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PERSONAL DATA

Name: John Steven House
Work Biostatistics and Computational Biology Branch
Address: National Institute of Environmental Health Sciences

111 T.W. Alexander Dr
Research Triangle Park, NC 27709

Phone: Work: +1 984-287-3571
Cell: +1 919-208-8640
Email: John.house@nih.gov
EDUCATION
2007- 2011 North Carolina State University, Ph.D. (Molecular & Cellular Toxicology)
1995-1997 North Carolina State University, M.Stat (Applied Statistics)
1990-1994 University of Tennessee, B.S. (Organismal and Systems Biology)

POSITIONS - ACADEMIA and GOVERNMENT

Staff Scientist, 2019 — Present
Biostatistics and Computational Biology
National Institute of Environmental Health Sciences

Staff Scientist, 2018-2019
Bioinformatics Research Center
North Carolina State University

Research Scholar, 2016-2018
Bioinformatics Research Center
North Carolina State University
Fred Wright, PhD (Advisor)

Postdoctoral Fellow, 2011-2016

Immunity, Inflammation, and Disease Laboratory
Epidemiology Branch

National Institute of Environmental Health Sciences
Stephanie London, PhD (Advisor)

Graduate Research Associate, 2006-2011
North Carolina State University
Toxicology Department

Robert Smart, PhD (Advisor)
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POSITIONS - BUSINESS

Director of Forecasting, 2002 - 2006
William Carter Company, GA

Senior Consultant & Solution Architect, 2000 - 2002
Experio Solutions, GA

Senior Statistician, 1998 - 2000

Michelin Tire Corporation, SC
LEADERSHIP TRAINING

1999 — Leadership Through People Skills

TEACHING and OUTREACH

2023 — Present — Paid Lecturer — Introduction to R in Biological Sciences,
North Carolina State University, Raleigh, NC

2019 — Present — Invited Lecturer — Bioinformatics in Toxicology, North
Carolina State University, Raleigh, NC

2018 — Present — Invited Lecturer — Computational Environmental Sciences and
Toxicology, North Carolina State University, Raleigh, NC

2012 — Present — Invited Lecturer - Mechanisms of Hepatic Toxicology, North
Carolina State University, Raleigh, NC

2011 — Present — Invited Lecturer - General Hepatic Toxicology, North
Carolina State University, Raleigh, NC

2020 — Development of NIEHS high school lectures emphasizing critical
thinking and the Covid19 and the Pandemic Vulnerability Index. Received
NIEHS award for this work.

2020 — Basics in R lectures at NIEHS

2018 — Co-Instructor — Food Toxicology, North Carolina State University,
Raleigh, NC

2016 — Invited Lecturer — Current Events in Toxicology, North Carolina State
University

2016 — Invited Lecturer — Food Toxicology, North Carolina State University

2012 — Guest Lecturer — Honors Biology (GWAS), North Carolina State
University

2002 — 2006 — Course developer and instructor on Excel®, PowerPoint® and
Word® — William Carter Company

1994 — 1996 — Teaching Assistant, Department of Statistics, North Carolina
State University
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REVIEWER FOR

Frontiers in Genetics

Frontiers in Toxicology

Frontiers in Environmental Sciences

Genome Research

Nature Nanotechnology

Journal of Biological Chemistry

Journal of Clinical Medicine

Biodata Mining

American Journal of Clinical Nutrition

Toxicological Sciences

American Journal of Respiratory Cell and Molecular Biology
Journal of Developmental Origins of Health and Disease

MENTORING

Rebecca Noga — 2023. Summer Intern. Common and Rare Variant analyses in PEGS
cohort. Currently a PhD student at UNC in public health

Annie DiFrank —2022. Summer Intern. Exposures and genetic correlations in PEGS.
Currently a graduate student at NCSU in genetics

Cynthia Fisher — 2021. Summer Intern. Exposome-wide associations with allergic rhinitis
in the PEGs cohort. Currently finishing an MPH program at UNC

Violet Evans — 2021-2022. NIEHS Scholars Connect Program (NSCP). Genetic mapping
of hemoglobin glycation index (HGI) response in the ACCORD clinical trial. Currently
in the masters of analytics program at NCSU

Adrian Green — 2021-2022. North Carolina State University post-doctoral researcher, on
Bioinformatics and machine learning for his K99/R00 application. Currently a staff
scientist for SCIOME

Harlyn Skinner — 2020-2021. Post-doctoral research at North Carolina State University,
on machine learning and analysis methods in R

Dillon Lloyd — 2018-2020. Undergraduate Research at North Carolina State University in
the NEST cohort with Cathrine Hoyo. Currently finishing PhD program at North
Carolina State University

Dylan White — PhD committee - Storm Track Dynamics of African Easterly Waves

INVITED TALKS

2022 Mapping Genetic Determinants of Blood Glucose Control in the Action to Control
Cardiovascular Risk in Diabetes Study Group (ACCORD). American Diabetes
Association’s 82nd Scientific Sessions, New Orleans, Louisiana

