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Sequence Accession Sequence Sequence Fold Chan P-value Ratio Intensity1 Intensity2
A_23_P21 NM_0019 Homo sapieEGR1,TIS 364.7508 0 364.7508 973.7065 360481.4
A_32_P87 NM_0005 interleukin IL8,K60,N 275.0465 0 275.0465 639.3284 178368.3
A_23_P46 NM_0003 Homo sapieEGR2,CM 230.6523 0 230.6523 380.7201 89860.08
A_23_P34 NM_0040 Homo sapieATF3 224.9476 0 224.9476 1184.506 278668.1
A_24_P18 NM_0020 GRO3 onc CXCL3,G 155.1512 0 155.1512 794.812 124349.3
A_23_P10 NM_0052 v-fos FBJ FOS,c-fos 144.5045 0 144.5045 813.9425 118480.7
A_23_P20 NM_0022 Homo sapieJUN,AP1 108.2045 0 108.2045 5188.445 567405.8
A_32_P74 BC052560 Hypothetic LOC38776 91.09306 0 91.09306 509.6938 47857.56
A_23_P31 NM_0020 Homo sapieCXCL2,G 83.82861 0 83.82861 5648.745 478005.6
A_23_P38 NM_0019 Homo sapieEGR4,NG 80.83742 0 80.83742 1561.651 130449
A_24_P77 NM_0009 prostaglan PTGS2,C 79.10538 0 79.10538 451.059 36212.66
A_24_P33 NM_0040 activating t ATF3 77.01963 0 77.01963 49.93195 3948.699
A_24_P25 NM_0009 prostaglan PTGS2,C 76.65108 0 76.65108 665.0615 52571.88
A_23_P12 NM_0021 Homo sapieNR4A1,H 73.1127 0 73.1127 6323.902 470426.3
A_23_P21 NM_0040 Homo sapieDDIT3,CH 58.93116 0 58.93116 1840.167 110907.1
A_23_P72 NM_0005 Homo sapieIL1A,IL1,IL 58.62542 0 58.62542 180.4437 10725.47
A_23_P21 NM_03141 Homo sapieNFKBIZ,IK 48.98331 0 48.98331 303.3748 15391.12
A_23_P46 NM_0189 Gene 33\/ ERRFI1,M 47.71919 0 47.71919 1988.694 96520.39
A_23_P17 NM_0045 small indu CCL20,CK 42.67418 3.24E-36 42.67418 293.8745 13530.45
A_23_P92 NM_0250 Homo sapieARF7,FLJ 42.4731 0 42.4731 618.0479 26863.43
A_23_P12 NM_0028 Homo sapiePTX3,TSG 42.36779 0 42.36779 2431.42 105479.3
A_23_P11 NM_00441 Homo sapieDUSP1,H 39.99293 0 39.99293 2823.082 113259.5
A_23_P39 NM_0034 Homo sapieZFP36,TT 38.61203 0 38.61203 3777.193 147900.3
A_23_P25 NM_0016 Homo sapieAREG,AR,S 38.2891 0 38.2891 871.5422 33612.21
A_23_P15 NM_0049 Homo sapieIER2,ETR 35.62196 0 35.62196 15858.6 566215.1
A_23_P63 NM_0013 Homo sapieKLF6,GBF, 32.58106 0 32.58106 1343.563 44456.11
A_24_P93 BC015987 Homo sapieBC015987 32.53113 0 32.53113 172.4678 5748.764
A_23_P54 NM_0146 Homo sapieHERPUD1 30.28991 0 30.28991 18585 562104.5
A_23_P15 NM_00441 dual specif DUSP5,D 29.12084 0 29.12084 1749.302 51424.36
A_24_P25 NM_0020 GRO2 onc CXCL2,G 28.59851 0 28.59851 4556.324 132706
A_23_P39 NM_1732 Homo sapieNR4A3,C 27.75576 0 27.75576 834.923 23637.61
A_24_P23 NM_0156 growth arr GADD45B 27.60541 0 27.60541 634.1123 17492.71
A_23_P42 NM_0038 Homo sapieIER3,DIF2 27.22347 0 27.22347 7761.453 212525.3
A_23_P13 NM_0029 Homo sapieSAT,DC21 26.22969 0 26.22969 3473.385 91888.64
A_23_P13 NM_0061 nuclear re NR4A2,N 25.55886 0 25.55886 408.6301 10382.05
A_23_P43 BC015544 Homo sapiehistone ge 24.60132 0 24.60132 325.5655 8035.791
A_23_P71 NM_0006 Homo sapieIL6,HGF,HS 24.54554 0 24.54554 990.0678 25250.94
A_23_P98 NM_0011 Homo sapieBIRC3,AIP 23.97868 0 23.97868 174.4978 4165.446
A_23_P10 NM_0205 Homo sapieNFKBIA,I 23.88633 0 23.88633 11955.21 284790.7
A_24_P37 NM_00441 dual specif DUSP2,P 23.75824 0 23.75824 1252.757 29894.29
A_32_P15 AK092260 CDNA FLJ3DUSP5P, 22.88293 0 22.88293 1983.302 46773.09
A_23_P25 NM_0201 chromoso C8orf4,TC 22.85955 2.47E-40 22.85955 63.68555 1490.205
A_23_P37 NM_0029 spermidin SAT,DC21 21.13361 0 21.13361 1889.734 40771.37
A_32_P36 NM_0049 immediate IER2,ETR 20.18139 0 20.18139 27779.3 565821
A_23_P71 NM_00151 Homo sapieCXCL1,G 20.1136 0 20.1136 12630.2 254842.4
A_23_P13 NM_0019 Homo sapieDUSP6,M 19.42457 0 19.42457 694.07 13690.04
A_32_P201976 Unknown A_32_P20 19.21936 2.43E-29 19.21936 97.02917 1913.014
A_32_P213948 BC003099 THC18819 17.67172 0 17.67172 471.8857 8407.649
A_24_P15 NM_0062 tumor necroTNFAIP3, 17.42476 0 17.42476 1483.655 26348.39
A_24_P11 NM_0189 Gene 33\/ ERRFI1,M 17.41031 0 17.41031 50.7515 892.6777
A_24_P18 NM_0072 dual specif DUSP10, 17.39115 0 17.39115 118.5049 2069.749
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A_23_P25 NM_0044 Homo sapieEFNA1,B6 17.04084 0 17.04084 5055.609 86537.84
A_32_P97 BC024020 Transmem VMP1 17.03171 0 17.03171 1028.898 17677.72
A_32_P91773 Unknown A_32_P91 15.5054 0 15.5054 439.1943 6788.117
A_23_P76 BC018929 Pleckstrin PHLDA1 15.28906 0 15.28906 5251.608 80069.48
A_24_P31 NM_0219 myeloid ce MCL1,TM, 15.06818 0 15.06818 573.4915 8705.725
A_24_P25 NM_0020 GRO3 onc CXCL3,G 14.80162 0 14.80162 9108.271 138607.1
A_23_P41 NM_0014 Homo sapieEREG,ER 14.69961 0 14.69961 337.9906 4981.022
A_23_P16 NM_0048 Homo sapieGDF15,P 14.65333 0 14.65333 26417.96 386516.8
A_23_P32 NM_0053 Homo sapieNFIL3,E4 14.63351 0 14.63351 2146.466 31559.82
A_23_P35 NM_0035 Homo sapieHIST1H4F, 14.4706 0 14.4706 1318.646 19499.22
A_24_P53 AK057151 CAMP res CREB5 14.36642 0 14.36642 461.1774 6747.169
A_23_P70 NM_0042 Homo sapieCD83,BL1 14.12439 0 14.12439 1040.343 15073.05
A_32_P100365 Unknown A_32_P10 14.03749 0 14.03749 271.6455 3830.605
A_23_P10 NM_00441 Homo sapieDUSP2,P 13.38213 0 13.38213 10682.76 143581.3
A_23_P25 NM_0052 Homo sapieGEM,KIR, 13.24889 1.15E-41 13.24889 398.0292 5467.242
A_32_P19 AK027019 Hypothetic MGC4573 13.18919 0 13.18919 145.7916 1952.238
A_23_P21 NM_0133 CDK4-bind SERTAD1, 12.84502 0 12.84502 2325.226 29882.53
A_23_P36 NM_17851 hypothetic LOC28348 12.84384 0 12.84384 661.5734 8708.133
A_23_P12 NM_0251 Homo sapieTRIB1,C8 12.57111 3.34E-23 12.57111 43.74789 549.2775
A_23_P20 NM_0039 Homo sapieSOCS3,CI 12.54404 0 12.54404 7347.088 91740.66
A_23_P43 NM_0035 Homo sapieHIST2H4, 12.37577 0 12.37577 3088.948 39020.8
A_23_P48 NM_0022 Homo sapieJUNB 12.32662 8.31E-43 12.32662 10512.42 133118.7
A_23_P88 NM_0041 Homo sapieRRAD,RA 12.01993 0 12.01993 1263.162 15493.34
A_23_P16 NM_0205 Homo sapieOSM,MG 12.00629 0 12.00629 1310.552 16064.59
A_23_P11 NM_0160 Homo sapieRASD1,A 11.74184 3.50E-34 11.74184 2784.976 33900.93
