Thomas A. Kunkel 1

ADDRESS

CURRICULUM VITAE

Thomas A. Kunkel

Genome Integrity Structural Biology Laboratory
National Institute of Environmental Health Sciences, NIH, DHHS

Building 101, Room E342B, 111 T.W. Alexander Drive HOME ADDRESS
Research Triangle Park, NC 27709 5326 Yardley Terrace
Phone: 984-287-4281 Email: kunkel@niehs.nih.gov Durham, NC 27707
EDUCATION

1971 B.A., Thomas More College (Biology)
1973 M.S., University of Cincinnati (Cell Biology)
1977 Ph.D., University of Cincinnati (Developmental Biology)

EMPLOYMENT

1971-1973 Teaching Assistant, University of Cincinnati

1973-1977 Research Assistant, University of Cincinnati

1977-1978 Research Associate, Institute for Cancer Research, Philadelphia
1978-1982 Postdoctoral Fellow, University of Washington

1982-1986 Senior Staff Fellow, NIEHS

1986-1989 GS14 Research Geneticist, Laboratory of Molecular Genetics, NIEHS
1989-1997 GS15 Research Geneticist, Laboratory of Molecular Genetics, NIEHS
1996-2000 Acting Chief, Laboratory of Structural Biology

1997-1998 NIH Senior Biomedical Research Service

1999-2011 Senior Investigator

19962011 Director, Environmental Biology Program, DIR, NIEHS

2000-2012 Chief, Laboratory of Structural Biology

2011-present

NIH Distinguished Investigator

HONORS & AWARDS

1978-1981
1989
1995
1995
1997
1998
1998
2003
2003

NIH Postdoctoral Fellowship

NIH Director’s Award

NIH Director’s Award

NIH G. Burroughs Mider Lectureship Award

Environmental Mutagen Society Award for Basic Research

Plenary Lecturer, Arnold Beckman Symposium, City of Hope, Duarte, CA
Mutation Research Award for Basic Research

Keynote Speaker, Midwest DNA Repair Symposium, Mayo Clinic
NIEHS “Paper of the Year”
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2003
2005
2006
2006
2006
2006
2007
2008
2008
2008
2009
2009

2009
2009
2009
2010
2010
2011
2011
2011
2012
2012
2013
2014
2014
2014

2014
2015

2016
2016

Keynote Speaker, Gordon Research Conference on Genetic Toxicology
NIEHS Scientist of the Year

Keynote Speaker, Gordon Research Conference on Mutagenesis

NIH Director’s Award

The Joseph Coleman Memorial Lecturer, Yale University

NIEHS “Paper of the Year”

“Doctor Honoris Causa” (Honorary Doctoral Degree), Umea University
Keynote Speaker, Workshop on AID Biology and Its Role in Human Disease
Distinguished “Beach Lecturer”, Purdue University

NIEHS “Paper of the Year”

Distinguished “Martin Lecturer”, Mount Olive College

The Cell and Developmental Biology Distinguished Speaker Award, Thomas
Jefferson University

Keynote Speaker, Biennial Sloan-Kettering Institute — London Research Institute
of Cancer Research Conference on “Genome Integrity”

Keynote Address, Second Erling Seeberg Symposium on DNA Repair, Alesund-
Geiranger, Norway

Keynote Speaker, Gordon Research Conference on Nucleosides, Nucleotides &
Oligonucleotides

Keynote Speaker, International Conference on Radiation and Cancer Biology,
Nagasaki

Keynote Speaker, The 4th Baltimore Area Repair Symposium, Baltimore, MD
Harris Lecture, Massachusetts Institute of Technology, Cambridge, MA
Appointed NIH Distinguished Investigator

Princess Takamatsu Cancer Research Fund Lectureship Award, Japan
Elizabeth Olmsted Ross Keynote Address, Biochemistry Department Research
Day, University of Buffalo

