Sequence Sequence Sequence Ratio

YML123C PHO84 inorganic p
YHR096C HXT5 Member of
YKL163W PIR3,CCW Protein cor
YJR115W YJR115W

YGR043C YGRO043C

YMRO081C ISF1,MBR:May regula
YGRO088W CTT1 cytoplasmi
YBRO72W HSP26 heat shock
YDR423C CAD1,YAP Transcriptit

YGR256W GND2 6-phospho
YML128C MSC1 Meiotic Sis
YGL158W RCK1 Serine/thre
YCL026C- FRM2 Protein invi

YGRO052W YGR052W
YGR0O67C YGRO067C
YPLOG61IW ALD6
YGR236C SPG1

Utilizes NA
Hypothetici

3.4
2.03
2.28
2.18
2.19
2.12
2.06

2.2
0.03
2.05
2.19
3.55
0.24
2.79
2.68
2.93
2.65

Fold Chan¢ P-value

3.4
2.03
2.28
2.18
2.19
2.12
2.06

2.2

-30.33
2.05
2.19
3.55

-4.14
2.79
2.68
2.93
2.65

5.05E-08 SGD
2.69E-05 SGD
1.17E-04 SGD
3.98E-07 SGD
7.05E-04 SGD
7.42E-08 SGD
1.44E-05 SGD
3.49E-06 SGD
4.94E-10 SGD
1.25E-04 SGD
5.62E-19 SGD

0 SGD

0 SGD
5.55E-13 SGD
4.09E-04 SGD
1.53E-12 SGD

0 SGD

634086
634730
635111
635706
635908
635974
636247
636493
636780
637096
637127
637165
637621
637831
638114
638588
639001

Sequence Sequence Accession Primary Sequence Name

PHO84
HXTS
PIR3
YJR115W
YGRO043C
ISF1
CTT1
HSP26
CAD1
GND2
MSC1
RCK1
FRM2
YGRO52W
YGRO67C
ALDG
SPG1
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