A_23_P13 NM_0203 cyclin L an CCNL1,B 11.6135 0 11.6135 1757.241 21115.57
A_23_P11 NM_0162 Homo sapieKLF2,LKL 11.48539 0 11.48539 1378.169 16077.79
A_24_P16 NM_0062 tumor necroTNFAIP3, 11.42864 2.45E-17 11.42864 69.48774 811.5823
A_23_P21 NM_0035 Homo sapieHIST1H3D 11.14795 0 11.14795 289.6968 3276.898
A_24_P29 AK124426 CDNA clo AK124426 11.06368 0 11.06368 235.1308 2629.223
A_24_P36 AK092260 CDNA FLJ3DUSP5P, 10.99182 1.57E-28 10.99182 2029.542 23528.88
A_23_P36 NM_0151 activity-reg ARC,KIAA 10.65329 0 10.65329 1006.246 10822.17
A_23_P42 NM_0067 Homo sapieFOSB,G0 10.62813 4.08E-34 10.62813 853.3803 9406.883
A_32_P99804 Unknown THC18224 10.52986 0 10.52986 1048.075 11172.82
A_24_P89 AK090468 TNF recep TRAF1 10.52581 2.98E-37 10.52581 142.7888 1542.501
A_23_P23 NM_0019 Homo sapieGADD45A 10.52102 0 10.52102 3964.243 42276.14
A_24_P69 NM_0013 core prom KLF6,GBF, 10.47921 0 10.47921 915.0872 9730.409
A_23_P21 NM_0004 Homo sapiePCSK1,P 10.24813 0 10.24813 792.088 8154.718
A_23_P32 NM_0035 Homo sapieHIST1H4H 10.16306 0 10.16306 1340.114 13900.64
A_23_P13 BC000297 3-hydroxy- HMGCS1 10.06308 0 10.06308 564.5565 5704.263
A_23_P30 NM_0045 Homo sapieNFKBIE,I 10.05967 0 10.05967 796.6807 8052.825
A_24_P17 BC066345 AT rich int ARID5B 10.00671 0 10.00671 503.7797 5092.476
A_24_P18 NM_0053 heat shock HSPA5,BI 9.76762 0 9.76762 7115.133 69357.29
A_24_P916853 Unknown A_24_P91 9.50619 0 9.50619 1102.331 10605.45
A_23_P21 NM_0044 Homo sapieEGR3,PIL 9.26944 3.14E-11 9.26944 98.58073 965.897
A_23_P51 NM_0072 dual specif DUSP10, 9.26679 2.76E-33 9.26679 289.6567 2768.937
A_24_P33 NM_0203 cyclin L an CCNL1,B 9.24454 0 9.24454 1491.106 13919.56
A_24_P33 NM_0219 myeloid ce MCL1,TM, 9.182 0 9.182 29298.77 270355.4
A_24_P27 NM_0208 Homo sapieARRDC3, 9.1527 0 9.1527 848.7037 7893.808
A_24_P95 AK129833 Tissue fact TFPI2 9.14452 0 9.14452 478.5648 4415.433
A_23_P35 AL137506 ELOVL fa ELOVL7 9.1024 0 9.1024 91.79646 834.4548
A_24_P93 XM_37947 hypothetic LOC40131 9.09061 6.75E-36 9.09061 292.161 2706.564
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A_24_P26 NM_0041 Ras-relate RRAD,RA 9.08477 3.39E-22 9.08477 268.2578 2519.069
A_24_P401090 Unknown ENST000 9.06036 0 9.06036 1968.863 17902.69
A_24_P932388 Unknown THC18617 8.98113 2.42E-43 8.98113 114.7027 1043.856
A_24_P33 NM_0219 myeloid ce MCL1,TM, 8.95564 0 8.95564 1549.511 13949.87
A_32_P11 CD104030 Transcribe CD104030 8.75698 0 8.75698 513.3524 4518.074
A_32_P103776 Unknown A_32_P10 8.75282 0 8.75282 3412.469 30143.78
A_32_P30898 Unknown A_32_P30 8.66616 1.01E-29 8.66616 441.3976 3957.137
A_24_P20 NM_0034 H4 histone HIST1H4I, 8.37203 0 8.37203 1298.178 10998.42
A_24_P10 NM_02281 microtubul MAP1LC3 8.1772 0 8.1772 1229.959 10106.73
A_23_P10 NM_0190 Homo sapieDDIT4,Dig 8.02532 0 8.02532 48283.03 387596.3
A_23_P37 NM_0201 Homo sapieTUFT1 7.98171 1.82E-20 7.98171 1425.449 12102.02
A_23_P93 NM_0034 Homo sapieZNF165,L 7.93511 0 7.93511 496.0256 3988.212
A_32_P177685 Unknown A_32_P17 7.88466 0 7.88466 647.361 5237.598
A_24_P710681 Unknown THC19808 7.85215 2.51E-28 7.85215 252.5378 2033.511
A_23_P90 NM_0061 Homo sapieDNAJB1,H 7.84845 0 7.84845 3721.935 29399.45
A_23_P32 NM_0029 Homo sapieRGS16,R 7.76509 0 7.76509 4494.509 35704.32
A_24_P88 NM_0034 secretogra SCG2,CH 7.75208 0 7.75208 149.5961 1169.891
A_23_P13 NM_0006 Homo sapieSOD2,IPO- 7.67419 0 7.67419 9935.857 76222.88
A_24_P668572 ALU5_HU THC19090 7.58417 7.30E-42 7.58417 433.2757 3390.013
A_23_P16 NM_0056 Homo sapieKLF10,EG 7.55558 0 7.55558 1960.479 14826.47
A_24_P15 NM_0032 tumor reje TRA1,EC 7.5162 6.17E-44 7.5162 10951.62 84661.73
A_24_P92 BC020539 KIAA1961 gKIAA1961 7.36432 0 7.36432 471.1518 3473.829
A_32_P21 XM_37947 hypothetic LOC40131 7.33357 3.47E-30 7.33357 2872.19 21654.6
A_24_P34 NM_0160 ras-related RASD1,A 7.31701 2.01E-13 7.31701 67.96687 502.9086
A_23_P55 NM_0065 Homo sapieRELB,I-R 7.25622 0 7.25622 1698.809 12399.76
A_23_P21 NM_0008 Homo sapieHRH1,H1- 7.25036 9.31E-38 7.25036 319.1467 2375.808
A_24_P30 NM_0015 Homo sapieIFIT2,G10 7.22314 5.05E-25 7.22314 140.6856 1045.387
A_24_P32 NM_0044 dual specif DUSP8,H 7.20746 6.87E-40 7.20746 580.2201 4270.663
A_23_P52 NM_0309 likely ortho NUAK2,S 7.15102 1.86E-26 7.15102 1596.294 11947.59
A_24_P75948 Unknown A_24_P75 7.04823 0 7.04823 5986.042 42112.65
A_23_P74 AF277181 PNAS-123 LOC85028 7.01689 0 7.01689 7636.487 54115.66
A_23_P35 NM_0195 hypothetic KIAA1434, 6.99367 1.49E-38 6.99367 5500.518 39435.73
A_23_P35 NM_0250 KIAA1453 USP36,DU 6.94828 0 6.94828 802.5862 5566.891
A_24_P50 AK056455 Poliovirus PVRL1 6.92402 2.21E-42 6.92402 5101.891 35466.82
A_24_P12 NM_1817 Homo sapieNCOA7,E 6.91904 0 6.91904 5964.12 41334.79
A_23_P32 NM_1383 hypothetic LOC93082 6.87572 4.39E-14 6.87572 349.2139 2531.994
A_23_P21 NM_0029 Homo sapieRGS16,R 6.8701 0 6.8701 1216.573 8394.928
A_32_P215304 Unknown THC19098 6.85673 7.84E-20 6.85673 82.64811 564.9962
A_32_P232327 Unknown A_32_P23 6.83129 0 6.83129 375.3496 2565.059
A_24_P10 NM_2033 Homo sapieGK,GKD 6.79319 1.28E-34 6.79319 100.2065 681.6688
A_32_P10403 ALU1_HU THC18991 6.73678 0 6.73678 579.8876 3911.659
A_23_P12 NM_0330 AXIN1 up- AXUD1,U 6.6619 0 6.6619 363.4485 2435.429
A_23_P20 NM_0211 Homo sapiePMAIP1,A 6.61844 0 6.61844 1784.784 11934.89
A_23_P12 NM_0249 Homo sapieATF7IP2, 6.4945 5.70E-23 6.4945 305.1532 2059.744
A_32_P10 AI744472 BTG famil BTG2 6.49281 0 6.49281 152.9497 992.9325
A_23_P57836 Unknown A_23_P57 6.46164 0 6.46164 3953.084 25954.41
A_23_P17 NM_0055 Homo sapieHES1,HH 6.45042 0 6.45042 2547.429 16467.46
A_23_P26 NM_0032 Homo sapieTRA1,EC 6.4335 0 6.4335 86638.2 555466
A_23_P89 NM_00261 Homo sapiePER1,PE 6.395 0 6.395 1351.429 8659.314
A_24_P98 NM_0053 heat shock HSPA5,BI 6.37136 0 6.37136 1707.919 10976.78
A_23_P47 NM_00331 Homo sapiePHLDA2,I 6.35576 0 6.35576 17165.62 109629.7
A_23_P25 NM_0052 Homo sapieETS2 6.33044 0 6.33044 13156.41 82977.28