Keynote Speaker, Gordon Research Conference on Mutagenesis

Keynote Address, Graduate Research Day, University of Maryland Eastern Shore
Plenary Lecture, Duke University Symposium to honor Barbara Shaw

Plenary Lecture, Conference on “DNA Polymerases: Biology, Diseases and
Biomedical Applications”, Cambridge, UK

Keynote Lecture, Fifth International Symposium on DNA Damage Response &
Human Diseases, Beijing, China

Elected to the American Academy of Arts & Sciences

Plenary Lecture, International Conference on Yeast Genetics and Molecular
Biology, Trento, Italy

Keynote Speaker, Gordon Research Seminar on Mutagenesis, Girona, Spain
Champion of Environmental Health Research Award, NIEHS, NIH
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2017 Keynote Speaker, 3™ Oslo-London Cancer Network Meeting: Genome Stability
and Instability in Cancer, Queen’s College, Oxford, UK

2019 Keynote Speaker, Environmental Mutagenesis and Genomics Meeting,
Washington, DC

2019 NIEHS “Paper of the Year”

UNIVERSITY AFFILIATIONS
1986 Adjunct Professor, Duke University Program in Genetics

EDITORIAL BOARDS

1988-1993  The Journal of Biological Chemistry
1994-1999  The Journal of Biological Chemistry
1994-1995  Chemical Research in Toxicology
2000-2005  The Journal of Biological Chemistry
1994-2012  Environmental Health Perspectives
2002-present DNA Repair

2011-present EMBO Journal

PROFESSIONAL SOCIETIES

American Society for Biochemistry and Molecular Biology
American Association for Cancer Research

Environmental Mutagen Society

American Chemical Society

American Academy of Arts & Sciences

PROFESSIONAL AND PUBLIC SERVICE

NIH Study Section, Chemical Pathology (ad hoc member, October, 1988)

NIH Study Section on Radiation Biology (ad hoc member, October, 1989)

American Association for Cancer Research Program Committee, 1989 Annual Meeting,
Chairman, Biochemistry Section

NIH Study Section on Biochemistry (ad hoc member, February, 1992)

Advisory Committee for the Center for Environmental Health Sciences, Massachusetts Institute
of Technology, 1992-1998

State of California Tobacco-Related Disease Program Study Section on Cancer, (ad hoc
member, March, 1991-April, 1992)

Co-organizer of International Conference on Fidelity of DNA Synthesis: Structural and
Mechanistic Perspectives, Beaufort, NC, 1989

Vice Chairman, Gordon Research Conference on Mutagenesis, Plymouth, NH (1990)

Chairman, Gordon Research Conference on Mutagenesis, Plymouth, NH (1992)
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Co-organizer of International Conference on Fidelity of DNA Synthesis, Wrightsville Beach,
NC, 1995

Member, Scientific Advisory Board for the Center for Environmental Health Sciences, Oregon
State University, 1995-1998

American Association for Cancer Research Program Committee, 1996 Annual Meeting,
Biochemistry Section

American Association for Cancer Research Program Committee, 1997 Annual Meeting,
Molecular Biology and Biochemistry Section

Environmental Mutagen Society Program Committee, 1998 Annual Meeting

Environmental Mutagen Society Council Member, 1998 — 2000

Environmental Mutagen Society Program Committee, 1999 Annual Meeting

Vice-Chair, Gordon Research Conference on Genetic Toxicology, Oxford, UK (1999)

Environmental Mutagen Society Program Committee, 2000 Annual Meeting

Program Committee, University of North Carolina Lineberger Cancer Center — NIEHS Meeting
on “Gene-Environment Interactions and Cancer Risk: The Role of DNA Repair”, Chapel
Hill, NC, October, 2000

Environmental Mutagen Society Program Committee, 2001 Annual Meeting

Chair, Gordon Research Conference on Genetic Toxicology, New London, NH (2001)