2022 Mapping Genetic Determinants of Blood Glucose Control in The Action to Control
Cardiovascular Risk in Diabetes (ACCORD) Study Group. NIEHS, RTP

2019 Your Children are what You Eat? Associations of Maternal Diet with Offspring
Behavior. NIEHS, RTP, NC
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2018 Maternal Dietary Influences on Offspring Epigenetics and Behavior. Eastern
Carolina University, Greenville, NC

2017 High-Throughput Dose Response Modeling with Targeted Sequencing. Biospyder.
Carlsbad, CA

2016 TempO-Seq for Dose-Response Expression Experiments. Triangle Statistical
Genetics Conference, RTP

2015 Use of ENCODE tools and genome browsers to generate hypothesis. Toxicology
Department. North Carolina State University, Raleigh, NC

2015 Genetic and Exposure Influences on Pulmonary Function and Atopy in Humans.
Hudson Alpha Institute for Biotechnology, Huntsville, AL

2010 C/EBPa and C/EBPp are Determinates of Skin Carcinogenesis and are Essential
Regulators of Keratinocyte and Sebocyte Differentiation. Society of Toxicology Platform
Session Speaker

PROFESSIONAL SERVICE AND LEADERSHIP

2022 — Present — Division of Intramural Research Staff Scientist Representative on the
Continuity of Operations Team, NIEHS

2021 SS/SC Communications Committee, NIEHS

2020 NTP Staff Scientist Search Committee, NIEHS

2019 Epidemiology Branch Poster Judge, NIEHS

2018 NC Society of Toxicology Poster Judge

2016-18 Grant Reviewer for Center for Human Health and the Environment, NCSU

2016/17 Symposium Planning Committee Chair, Center for Human Health and the
Environment, NCSU

2014/15 Lung Respiratory Biology Group Steering Committee, NIEHS
2014/15 NIEHS Career Fair Steering Committee
2012/13 DNA-day instruction in rural public high schools
2010 Society of Toxicology Platform Session Chair, Salt Lake City. Gene Environmental
Interactions in Carcinogenesis
CONFERENCES

2022 Questionnaire-Based Exposome-Wide Association Study (Ex-WAS) on Allergic
Rhinitis in the Personalized Environment Genes Study (PEGS), Society of Toxicology,
San Diego, CA

2021 Clomifene and Assisted Reproductive Technology in Humans are Associated with
Offspring Epigenetic Alterations in Imprinted Control Regions, Society of Toxicology,
Virtual — Senior Author

2021 Down-sampling Expression Dose-Response Modeling: Discovery versus $$$,
Society of Toxicology, Virtual
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2018 Cardiovascular Toxicity Screening of Polychlorinated Biphenyls and Their Major
Metabolites, Society of Toxicology, San Antonio, TX

2016 Maternal Nutrition and Early Childhood Behavioral Outcomes in NEST, NIEHS
Environmental Health FEST, NC

2016 Maternal Nutrition and Early Childhood Behavioral Outcomes in NEST,
ToxicoEpigenetics: The Interface of Epigenetics and Risk Assessment, VA

2015 Raw Milk Consumption and Pulmonary Function in Adults in the Agricultural Lung
Health Study, American Thoracic Society, Denver, CO

2014 Genetic Variation in HTR4 and lung function: GWAS follow-up in mouse, FASEB
— Lung Development, Saxton’s River, VT

2014 HTR4 and lung function: GWAS follow-up in mouse, Visiting Pulmonary
Scholars, RTP, NC

2013 Htr4 Deficient Mice Exhibit Increased Airway Resistance and Altered Control of
Breathing. Gordon Research Conference, Andover, NH

2013 GWAS Follow-up in Htr4” Mice Finds Altered Lung Function and Control of
Breathing. Epidemiology Branch Review

2011 C/EBPa and C/EBPp are Required for Sebocyte Differentiation and Stratified
Squamous Differentiation in Adult Mouse Skin. 9th International Skin Carcinogenesis
Conference, University Park, PA

2011 C/EBPa and C/EBPp are Required for Sebocyte Differentiation and Stratified
Squamous Differentiation in Adult Mouse Skin. Graduate Research Symposium

2010 C/EBPo. and C/EBPp are Determinates of Skin Carcinogenesis and are Essential
Regulators of Keratinocyte and Sebocyte Differentiation. Society of Toxicology, Salt
Lake City, UT

FUNDING

2019 — Principal Investigator. Seed money: $20k to conduct WGBS whole genome
bisulfite sequencing on 20 cordblood samples to investigate difference in ADHD and
normative children in epigenetics

2018 — Co-Investigator developing distance education course in food toxicology. Is it
something | ate? ($5,000, NCSU).

2017 — Co-Investigator. The role of C/EBPp in regulating p53 pro-apoptotic
transcriptional activity in response to UVB solar radiation ($25,000, CHHE)
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