7 2 y F
6 7 K
1 8
3
6 7 a
4 8 S
9 9 N
6 m
5 e
7
8 5 h
7
6 s
2
8

M
9 3 a
8 5
4 2 R
0 9 a
5 3
9 r
8 5 n

4
9 6
9 g
1 3 A
5 4
9
1 0

1 a
4 a
4 0 K

0
5 7 A
2 4 A
4 2 S
7 o
9 9 R

3 h
4 7 a L
0
0 7
5 4

1
5 2 F
9 9 U
5 7 L
0 8
7 4 A

A_24_P11 NM_0005 low densit LDLR,FH, 6.23955 0 6.23955 6606.489 41963.29
A_23_P51 NM_0040 Homo sapiePLK3,CN 6.14899 0 6.14899 1456.043 8993.385
A_23_P21 NM_0011 Homo sapieBACH1 6.11384 0 6.11384 683.2474 4203.987
A_24_P87 AF001540 Metastasis MALAT1 6.113 0 6.113 1094.375 6610.297
A_23_P32 NM_0250 MCP-1 tre FLJ23231 6.10763 0 6.10763 2974.727 18190.5
A_24_P12 NM_1817 Homo sapieNCOA7,E 6.10587 0 6.10587 1549.901 9612.936
A_23_P10 NM_0029 Homo sapieSDC4,SY 6.04726 1.22E-29 6.04726 3561.837 21690.34
A_23_P74 NM_01571 putative ly G0S2,RP1- 6.04433 0 6.04433 14664.24 88646.19
A_24_P93 AL050388 Superoxid SOD2 6.02094 8.18E-19 6.02094 265.9128 1647.271
A_23_P16 BC017379 Homo sapieHIST1H2AC 5.97736 0 5.97736 1171.101 7095.825
A_23_P33 NM_0073 pleckstrin PHLDA1,P 5.96094 0 5.96094 667.1821 3984.186
A_24_P17 NR_001455Homo sapieLOC85391 5.93793 4.53E-37 5.93793 132.1201 787.194
A_24_P56 AK027191 Trophobla TncRNA 5.92904 0 5.92904 4321.317 25611.68
A_23_P29 NM_00531 Homo sapieH1F0,H10, 5.90942 0 5.90942 840.5389 5043.831
A_23_P13 NM_00731 Homo sapieABL2,ARG 5.90192 0 5.90192 601.0023 3592.605
A_32_P67680 ENPL_HU THC18153 5.80411 8.92E-29 5.80411 983.9991 5757.962
A_23_P32 NM_0228 hypothetic FLJ22833,F 5.79989 0 5.79989 2484.671 14355.68
A_23_P34 NM_0052 Homo sapieFOSL2,FRA 5.7321 0 5.7321 259.7281 1500.344
A_23_P13 NM_0011 Homo sapieADFP,AD 5.7093 0 5.7093 668.8935 3834.371
A_24_P38 NM_1825 hypothetic FLJ39575,M 5.70006 7.70E-40 5.70006 571.6335 3321.73
A_24_P63 AK095492 3-hydroxy- HMGCS1 5.68884 0 5.68884 2115.537 12041.34
A_24_P37 BC036402 MAX dime MAD 5.68718 0 5.68718 553.0721 3187.447
A_23_P21 NM_0052 FOS-like a FOSL2,FRA 5.68201 6.93E-31 5.68201 1317.6 7598.929
A_32_P174121 Unknown A_32_P17 5.63759 2.83E-13 5.63759 1457.974 8558.426
A_23_P62 NM_0067 Homo sapieBTG2,PC3 5.63315 1.03E-19 5.63315 4734.039 27855.27
A_24_P29 AF187554 Homo sapiesperm anti 5.54473 2.08E-27 5.54473 9484.39 52825.43
A_23_P90 NM_0143 Homo sapiePPP1R15 5.51875 8.25E-34 5.51875 1258.027 6948.093
A_23_P14 NM_00681 Homo sapiePNRC1,B 5.46493 9.74E-40 5.46493 2835.305 15770.05
A_24_P82 BX538238 Metastasis MALAT1 5.44355 0 5.44355 51401.86 280876.6
A_23_P43 NM_0325 T-cell activaKBTBD8,TA 5.44174 2.18E-23 5.44174 76.70815 415.4224
A_32_P173177 AF537132 THC19115 5.42431 0 5.42431 204.2273 1107.204
A_24_P26 NM_02411 hypothetic MGC5306 5.41943 0 5.41943 4080.681 22430.68
A_24_P73 AL832183 Hypothetic LOC28445 5.41727 0 5.41727 2009.811 10962.86
A_24_P41 NM_0208 Homo sapieARRDC3, 5.35585 1.12E-14 5.35585 53.00171 282.2153
A_23_P73096 Unknown A_23_P73 5.35493 9.92E-28 5.35493 629.0762 3433.147
A_24_P29 NM_0189 amino acid SLC38A2, 5.2955 0 5.2955 8652.986 46145.55
A_24_P95 NM_0150 KIAA0625 ALS4,AO 5.2821 0 5.2821 3077.746 16441.84
A_23_P11 NM_0029 Homo sapieRGS2,G0 5.26368 0 5.26368 8531.412 44939.88
A_23_P14 BC047030 Uridine ph UPP1 5.22162 0 5.22162 3534.489 18611.19
A_23_P32 NM_0043 Homo sapieDDX10,H 5.22067 0 5.22067 12933.34 68854.23
A_24_P683829 Unknown THC18075 5.2165 0 5.2165 392.4777 2051.942
A_24_P94 AF220656 Pleckstrin PHLDA1 5.2148 2.78E-26 5.2148 733.2963 3903.984
A_24_P14 NM_0164 hypothetic C3orf19,F 5.20455 0 5.20455 680.8366 3596.021
A_24_P74 AK022379 Beta-2-mic B2M 5.18394 5.64E-11 5.18394 226.0785 1227.376
A_24_P41 NM_0330 Homo sapieSYNE1,8B 5.08749 1.29E-20 5.08749 123.5898 631.0134
A_23_P30 NM_0057 Homo sapiePBEF1,PB 5.03001 0 5.03001 10368.33 52393.93
A_23_P251002 Unknown A_23_P25 4.99801 1.76E-23 4.99801 329.8145 1702.157
A_23_P25 NM_0149 Homo sapieFNDC3A, 4.95049 1.36E-39 4.95049 1805.813 9131.848
A_23_P71 NM_1815 Homo sapieUPP1,UP, 4.94929 2.03E-21 4.94929 375.6776 1911.486
A_23_P79 NM_0005 Homo sapieIL1B,IL-1,I 4.92804 1.50E-27 4.92804 1448.056 7267.618
A_23_P12 NM_0050 Homo sapieXBP1,XBP 4.88683 0 4.88683 12806.81 63279.4
A_24_P91 NM_0150 KIAA0625 ALS4,AO 4.82705 1.28E-16 4.82705 112.9251 544.9136
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A_23_P14 NM_0051 Homo sapieRND3,AR 4.80891 0 4.80891 5224.832 25291.51
A_23_P20 NM_0005 low densit LDLR,FH, 4.8082 0 4.8082 368.3842 1775.174
A_23_P32 NM_0054 Homo sapieFOSL1,FRA 4.80291 1.39E-29 4.80291 117.4895 564.2455
A_24_P67 AF307332 Meningiom MGEA5 4.7982 0 4.7982 1849.436 8914.285
A_23_P30 NM_0042 Jumonji do JMJD1C 4.78904 1.12E-14 4.78904 417.3115 2144.621
A_24_P22 NM_0228 hypothetic FLJ22833,F 4.75824 5.86E-42 4.75824 287.4417 1384.667
A_23_P16 AK128645 Syndecan SDCBP 4.7533 1.18E-29 4.7533 278.0299 1342.46
A_23_P41 NM_0201 Homo sapieFEM1C,F 4.71397 7.92E-06 4.71397 41.00797 189.9298
A_23_P14 NM_0032 tropomyosi TPM4 4.71355 0 4.71355 3449.11 16297.71
A_23_P24 NM_0015 Homo sapieIFIT2,G10 4.69758 2.34E-27 4.69758 1792.773 8666.872
A_23_P20 NM_0153 Homo sapieZNF10,KOX 4.62189 1.81E-25 4.62189 330.3763 1567.344
A_24_P93 NM_0055 hairy (Dro HES1,HH 4.60366 7.90E-30 4.60366 2802.169 13169.24
A_32_P154079 AB028926 THC18921 4.59116 5.47E-21 4.59116 2261.164 10431.71
A_24_P35 NM_1982 similar to s FLJ11021 4.59093 3.51E-42 4.59093 1375.5 6399.279
A_23_P11 NM_0029 Homo sapieCXCL5,S 4.58824 3.54E-31 4.58824 3652.033 17272.23
A_23_P11 NM_0051 A kinase ( AKAP12,AK 4.57061 2.82E-07 4.57061 50.18372 230.549
A_23_P93 NM_0023 Homo sapieLTB,p33,T 4.56466 7.01E-45 4.56466 701.2149 3210.444
A_23_P65 NM_0055 hairy (Dro HES1,HH 4.55866 5.58E-06 4.55866 46.53979 206.5902
A_23_P34 BX647822 FOS-like a FOSL2 4.54974 0 4.54974 1778.288 8128.134
A_23_P77 NM_02281 Homo sapieMAP1LC3 4.54491 3.00E-28 4.54491 1498.608 6919.541
A_23_P61 BC017083 Pim-3 onc PIM3 4.53697 0 4.53697 17929.38 81255.58
A_32_P78 BM994509 Superoxid SOD2 4.53241 0 4.53241 479.4221 2174.788
A_24_P31 AB037855 Hypothetic KIAA1434 4.52826 1.09E-08 4.52826 101.536 461.7121
A_32_P139894 ALU7_HU THC19992 4.52797 0 4.52797 1323.639 6063.703