Organizer, Symposium on “Structural Biology of Replication and Its Relevance to Mutation
Research”, Eighth International Conference on Environmental Mutagens, Shizouka, Japan,
October, 2001

Environmental Mutagen Society Program Committee, 2002 Annual Meeting

American Association for Cancer Research Program Committee, 2002 Annual Meeting,
Member, Carcinogenesis Section

External Scientific Advisory Board for the Massachusetts Institute of Technology Center for
Environmental Health Sciences, 2002

Program Committee Member, NCI-NIEHS-European Union Workshop entitled, "Molecular
Signatures of DNA Damage Induced Stress Response", Cortona, Italy, September, 2003

External Scientific Review Committee for the International Agency for Cancer Research,
Member, 2004

Program Committee, Environmental Mutagen Society, 2004 Annual Meeting

Program Committee, University of North Carolina at Chapel Hill Annual Symposium, entitled
“Genomic Instability and Cancer”, Chapel Hill, North Carolina, May, 2005

Organizer, Eppley Institute for Cancer Research Annual Symposium entitled “DNA Damage
Responses, Genome Stability and Cancer, May, 2005

Program Committee, Ninth International Conference on Environmental Mutagens, San
Francisco, September, 2005

Member, Life Sciences Division External Scientific Review Committee, Lawrence Berkeley
National Laboratory, 2005

Program Committee, Environmental Mutagen Society Annual Meeting, 2006
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Program Committee, 2007 Annual Meeting of the American Association for Cancer Research
Organizing Committee, North Carolina Regional Conference on “Determinants of Genome
Stability and Human Disease”, Chapel Hill, NC, October, 2007
Chairperson, DNA Damage and Repair Subcommittee of the Cellular and Molecular Biology
Section of the Program Committee, Annual Meeting of the American Association for
Cancer Research, 2008
External Scientific Advisory Board for the Massachusetts Institute of Technology Center for
Environmental Health Sciences, 2002-2009
Advisory Board, International Meeting entitled "DNA Repair and Mutagenesis: From
Molecular Structure to Biological Consequences", Whistler, BC, Canada, May-June, 2009
Program Planning Committee Member and Co-organizer of Theme on DNA Transactions,
Annual Meeting of the ASBMB, 2010 Anaheim, CA
Chairperson, Carcinogenesis: Chemical, Viral, and Radiation Subcommittee of the
Carcinogenesis Section of the Program Committee, Annual Meeting of the American

Association for Cancer Research, 2010
Co-Organizer, 6™ United States — Japan DNA Repair Meeting, Berkeley, California, 2017

NIH/NIEHS SERVICE
NIEHS Scientific Director’s Frontiers in Science Spring Minisymposium
Organizer of Inaugural Symposium, 1989
NIEHS Distinguished Lecture Series Committee, Member, 1987-1995, Chair, 1990-95
NIEHS Committee on Promotions and Tenure, Member, 1989-1996, Chair, 1994-1996
NIEHS Search Committee for DIR Scientific Director, Member, 1994
NIEHS Executive Committee, Member, 1994-present
NIEHS/UNC/Duke U. Clinical Program Training Advisory Board, Member, 1994-1996
NIH Central Tenure Committee, Member, 1994-96
NIEHS/DIR Search Committee for X-ray Crystallographer, Member, 1996-1997
NIEHS Committee to Review Epidemiology Branch, Member, 1997
NIEHS Concepts Forum, Member, 1996-present
NIEHS Frontiers in Science Spring Minisymposium, Organizer, 1997
NIEHS Research Triangle Partnership Committee, Member, 1997
NIEHS Environmental Genome Project Planning & Implementation Committee, Member, 1997
- 1999
NIEHS Senior Mentor for Tenure-Track Investigators Assembly, 1999-present
NIEHS/DIR Search Committee for Collaborative Mass Spectrometrist, Member, 1999
NIEHS/DIR Search Committee for Staff Scientist for NMR Group, Member, 1999
NIEHS Search Committee for DIR Scientific Director, Member, 2000
NIEHS Coordination Panel for Natl. Center for Toxicogenomics, Member, 2000 — 06
NIEHS/DIR Review Committee for Microarray Proposals, Member, 2000 — 2006
NIEHS/DIR Search Committee for Director, Environmental Toxicology Program, Member,
2000. Representing the Deputy Director for Intramural Research, NIH
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NIEHS/DIR Search Committee for Principle Investigator, LSB, Member, 2001

