Program ’99-’01 
University of North Carolina Biophysics Training Program ’98-’01 
Merit Scholarship ’00 Keystone Symposium – Assembly of Signaling Networks 

University of North Carolina Merit Assistantship ’96-’97 
J. Logan Irvin Fellowship – University of North Carolina’96 

Threshold Scholar – University of Tennessee ’95-’96 
Merit Scholarship – University of Tennessee ’92-’96 
Andrew Holt Scholarship – University of Tennessee ’92-’96 
National Merit Finalist ’92 

Mentoring 

NIH Summer Internship Program Mentor ’02, ’05-’07, ’09 
NIEHS-Nanjing Medical University Training Partnership 2018 

Responsibilities 

As a Co-director of the Mass Spectrometry Research and Support Group at the NIEHS I co-manage both 

the scientific and administrative operations of the group by helping oversee personnel, budget, and 

scientific projects. These responsibilities include but are not limited to: co-managing fiscal and human 

resources; writing reports, proposals, and manuscripts; advising institute scientists on experimental 

design; co-directing and performing sample analyses including protein identification, intact molecular 

weight determination, characterization of posttranslational modifications of proteins, as well as targeted 

and untargeted proteomic analyses and small molecule measurements and quantification.  



 

 

 

 

 

 

 

 

     

   

 

       

  

   

      

  

 

   

  

 

Invited or Selected Presentations 
2019 Neurobiology Laboratory NIEHS 

2017 University of Tennessee -panelist for BCMB Graduate Students 

2014 NIEHS National Toxicology Program Laboratory Seminar Series 

2013 University of North Carolina Biochemistry and Biophysics Alumni Day - Careers in Science -

panelist 

2012 University of North Carolina SURE/REU, Partners, SOLAR, and Biophysics Summer 

Undergraduate Research Programs - Careers in Science - panelist 

2011 University of Tennessee Students in STEM Symposium “What to do with your Ph.D.” – panelist 

2010 The University of North Carolina Biophysical Society Summer Course in Biophysics: 

Case Studies in the Physics of Life – panelist 

2010 University of North Carolina Biophysics Student Symposium 

2008 NIEHS/EPA Career Fair - panelist 

2007 Agilent World Tour – Advancing LC and LC-MS Technologies Seminar Series – RTP 

2006 Agilent World Tour – Advancing LC and LC-MS Technologies Seminar Series – RTP 

2005 NIEHS Laboratory of Molecular Carcinogenesis 

2005 NIEHS Laboratory of Signal Transduction 

2004 52nd Annual Conference on Mass Spectrometry and Allied Topics 

1999 Fifteenth Annual Meeting on Oncogenes 
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