A_23_P20 NM_0247 hypothetic WDR78,F 4.51014 0 4.51014 910.1536 4135.608
A_23_P43 NM_0182 hypothetic H2AFJ,M 4.48789 1.99E-16 4.48789 161.0198 731.3973
A_23_P16 NM_0132 Homo sapieFLRT3 4.48058 5.51E-10 4.48058 181.8868 839.657
A_23_P21 NM_0189 Homo sapieSLC38A2, 4.47625 3.20E-32 4.47625 827.4671 3800.883
A_24_P25 BC036529 Enhancer EPC1 4.47166 4.76E-38 4.47166 519.475 2372.992
A_23_P12 NM_0021 Homo sapieINHBA,EDF 4.45358 0 4.45358 453.8213 2021.733
A_32_P16 NM_0332 winged hel FOXQ1,H 4.45027 7.38E-28 4.45027 1475.784 6737.691
A_23_P14 NM_0155 TCDD-ind TIPARP 4.4044 4.15E-22 4.4044 2950.747 13445.29
A_23_P53 NM_02301 similar to s FLJ11021 4.39064 0 4.39064 8417.396 37088.82
A_32_P57 CD365380 V-ets eryth ETS2 4.38866 3.25E-17 4.38866 1320.472 5870.148
A_23_P13 NM_1733 Homo sapieSNF1LK,M 4.38389 0 4.38389 985.3085 4333.63
A_23_P34 AK091203 Zinc finger ZNF484 4.35601 9.37E-20 4.35601 119.2236 522.4338
A_23_P13 NM_1733 Homo sapieSNF1LK,M 4.34403 0 4.34403 6787 29850.71
A_24_P94 AB014525 Amyotroph ALS4 4.33745 8.76E-31 4.33745 1569.208 7001.927
A_23_P15 NM_1817 Homo sapieNCOA7,E 4.3203 5.20E-29 4.3203 2160.026 9509.705
A_24_P26 AL831836 Hypothetic LOC28368 4.28882 0 4.28882 1462.265 6301.401
A_23_P31 NM_0132 myosin reg MYLIP,MI 4.2874 2.16E-21 4.2874 183.7804 795.3765
A_32_P38 BC039555 CDNA clo BC039555 4.2819 0 4.2819 27076.98 115355.3
A_24_P25 NM_0251 phosphopr TRIB1,C8 4.24362 2.07E-43 4.24362 4753.263 20454.05
A_23_P37 NM_17881 Homo sapieARL8 4.23225 3.45E-23 4.23225 160.7245 682.8499
A_23_P39 NM_0044 dual specif DUSP8,H 4.22976 3.55E-24 4.22976 1876.857 8090.063
A_32_P171488 Unknown A_32_P17 4.20979 2.19E-23 4.20979 247.9327 1052.732
A_24_P17 NM_0004 proprotein cPCSK1,P 4.17779 1.57E-30 4.17779 793.5391 3378.3
A_24_P91 NM_0164 hypothetic LOC51233 4.16931 0 4.16931 1842.818 7677.845
A_23_P59 NM_0210 Homo sapieHIST1H2A 4.14298 0 4.14298 3183.281 13254.13
A_24_P31 NM_0052 v-ets avian ETS2 4.14105 1.86E-36 4.14105 865.5968 3654.124
A_32_P80295 Unknown THC18796 4.13948 0 4.13948 1715.727 7084.372
A_23_P86 NM_0073 Homo sapieDMBT1,G 4.13316 6.73E-31 4.13316 1910.071 8005.242
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A_23_P13 NM_0048 Homo sapieEIF2AK3, 4.12631 0 4.12631 323.5236 1339.791
A_23_P10 NM_00351 Homo sapieHIST2H2AA 4.1073 0 4.1073 10949.46 45111.99
A_32_P21 NM_0032 tropomyosi TPM4 4.09994 0 4.09994 3786.834 15730.22
A_24_P26 NM_0036 basic helix BHLHB2, 4.09673 1.24E-31 4.09673 2185.143 9124.707
A_23_P18 NM_0320 Homo sapieB3GNT5,B 4.0824 0 4.0824 1284.721 5245.513
A_23_P21 NM_0211 Homo sapieTRIB3,NIP 4.08126 0 4.08126 48399.81 196790.3
A_32_P23 AL110141 Growth arr GAS5 4.06864 0 4.06864 21580.12 87566.05
A_24_P73 NM_0046 solute carri SLC16A6, 4.05906 2.61E-35 4.05906 343.2677 1406.676
A_23_P103951 Unknown A_23_P10 4.05813 0 4.05813 11538.02 47035.59
A_23_P35 AB051487 Dual speci DUSP16 4.05723 0 4.05723 2294.969 9424.347
A_23_P12 NM_0011 Homo sapieADM,AM 4.05502 0 4.05502 4847.948 19800.46
A_24_P545200 Unknown A_24_P54 4.04516 0 4.04516 22318.9 90394.33
A_23_P16 NM_0038 Homo sapieTNFRSF1 4.03251 1.59E-14 4.03251 511.1829 2130.368
A_24_P516728 Unknown A_24_P51 4.02861 0 4.02861 14221.75 57480.7
A_24_P33 AK024229 Hypothetic FLJ14167 4.02488 0 4.02488 1125.237 4532.425
A_23_P13 NM_0037 Homo sapieOASL,TRI 4.01854 2.01E-27 4.01854 3825.389 15624.81
A_23_P16 NM_00711 Homo sapieTNFAIP6, 4.01213 1.22E-23 4.01213 138.0156 554.1433
A_23_P52 NM_0015 Homo sapieIFIT1,G10 3.99987 0 3.99987 1355.498 5494.233
A_23_P20 NM_18301 Homo sapieCREM,IC 3.99113 4.92E-39 3.99113 2870.084 11619.28
A_24_P27 NM_0008 histamine HRH1,H1- 3.97971 3.56E-21 3.97971 1035.658 4217.397
A_32_P12 BC066906 Similar to LOC44009 3.97935 0 3.97935 73094.8 290058.8
A_24_P707530 Unknown THC18182 3.96686 0 3.96686 732.9843 2915.321
A_24_P94 NM_17881 Homo sapieARL8 3.95813 9.94E-21 3.95813 299.342 1207.329
A_24_P27 NM_0029 small indu CXCL5,S 3.94542 0 3.94542 29404.23 115803.3
A_23_P36 NM_0053 Homo sapieJUND 3.93183 0 3.93183 19465.71 76902.82
A_24_P38 AK022915 ADP-ribos ARL8 3.92384 9.44E-35 3.92384 918.7028 3679.271
A_24_P10 NM_0050 X-box bind XBP1,XBP 3.91945 0 3.91945 448.3186 1764.158
A_24_P11 NM_0122 RING1 an RYBP,AA 3.90613 2.16E-33 3.90613 1414.781 5602.746
A_24_P21 NM_0038 tumor necroTNFRSF1 3.8847 0 3.8847 3814.416 14771.58
A_23_P15 NM_0184 Homo sapieBEX1,BEX 3.87077 3.52E-08 3.87077 119.8327 464.5019
A_23_P41 NM_0120 Homo sapieELL2 3.86589 1.40E-45 3.86589 4402.375 17264.17
A_23_P87 NM_0017 B-cell tran BTG1 3.85937 1.20E-34 3.85937 2837.5 11069.18
A_23_P42 NM_0042 Jumonji do JMJD1C 3.85115 3.89E-36 3.85115 589.9503 2310.784
A_24_P82 NM_0032 tropomyosi TPM4 3.84992 6.06E-36 3.84992 2651.698 10336.51
A_23_P86 NM_1527 hypothetic MGC4040 3.84684 9.38E-41 3.84684 1776.423 6957.978
A_32_P208654 A47582 B- THC19033 3.82716 0.00047 3.82716 63.48295 244.0279
A_23_P96 NM_0060 H1 histone H1FX,H1X 3.80933 0 3.80933 1273.966 4858.438
A_23_P16 NM_00541 Homo sapieSLC20A1, 3.80174 0 3.80174 24640.39 93445.2
A_23_P39 NM_0065 Homo sapieTFPI2,PP 3.80063 0 3.80063 15317.62 58072.14
A_32_P22 NM_02281 microtubul MAP1LC3 3.79985 0 3.79985 3635.903 13802.91
A_24_P592591 PBEF_HU THC18675 3.79077 0 3.79077 15837.12 60006.96
A_23_P51 NM_0040 Homo sapieRHOB,AR 3.78909 2.10E-31 3.78909 864.5391 3281.594
A_23_P41 NM_0031 Homo sapieTAF9,CIP, 3.78843 0 3.78843 18484.88 69934.22
A_24_P11 NM_0012 caspase 9, CASP9,M 3.77602 0 3.77602 4586.408 17272.79
A_32_P79 NM_0057 pre-B-cell PBEF1,PB 3.7758 0 3.7758 21167.05 79823.5
A_23_P96 NM_0001 Homo sapieGK,GKD 3.76847 0 3.76847 936.6318 3548.7
A_32_P73143 ALU7_HU THC19625 3.75515 8.87E-27 3.75515 203.2431 765.952
A_23_P21 BX538238 Metastasis MALAT1 3.75267 1.32E-30 3.75267 1170.254 4400.719
A_23_P97 NM_0012 Homo sapieCASP9,M 3.74185 0 3.74185 3004.547 11255.19
A_32_P90 NM_0031 TATA box TAF9,CIP, 3.73778 0 3.73778 9864.988 36886.49
A_23_P10 NM_0044 Homo sapieELF3,ERT 3.7328 0 3.7328 343.3076 1287.187
A_24_P37 NM_0029 syndecan SDC4,SY 3.71607 5.18E-44 3.71607 161.8956 601.5899