NIEHS/DIR Search Committee for Principle Investigator, Laboratory of Molecular Genetics,
Member, 2001. Representing the DDIR, NIH

NIEHS/DIR Search Committee for Chief, LMC, Chair, 2002

NIEHS/DIR Search Committee for Collaborative Mass Spectrometrist, Member, 2002

NIEHS/DIR Search Committee for Deputy Director, Division of Intramural Research, Member,
2002. Representing the Deputy Director for Intramural Research, NIH

NIEHS/DIR Search Committee for Leader, Protein Expression Core, Member, 2002

NIEHS T42 Standing Committee, Member, 2002-present

NIEHS Workshop on “Gene-Environment Interactions and Human Health”, Dallas, TX,
October, 2002

NIEHS/DIR Search Committee for Staff Scientist for Transmembrane Signaling Group,
Laboratory of Signal Transduction, Chair, 2003

NIEHS/DIR Search Committee for Independent Investigator in Bioinformatics, Biostatistics
Brach, Member, 2003

NIEHS/DIR Search Committee for Collaborative Mass Spectrometrist, Member, 2004

NIEHS Committee on Promotions for Staff Scientists (COP IV), Member, 2004-2006

NIEHS/DIR Search Committee for Independent Investigator in Laboratory of Molecular
Carcinogenesis, Chair, 2004-2005

NIEHS/DIR Search Committee for Staff Scientist for Computational Chemistry Group,
Member, 2004-2005

NIEHS/DIR Search Committee for Staff Scientist for Nucleic Acids Enzymology Group,
Member, 2005

NIEHS Strategic Plan Workgroup, Member, 2005

NIEHS Working Group on Integrated Translational Research on DNA Repair, Member, 2006

NIEHS Education and Training Committee, Member 2006 — present.

NIEHS/DIR Search Committee for Clinical Scientists, Member, 2006-07

NIEHS/DIR Search Committee for Director, National Toxicology Program, Member and DDIR
Representative, 2006-07

NIEHS Search Committee for DIR Scientific Director, Member, 2007

NIEHS/DIR Search Committee for Investigators in Bioinformatics, Chair, 2007-08

NIEHS/NIH Ethics Response Working Group, Member, 2008

NIEHS Implementation Review Committee, Member, August 2008- 2010

NIEHS/DIR Search Committee for Investigator in Structural Biology, 2008-09

NIEHS/DIR IRA Review Committee, 2009-10

NIEHS Search Committee for DIR Scientific Director, Member, 2009-10

NIH Search Committee for Earl Stadtman Investigator in Structural Biology, 2010-11

NIEHS Tenure Track Review Committee, 2011 — present

NIEHS Committee for Strategic Planning and DIR Retreat Organization, 2011-12

NIEHS Search Committee for New Investigators, Member, 2013-15

NIH Search Committee for Earl Stadtman Investigator in Structural Biology, 2013-14
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NIEHS Division of Intramural Research IRP Review Committee, 2014

NIEHS Search Committee for Director of the Center for Integrative Bioinformatics, 2016
NIEHS Search Committee for Deputy Director, DIR, 2016 (Chair)

NIEHS Search Committee for Principle Investigator in ESCBL, DIR, 2017- 2018 (Chair)
NIEHS Search Committee for Staff Scientist in GISBL, DIR 2018-2019

NIEHS Search Committee for Staff Scientist in ESCBL, DIR, 2018- 2019
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