1 3
5

0 0 b
9 a

4 2 .
8 6 a

t
2 2 m
3 2
2 3 H
2 2 .
8 3 F
5 2
7 2 p
6 6 R
3 s
2
8 5 D
2

8 9
5 7 o S
1 6 R
6 0 9
7 5
3 a
4 3

M 0
2 1

7
1 0
3 3
5 0
9 6 a
2 9 M
1 7 2
3 3 2
1 E
8 f
1 2 A
0 7 e
5 t
6 6

7
2
0 m

2
3 7 n F
9 0
9 0

0

A_23_P42 NM_0035 Homo sapieHIST1H3G 3.71435 1.50E-39 3.71435 4424.042 16696.36
A_24_P67552 Unknown A_24_P67 3.71099 0 3.71099 1814.982 6799.074
A_23_P83 NM_2034 Homo sapieC9orf150, 3.70307 7.60E-23 3.70307 624.3042 2343.417
A_32_P39 AK095791 Hypothetic LOC39995 3.69641 1.08E-40 3.69641 643.0397 2401.254
A_32_P167176 Unknown THC18837 3.68993 2.66E-39 3.68993 1046.219 3922.533
A_24_P82 NM_0053 H3 histone H3F3B,H3 3.68551 0 3.68551 42694.56 157405.5
A_23_P39 NM_1736 hypothetic FLJ33718,F 3.677 1.79E-17 3.677 215.4091 801.0072
A_32_P181548 C40201 ar THC19339 3.67597 2.48E-06 3.67597 59.27254 213.7735
A_23_P16 NM_1834 TSC22 do TGFB1I4 3.67382 6.17E-44 3.67382 1375.794 5082.733
A_23_P11 NM_0044 Homo sapieEFNA1,B6 3.66893 9.97E-34 3.66893 2475.784 9114.779
A_24_P93 NM_0035 H3 histone HIST1H3I, 3.66374 3.71E-39 3.66374 4692.84 17442.95
A_23_P15 NM_0053 Homo sapieH3F3B,H3 3.6447 0 3.6447 75219.84 273668
A_23_P53 NM_0017 Homo sapieKLF5,CKL 3.63502 4.88E-39 3.63502 5269.127 19491.54
A_23_P21 NM_0016 Homo sapieAHR 3.62526 0 3.62526 1370.576 5004.608
A_24_P23 NM_1817 Ankyrin re Lrp2bp 3.60968 0 3.60968 624.9395 2261.819
A_23_P57 NM_0061 Homo sapieNFE2L2,N 3.60779 0 3.60779 5559.723 20047.66
A_24_P26 NM_00731 v-abl Abel ABL2,ARG 3.60083 1.30E-11 3.60083 209.2259 762.7982
A_23_P12 NM_00531 H1 histone HIST1H1C 3.6 0 3.6 11218.5 40283.18
A_23_P40 NM_0023 Homo sapieMXD1,MA 3.58706 7.63E-11 3.58706 239.6121 880.38
A_23_P74 NM_03201 Homo sapieSTK40,SHI 3.58649 0 3.58649 1884.973 6779.598
A_32_P222571 Unknown THC18595 3.57752 7.03E-25 3.57752 5096.476 18446.68
A_24_P40 NM_1827 Homo sapiePBEF1,PB 3.57731 0 3.57731 7745.355 27642.11
A_24_P36 NM_0039 sperm ass SPAG9,H 3.57623 0 3.57623 2042.175 7278.51
A_23_P26 NM_1342 Homo sapieRORA,RO 3.56762 2.15E-38 3.56762 255.8599 910.5092
A_23_P12 NM_0019 Homo sapieCTH,MGC 3.55443 1.40E-45 3.55443 4883.928 17567.64
A_23_P20 NM_0039 Homo sapieMAP3K14, 3.55415 0 3.55415 909.579 3236.243
A_23_P91 AB037855 Hypothetic KIAA1434 3.5386 7.33E-22 3.5386 2404.727 8619.352
A_24_P17 NM_0035 H3 histone HIST1H3B 3.53845 0 3.53845 14874.35 52806.74
A_24_P935782 Z121_HU ENST000 3.5248 7.61E-06 3.5248 66.58802 238.4745
A_23_P38 NM_01441 Homo sapieBBC3,JFY 3.51355 0 3.51355 2926.18 10262.74
A_24_P917810 Unknown A_24_P91 3.51169 0.00004 3.51169 53.47765 183.7692
A_23_P37 NM_0049 Wilms' tum WTAP,MGC 3.51071 0 3.51071 3235.705 11409.92
A_23_P13 NM_0035 Homo sapieHIST1H3C 3.51049 0 3.51049 30140.89 105981.4
A_24_P35 NM_0529 Homo sapieSLC25A25 3.49959 0 3.49959 2127.84 7495.306
A_23_P98 NM_0181 hypothetic FLJ10652,F 3.48625 6.72E-33 3.48625 1087.944 3866.627
A_23_P15 NM_0046 Homo sapieSLC16A6, 3.48346 5.83E-41 3.48346 479.0795 1680.741
A_23_P11 NM_0190 Homo sapieING3,ING 3.46979 0 3.46979 1891.881 6603.94
A_23_P49 NM_0166 Homo sapieTNFRSF1 3.46209 0 3.46209 6390.884 22051.45
A_24_P17 NM_18301 Homo sapieCREM,IC 3.45745 0 3.45745 4354.738 15216.36
A_23_P30 AB051487 Dual speci DUSP16 3.45719 7.96E-42 3.45719 1330.845 4637.808
A_23_P25 NM_0306 Homo sapieCPEB4,KI 3.45678 7.12E-41 3.45678 1729.22 6063.26
A_23_P88 NM_0007 cytochrom CYP3A5,C 3.45677 4.94E-07 3.45677 70.47058 244.4454
A_24_P25 AL390214 Triple func TRIO 3.44742 2.11E-25 3.44742 610.9446 2128.645
A_24_P68 NM_1750 Homo sapieHIST2H2A 3.44618 3.31E-39 3.44618 5823.209 20320.92
A_24_P917703 Unknown A_24_P91 3.43948 1.91E-06 3.43948 39.42934 135.6229
A_32_P20 AF085847 Full length AF085847 3.43031 2.02E-12 3.43031 85.83305 295.2969
A_24_P58 XM_37327 similar to LOC39228 3.41104 3.63E-28 3.41104 977.1371 3408.243
A_24_P802562 Unknown A_24_P80 3.39165 0 3.39165 1157.285 3939.647
A_23_P70 NM_0033 vascular e VEGF,VP 3.37491 9.39E-44 3.37491 809.0848 2755.379
A_23_P56 NM_0029 Homo sapieREL,C-Rel 3.37051 2.08E-18 3.37051 506.9486 1751.378
A_23_P32 NM_0210 Homo sapieUBC,HMG2 3.36851 0 3.36851 166425.6 562470.5
A_24_P110213 BC036372 ENST000 3.36226 1.34E-07 3.36226 139.8546 465.9047
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A_23_P25 NM_0123 Homo sapieDNAJB9, 3.36045 8.80E-14 3.36045 2609.766 8948.541
A_23_P22 NM_0055 Homo sapieINSIG1,CL 3.35978 0 3.35978 2100.591 7118.537
A_24_P29 NM_0060 zinc finger ZA20D2,Z 3.35648 1.25E-35 3.35648 3624.809 12333.7
A_23_P35 NM_0314 sestrin 2 SESN2,HI 3.35594 1.54E-21 3.35594 1332.414 4507.088
A_24_P27 AK000703 Hypothetic FLJ10652 3.355 0.00001 3.355 54.03096 179.7895
A_24_P26 NM_0309 sprouty (D SPRY4 3.34564 1.58E-19 3.34564 328.556 1110.026
A_23_P93 NM_0035 Homo sapieHIST1H3B 3.34313 4.38E-22 3.34313 1930.407 6564.047
A_24_P849245 Unknown THC18695 3.33939 2.53E-36 3.33939 1865.692 6285.785
A_23_P35 BC009198 RRN3 RN RRN3 3.33881 2.56E-43 3.33881 406.5239 1364.774
A_23_P37 NM_0005 Homo sapieTNF,DIF,TN 3.33237 9.07E-10 3.33237 424.3825 1441.88
A_24_P25 AF132202 Homo sapiePRO1859 3.32788 0 3.32788 658.9485 2190.606
A_23_P12 NM_0133 zinc finger ZNF222 3.32414 1.56E-10 3.32414 140.6509 467.1927
A_23_P42 NM_0210 Homo sapieHIST1H2A 3.31807 0 3.31807 9032.278 30063.87
A_23_P14 NM_0012 bone morp BMP2,BM 3.31424 3.60E-08 3.31424 67.87014 224.5747
A_24_P24 NM_1527 hypothetic MGC4040 3.31386 2.44E-31 3.31386 985.6773 3327.855
A_23_P42 NM_0007 Homo sapieCGA,HCG 3.31347 2.57E-16 3.31347 421.8192 1421.708
A_32_P450879 Unknown THC19005 3.2965 5.42E-30 3.2965 849.7274 2789.832
A_23_P12 NM_0011 Homo sapieARG2 3.27244 0 3.27244 476.4318 1565.659
A_32_P192842 Unknown A_32_P19 3.27216 3.11E-16 3.27216 581.4349 1945.576
A_23_P41 NM_0042 Homo sapieHOMER1, 3.27113 0 3.27113 2868.521 9437.52
A_24_P36 NM_0059 metallothio MT2A,MT 3.2711 0 3.2711 27484.39 90322.16
A_32_P9931 ROU_HU THC18914 3.26603 0 3.26603 326.7173 1069.52
A_24_P39 NM_19821 Homo sapieING1,p33, 3.25827 3.11E-28 3.25827 812.7235 2670.587
A_32_P16 AL832253 MRNA; cD AL832253 3.24791 1.26E-34 3.24791 250.8072 816.3108
A_24_P24 NM_1988 Homo sapieZNF160,F 3.24789 1.52E-17 3.24789 473.1383 1563.183
A_24_P90 AK021804 Hypothetic LOC39995 3.24768 4.47E-12 3.24768 225.6256 740.1037
A_23_P42 NM_0217 nuclear re NR1D1,E 3.24129 5.66E-16 3.24129 2353.405 7776.253
A_23_P13 NM_0140 Homo sapieZNF297B, 3.23791 3.26E-31 3.23791 1014.253 3308.593
A_23_P90 NM_0243 hypothetic ZNF557,MG 3.23716 3.73E-37 3.23716 314.3685 1022.086
A_24_P16 BC032480 Similar to HSUP1 3.2323 0 3.2323 54742.23 177844.3
A_32_P71212 TR2A_HU THC19236 3.22959 2.28E-13 3.22959 122.2576 393.3342
A_24_P324465 H3 histone HIST2H3C 3.22641 0 3.22641 26491.79 85883.56
A_32_P69 XM_37348 hypothetic LOC38774 3.22593 0.00012 3.22593 97.18069 310.3104
A_24_P93 AK096192 SPOC do SPOCD1 3.22526 5.47E-11 3.22526 179.0804 581.2543
A_23_P33 AB075862 KIAA1982 KIAA1982 3.22465 7.15E-35 3.22465 1309.564 4259.237
A_24_P358305 Unknown A_24_P35 3.22159 9.24E-24 3.22159 1296.956 4256.206
A_24_P40 AK000959 Brain expr BEXL1 3.21291 0.00001 3.21291 45.50821 146.4598
A_24_P91 BC002724 Homo sapieSNX5 3.2123 0 3.2123 6285.39 20200.89
A_23_P31 AK128423 Cold induc CIRBP 3.20995 2.80E-45 3.20995 1008.979 3254.747
A_23_P40 BC021238 Hypothetic MGC1976 3.20632 1.47E-28 3.20632 1002.478 3258.354
A_23_P36 NM_0212 selenoprot SELK,HS 3.20494 0 3.20494 9090.346 29270.62
A_23_P15 NM_13931 Homo sapieANGPTL4, 3.20311 1.35E-26 3.20311 151.8651 486.9249
A_23_P16 NM_0054 FOS-like a FOSL1,FRA 3.19936 6.70E-12 3.19936 819.1472 2680.207
A_23_P14 NM_0016 Homo sapieASNS,TS1 3.1991 3.98E-32 3.1991 50838.16 161794.2
A_24_P12 NM_0059 metallothio MT1X,MT1 3.19713 0 3.19713 5570.877 17926.84
A_32_P49 XM_37204 similar to a LOC38965 3.19627 2.11E-41 3.19627 21942.32 69733.28
A_24_P307104 Unknown A_24_P30 3.19326 1.73E-24 3.19326 556.5137 1807.85
A_23_P30 NM_0060 Homo sapieTNIP1,VA 3.19235 0 3.19235 3447.592 11017.67
A_23_P13 BX640843 Hypothetic BX640843 3.18975 0 3.18975 6366.918 20285.76
A_24_P92 AB052759 Transform TRA2A 3.18749 1.06E-15 3.18749 169.9563 544.4796
A_23_P11 NM_0210 Homo sapieHIST2H3C 3.18681 0 3.18681 16332.05 52136.66
A_23_P30 NM_0122 Homo sapieRYBP,AA 3.17714 2.19E-31 3.17714 1564.548 5087.742
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A_24_P21 NM_01211 CCR4-like CCRN4L, 3.1729 6.86E-13 3.1729 657.3008 2156.748
A_23_P170713 Unknown A_23_P17 3.17194 6.56E-39 3.17194 6929.847 22296.65
A_32_P38821 Unknown A_32_P38 3.17168 1.00E-35 3.17168 180.6952 573.2959
A_23_P30 NM_0059 Homo sapieMT1X,MT1 3.1711 0 3.1711 5969.264 19056.11
A_23_P21 NM_0060 Homo sapieCITED2,M 3.16505 0 3.16505 826.2153 2632.137
A_23_P147404 Unknown A_23_P14 3.16087 0 3.16087 4194.605 13247.48
A_24_P15 NM_1527 hypothetic MGC4040 3.1553 1.82E-15 3.1553 3587.344 11828.32
A_23_P31 NM_0051 Homo sapieCEBPD,C 3.14451 0 3.14451 8961.221 28092.43
A_23_P35 NM_0018 Homo sapieCEBPG,G 3.14279 0 3.14279 4525.747 14255.97
A_24_P27 NM_0060 zinc finger ZA20D2,Z 3.13983 7.18E-27 3.13983 768.171 2453.144
A_23_P25 BC007034 Metallothio MT2A 3.13872 0 3.13872 27038.82 84978.95
A_23_P11 NM_0039 Homo sapieBCL10,CL 3.13336 1.45E-20 3.13336 1007.478 3248.81
A_24_P83 XM_37247 Homo sapieXM_37247 3.12957 2.27E-21 3.12957 1525.228 4886.017
A_32_P10 BF084890 Trophobla TncRNA 3.11873 8.38E-13 3.11873 645.545 2034.292
A_32_P44628 Unknown A_32_P44 3.11449 4.51E-12 3.11449 1546.017 4847.725
A_24_P91 NM_0053 H3 histone H3F3B,H3 3.11188 0 3.11188 14683.89 45548.29
A_23_P41 NM_1756 Homo sapieMT1J,MT1 3.11164 4.32E-43 3.11164 6643.203 20892.48
A_23_P12 NM_0252 PH domai pp9099,P 3.11064 1.37E-26 3.11064 535.5676 1678.275
A_23_P42 X97261 Metallothio MT1L 3.10059 3.95E-31 3.10059 5915.768 18632.52
A_32_P28 NM_0032 tropomyosi TPM4 3.09496 1.84E-22 3.09496 9195.065 28816.46
A_24_P26 NM_0210 Homo sapieUBC,HMG2 3.08872 0 3.08872 182161.7 561928.5
A_23_P37 NM_0005 Homo sapieDAF,CR,T 3.08736 4.59E-26 3.08736 4193.88 13148.32
A_23_P41 NM_0051 Homo sapieCEBPB,L 3.08271 0 3.08271 38501.78 118820
A_23_P32 NM_0022 Homo sapieISG20,HE 3.08247 5.46E-35 3.08247 3996.884 12439.08
A_32_P10 NM_0060 zinc finger ZA20D2,Z 3.07877 3.54E-16 3.07877 951.3778 3015.826
A_23_P10 NM_0059 Homo sapieMT2A,MT 3.07862 0 3.07862 38197.54 117690.3
A_23_P39 NM_1537 Homo sapieC21orf81 3.06956 1.29E-17 3.06956 268.0909 829.8317
A_23_P12 NM_0019 Homo sapieEIF4A2,D 3.06753 0 3.06753 15077.71 46364.76
A_24_P24 NM_0022 jun B proto JUNB 3.06702 0 3.06702 1170.667 3580.155
A_24_P21 NM_0014 epiregulin EREG,ER 3.06044 0.00001 3.06044 211.0109 663.9509
A_23_P46 NM_0051 Homo sapieBCL3,BCL4 3.04159 3.66E-27 3.04159 5097.768 15418.63
A_24_P27 NM_18301 Homo sapieCREM,IC 3.02257 2.95E-35 3.02257 1318.694 4029.814
A_24_P10 NM_2033 Homo sapieGK,GKD 3.0225 1.59E-22 3.0225 1461.638 4495.037
A_24_P68 BX640843 Hypothetic BX640843 3.022 0 3.022 9933.264 30113.87
A_23_P38 NM_1533 Homo sapieC6orf141, 3.00694 1.95E-20 3.00694 1120.362 3411.705
A_24_P28 NM_0026 phosphatid PIGA,GPI 2.9965 0 2.9965 1041.911 3139.115
A_23_P52 NM_0251 hypothetic HKDC1,FL 2.99307 1.01E-35 2.99307 1109.134 3343.339
A_23_P11 NM_00371 stanniocal STC2,STC 2.99239 0 2.99239 1676.442 5010.997
A_24_P185018 Unknown THC18203 2.99188 1.76E-13 2.99188 235.0013 708.1547
A_24_P33 AK057830 Homo sapieAK057830 2.9878 6.10E-11 2.9878 102.4884 305.765
A_23_P21 NM_0024 Homo sapieMYC,c-My 2.98474 0 2.98474 29802.97 88786.91
A_23_P20 NM_0248 hypothetic FLJ22028 2.98205 0 2.98205 472.4476 1411.768
A_24_P91 BC037430 CDNA clo BC037430 2.98185 0 2.98185 1928.547 5790.51
A_24_P27 NM_0060 zinc finger ZA20D2,Z 2.97945 2.04E-26 2.97945 5163.316 15608.63
A_23_P15 NM_0049 Homo sapieCREB5,C 2.97886 2.39E-16 2.97886 733.0953 2216.078
A_23_P10 NM_0023 mouse do MDM4,MD 2.96861 2.20E-17 2.96861 692.5753 2097.007
A_23_P41 AB046797 Hypothetic MGC4040 2.95544 1.72E-13 2.95544 2290.601 7001.858
A_23_P10 NM_1524 Homo sapieZNF565,F 2.95504 0 2.95504 1271.46 3752.262
A_23_P21 NM_00021 Homo sapieJAG1,AG 2.95154 3.07E-12 2.95154 206.9471 612.7159
A_24_P29 U60873 Trophobla TncRNA 2.95026 3.29E-26 2.95026 450.566 1337.49
A_23_P43 NM_0251 Homo sapieKIAA1539, 2.94894 1.08E-27 2.94894 4560.317 13385.8
A_23_P30 NM_0039 Homo sapieNFKB1,KB 2.94843 2.69E-15 2.94843 3843.796 11577.28
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A_32_P17 BX324301 Zinc finger ZNF297B 2.94363 2.78E-21 2.94363 284.1459 834.9197
A_23_P33 NM_0044 Homo sapieGOLGB1, 2.91848 6.22E-35 2.91848 2874.806 8465.139
A_24_P87 NM_00351 Homo sapieHIST2H2AC 2.89976 0 2.89976 8456.257 24634.66
A_32_P20 AF116620 Homo sapiePRO1068 2.89499 3.77E-17 2.89499 197.8346 574.1888
A_23_P42 NM_00491 protein dis PDIA4,ER 2.88826 0 2.88826 7746.08 22366.94
A_24_P30 NM_0051 bromodomaBRD2,NA 2.88821 0 2.88821 21780.16 62959.68
A_24_P64 NM_0322 hypothetic ANKRD20 2.86852 0.00005 2.86852 68.05563 192.5624
A_24_P24 NM_0025 serine (or SERPINB 2.86703 5.68E-09 2.86703 98.45478 281.6091
A_24_P16 NM_0133 zinc finger ZNF222 2.85784 4.97E-20 2.85784 503.4435 1459.679
A_23_P22 NM_0326 Homo sapieBEX2,BEX 2.85524 2.70E-23 2.85524 2596.977 7480.576
A_32_P33 AF390550 Zinc finger ZNF434 2.85108 1.55E-37 2.85108 432.9654 1240.938
A_23_P50 NM_0332 tripartite m TRIM15,R 2.84504 0 2.84504 793.2034 2268.579
A_23_P43 AK055561 Endoplas ERN1 2.83617 4.01E-10 2.83617 729.8668 2114.178
A_24_P12 BC065522 Vascular e VEGF 2.83454 8.65E-23 2.83454 702.5976 2016.219
A_32_P41267 Unknown THC18482 2.83002 1.75E-16 2.83002 347.2493 990.8351
A_23_P123645 Unknown THC19529 2.82933 2.03E-13 2.82933 427.3824 1240.776
A_24_P253588 E40201 ar THC18422 2.82452 1.95E-10 2.82452 580.0252 1639.284
A_24_P753760 153353 tro THC18313 2.82316 1.59E-18 2.82316 3009.96 8585.351
A_23_P71 NM_0060 Homo sapieZA20D2,Z 2.82222 0 2.82222 10468.07 29537.89
A_23_P46 NM_0252 Homo sapieEPC1,DK 2.81783 7.79E-06 2.81783 520.2167 1524.347
A_23_P15 NM_0002 Homo sapieICAM1,BB 2.81731 0.00032 2.81731 374.3325 1063.774
A_32_P15 BC029608 Likely orth AVO3 2.81063 0.00018 2.81063 97.77858 276.1479
A_32_P20 BC035518 Homo sapieBC035518 2.80636 0 2.80636 620.5259 1742.919
A_23_P37 AB011145 Thioredoxi TXNDC4 2.79527 2.99E-16 2.79527 190.6101 532.2305
A_23_P35 NM_00541 Homo sapieSKIL,SNO, 2.79479 1.87E-11 2.79479 149.1518 414.9476
A_23_P29 NM_0018 Homo sapieCEBPE,C 2.79164 1.49E-40 2.79164 889.1646 2491.446
A_23_P99 NM_0049 Homo sapieZFP36L1, 2.78923 8.84E-25 2.78923 4052.903 11446.78
A_23_P24 NM_0026 Homo sapiePLAU,ATF 2.78494 1.85E-15 2.78494 3106.807 8772.003
A_32_P178800 ALU7_HU THC19573 2.78475 0.00005 2.78475 85.74364 236.8856
A_23_P30 NM_0219 Homo sapieHIST1H4J, 2.78295 1.77E-42 2.78295 3107.763 8698.788
A_24_P635355 Unknown A_24_P63 2.78114 1.25E-13 2.78114 1236.737 3506.786
A_23_P42 NM_0062 Homo sapieTNFAIP2, 2.77477 8.67E-28 2.77477 40001.86 110590.1
A_24_P38 NM_0166 chromoso FAM53C, 2.76821 1.56E-32 2.76821 2332.508 6505.521
A_23_P14 NM_0334 Homo sapieHIST3H2A 2.75911 3.35E-39 2.75911 5964.997 16577.08
A_24_P50 AK096179 Hypothetic LOC28595 2.75589 0 2.75589 6748.202 18626.41
A_24_P94 NM_0176 Abelson h AHI1 2.73631 1.13E-10 2.73631 185.3597 506.2846
A_23_P58 NM_0530 TIGA1 TIGA1,MGC 2.73407 0 2.73407 24776.96 67595.55
A_23_P79 NM_0053 Homo sapieHIST1H1E 2.73137 8.50E-23 2.73137 3497.27 9751.332
A_24_P41 NM_2033 Homo sapieFBXO33,Fb 2.72922 7.04E-24 2.72922 1000.055 2779.087
A_23_P81 NM_0034 Homo sapiePTP4A1,HH 2.72591 2.57E-42 2.72591 49078.76 133349
A_23_P35 NM_0015 interferon-i IFIT3,IRG 2.72567 7.34E-29 2.72567 391.4327 1072.499
A_24_P89 BC016022 Similar to BC016022 2.7164 2.80E-32 2.7164 259.6699 705.681
A_23_P11 NM_0049 aquaporin AQP3 2.71481 0 2.71481 4692.604 12748.82
A_23_P35 AF242519 Homo sapiezinc finger 2.71296 9.24E-11 2.71296 120.2826 325.2282
A_23_P39 NM_0156 Homo sapieFGFR1OP2 2.70685 0 2.70685 556.1519 1507.959
A_23_P20 NM_17561 Homo sapieMT1E,MT1 2.70498 1.57E-33 2.70498 3142.959 8601.749
A_23_P16 NM_0166 Homo sapieFAM53C, 2.70441 1.49E-24 2.70441 1078.436 2949.764
A_23_P35 NM_1815 Homo sapieUPP1,UP, 2.70083 3.47E-29 2.70083 2062.416 5577.459
A_23_P88 NM_0050 Homo sapieSEL1L,IB 2.69321 4.61E-37 2.69321 1253.315 3397.085
A_23_P25 NM_0051 Homo sapieBRD2,NA 2.69193 0 2.69193 441.4958 1188.986
A_24_P25 NM_0040 CDC-like k CLK1,CLK, 2.69137 3.22E-25 2.69137 265.986 716.783
A_32_P208076 AF512556 THC18470 2.689 4.84E-22 2.689 1035.879 2817.316
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A_23_P12 NM_0183 hypothetic FLJ11292 2.68681 1.01E-25 2.68681 1780.466 4854.893
A_24_P45 NM_0210 Homo sapieHIST2H3C 2.68625 7.04E-37 2.68625 7747.499 20951.11
A_24_P78 AK095849 RNA, U22 sRNU22 2.67878 2.16E-33 2.67878 8735.309 23656.73
A_32_P18 BX641020 AT rich int ARID5B 2.6783 9.81E-14 2.6783 2968.558 8046.231
A_23_P53 NM_0055 Homo sapieLMO2,TT 2.67448 2.83E-18 2.67448 252.4663 673.4807
A_23_P38 NM_0248 Homo sapieTNIP3,LIN 2.6655 2.18E-10 2.6655 166.1753 441.2802
A_24_P33 NM_0176 hypothetic FLJ20035,F 2.66129 3.49E-21 2.66129 255.0101 678.9081
A_32_P123743 U12390 b THC19144 2.65692 1.44E-43 2.65692 4182.894 11173.21
A_23_P21 NM_0067 Human im HIVEP2 2.65367 0 2.65367 505.0625 1341.734
A_24_P60 AK095242 Catenin (c CTNNB1 2.64938 6.43E-29 2.64938 207.9453 550.8426
A_23_P50 NM_1526 Homo sapieZNF92,TF 2.64559 0 2.64559 1282.964 3391.534
A_24_P732106 Unknown THC18621 2.64082 3.91E-27 2.64082 409.8102 1088.209
A_32_P17 NM_0001 glycerol ki GK,GKD 2.6408 6.92E-08 2.6408 982.6899 2598.254
A_24_P29 BC032478 Mitogen-a MAP2K3 2.63679 0 2.63679 9533.283 25173.75
A_24_P10 NM_00541 solute carri SLC20A1, 2.63635 0 2.63635 899.8374 2372.352
A_23_P21 NM_0158 Adenosine ADARB1 2.63538 0 2.63538 2674.604 7055.265
A_24_P67 AK090611 Hypothetic LOC15909 2.62936 4.98E-11 2.62936 477.6999 1284.173
A_24_P63 BC008632 Chromoso C6orf176 2.6285 0 2.6285 5188.954 13690.68
A_23_P81 NM_0051 interferon- G1P2,UC 2.61881 0 2.61881 8089.264 21163.71
A_32_P89277 Unknown A_32_P89 2.61335 6.15E-11 2.61335 254.734 669.5485
A_23_P60 NM_0059 Homo sapieMT1G,MT 2.6102 1.80E-32 2.6102 8077.077 21256.36
A_24_P10 NM_0045 isopenteny IDI1,IPP1,I 2.60524 2.67E-27 2.60524 5349.363 14031.34
A_23_P12 NM_0058 Homo sapieSPRY2,hS 2.60166 2.42E-09 2.60166 526.8026 1403.395
A_23_P72448 SKIL_HU THC18076 2.59511 0.00036 2.59511 117.411 303.7761
A_32_P44 AK091220 Homo sapieHIST3H2B 2.594 1.06E-06 2.594 211.0578 553.3166
A_23_P40 NM_0021 Homo sapieIL7R,CD1 2.59106 7.79E-09 2.59106 1125.716 2994.262
A_23_P15 NM_0320 BRCA1-int BRIP1,OF, 2.5908 0.00026 2.5908 90.3495 231.774
A_24_P87 BC043357 Discs, larg DLGAP1 2.5903 4.64E-12 2.5903 353.4638 928.8679
A_24_P25 AK097130 Ariadne ho ARIH1 2.58821 5.94E-06 2.58821 123.6694 318.6552
A_32_P16 AL833005 MRNA; cD AL833005 2.58765 4.41E-21 2.58765 985.558 2572.831
A_23_P20 NM_1343 Homo sapieSLC26A9 2.58727 8.41E-10 2.58727 422.3492 1101.456
A_23_P14 NM_0182 Zinc finger ZNF654 2.58355 0.00008 2.58355 120.3599 307.7697
A_24_P24 NM_0044 golgi auto GOLGB1, 2.57301 2.15E-30 2.57301 1036.568 2689.435
A_23_P15 NM_0042 Interleukin NK4 2.57276 4.76E-15 2.57276 2215.764 5768.252
A_23_P12 NM_0309 Homo sapieTMEM49, 2.57093 1.59E-31 2.57093 5544.194 14347.7
A_32_P124728 Unknown THC18931 2.56932 8.68E-18 2.56932 353.654 915.4767
A_24_P84 NM_1982 Homo sapieCXorf23 2.56923 5.22E-08 2.56923 146.9598 373.1853
A_23_P71 NM_0018 Homo sapieCKS2,CK 2.56853 1.59E-30 2.56853 55675.45 144332.3
A_32_P22 NM_1334 Homo sapieCTGLF1, 2.56691 5.70E-39 2.56691 1533.356 3962.918
A_23_P31 NM_0011 Homo sapieACTB 2.56653 1.40E-45 2.56653 70640.14 181074.7
A_32_P85 BC008632 Chromoso C6orf176 2.56537 0 2.56537 10284.8 26397.21
A_24_P11 NM_0036 basic leuci BLZF1,JE 2.56184 0.00011 2.56184 96.93286 244.4533
A_23_P30 NM_00351 Homo sapieHIST2H2AC 2.55948 1.00E-19 2.55948 1989.085 5175.403
A_32_P105940 Unknown A_32_P10 2.55765 1.68E-08 2.55765 455.2558 1187.241
A_23_P11 AB002301 Microtubul MAST4 2.55222 0 2.55222 1178.875 3014.661
A_23_P32 AK002200 SMC4 stru SMC4L1 2.54695 7.85E-18 2.54695 274.3065 700.2861
A_23_P50 NM_0025 Homo sapieNFYA,HA 2.54198 9.72E-07 2.54198 269.5816 695.0298
A_32_P87 NM_2033 Homo sapieFBXO33,Fb 2.53945 8.13E-44 2.53945 2281.334 5829.832
A_24_P25 NM_0034 protein tyr PTP4A1,HH 2.53689 1.43E-39 2.53689 2031.415 5181.821
A_23_P14 NM_0009 Homo sapiePTGER4, 2.53511 0 2.53511 640.7662 1621.292
A_24_P86 NM_00351 H2A histon HIST1H2A 2.53484 0 2.53484 6811.805 17296.04
A_23_P12 NM_0169 Chromoso C6orf48 2.5334 0 2.5334 38474.09 97284.14



4 0
9 6
3
8 6 a
8 2
0 3 o B
3 3 7
8 7
1
0 2 A
0 4 M

0
8 5 A
0 2
7

3
7 3 8
7
0 a
1 3

4
6 o
7 9
6 N
7 0 m 1

1 3 a
2 2
4 5
9 4
4 N
3 0 a L
0

5
7 R
8
6 3 S
3 g
0 7 n
6 3 P
5 2 E
2 5
2 5 N
2 2

9
4 6

3
4 2 m

8
1 4

8
7 6

A_23_P40 NM_1536 Homo sapieLOC15322 2.53072 1.77E-11 2.53072 355.2847 909.8673
A_24_P33 NM_0069 zinc finger ZNF24,KOX 2.52936 1.70E-16 2.52936 188.5464 477.7987
A_23_P37 AK056767 V-maf mus MAFK 2.52798 2.80E-43 2.52798 3572.282 9036.285
A_24_P29 NM_0176 hypothetic ANKRD10, 2.52596 0 2.52596 1114.362 2808.557
A_23_P14 NM_0161 putative rin RNF12,RLI 2.51157 1.17E-21 2.51157 1261.943 3215.842
A_23_P16 NM_0328 protein ph PPP1R15 2.50985 1.67E-16 2.50985 643.036 1631.978
A_23_P30 NM_0071 Homo sapieZNF79,pT 2.5075 3.89E-33 2.5075 307.3164 770.4336
A_23_P16 NM_0040 Homo sapieCLK1,CLK, 2.50586 1.76E-21 2.50586 978.5382 2480.212
A_32_P14 AF086205 Tuftelin 1 TUFT1 2.50254 4.81E-32 2.50254 361.0618 903.6362
A_23_P21 NM_0065 Homo sapieZNF217,Z 2.5015 2.55E-12 2.5015 2228.989 5740.878
A_32_P23 NM_1334 Homo sapieCTGLF1, 2.5004 1.54E-30 2.5004 1405.943 3547.46
A_24_P153234 Unknown ENST000 2.49726 1.91E-21 2.49726 232.1252 579.5698
A_23_P10 NM_0014 Homo sapieFHL2,DR 2.49588 2.70E-34 2.49588 4190.125 10501.31
A_24_P26 NM_0053 H1 histone HIST1H1D 2.49185 0 2.49185 7614.271 18995.04
A_23_P16 NM_00351 H2B histon HIST1H2B 2.4878 0 2.4878 1332.004 3305.645
A_23_P123234 Unknown A_23_P12 2.48699 7.98E-31 2.48699 498.3937 1241.575
A_24_P14 NM_1988 Homo sapieSERPINB 2.48679 2.20E-12 2.48679 484.6729 1211.03
A_32_P15 AK091904 CDNA FLJ3AK091904 2.48151 1.48E-15 2.48151 247.5096 614.8256
A_24_P73 NM_15231 hypothetic FLJ38968,d 2.48098 1.12E-38 2.48098 731.5074 1821.498
A_23_P10 NM_0210 Homo sapieZNF14,KOX 2.47821 9.09E-39 2.47821 432.2653 1070.644
A_24_P264416 Unknown A_24_P26 2.47674 0 2.47674 9794.945 24223.32
A_24_P13 AB040932 Nuclear pr NPL4 2.47611 5.79E-08 2.47611 247.4253 614.2351
A_23_P34 NM_0198 Homo sapieERO1LB 2.47299 4.30E-12 2.47299 262.4708 651.2923
A_32_P14 AL122093 MRNA; cD AL122093 2.47001 5.64E-25 2.47001 6649.871 16402.75
A_24_P20 NM_0166 chromoso C5orf5,N6 2.46792 3.92E-09 2.46792 206.7808 512.9249
A_24_P931955 Unknown THC18191 2.46732 4.25E-14 2.46732 636.8849 1601.204
A_23_P78 NM_0240 hypothetic MIS12,hMis 2.46364 9.88E-31 2.46364 2166.912 5388.295
A_23_P11 NM_0049 Homo sapieAQP3 2.45539 1.53E-33 2.45539 1292.003 3170.111
A_23_P21 NM_0019 Homo sapieEDN1,ET1 2.45534 1.60E-13 2.45534 633.2557 1569.716
A_23_P37 NM_0059 Homo sapieMT1B,MT1 2.4523 7.43E-25 2.4523 9440.436 23414.99
A_32_P16 AL833005 MRNA; cD AL833005 2.44663 5.78E-26 2.44663 1212.012 2977.985
A_23_P86 NM_0248 hypothetic ZNF669,F 2.44602 1.91E-12 2.44602 136.123 332.7491
A_23_P25 NM_02461 Homo sapieHSPBAP1, 2.44455 4.64E-06 2.44455 823.8439 2039.767
A_32_P86517 Unknown A_32_P86 2.43776 7.69E-14 2.43776 242.518 592.2212
A_24_P16 AB002333 Human m KIAA0335 2.43704 4.17E-10 2.43704 295.2661 725.5648
A_23_P38 AB051513 KIAA1726 KIAA1726 2.43459 1.53E-12 2.43459 1271.504 3115.323
A_24_P20 NM_0041 potassium KCNMB1, 2.43412 1.68E-20 2.43412 8434.295 20553.29
A_32_P15 BC001103 GULP, en GULP1 2.43349 4.77E-06 2.43349 138.3328 336.0025
A_23_P16 NM_0183 Receptor-i RIF1 2.43195 1.10E-21 2.43195 637.2687 1565.496
A_24_P12 NM_2070 Homo sapieC1orf63,N 2.4293 2.80E-14 2.4293 203.9888 495.1985
A_23_P87 NM_0239 Homo sapieC1QDC1, 2.42763 5.54E-16 2.42763 740.4303 1825.374
A_23_P10 NM_0067 Homo sapieSSFA2,CS 2.4272 1.01E-29 2.4272 3159.578 7743.918
A_23_P93 NM_0063 Homo sapieTRIM38,R 2.42637 0.00005 2.42637 103.0651 248.3358
A_24_P21 NM_02471 multiple C MCTP1,FL 2.42595 3.66E-08 2.42595 100.6009 243.6323
A_32_P88905 Unknown A_32_P88 2.42569 7.18E-20 2.42569 1914.343 4664.361
A_24_P39 NM_0210 H2A histon HIST1H2AJ 2.4249 1.44E-14 2.4249 2198.922 5416.183
A_24_P16361 Unknown A_24_P16 2.42269 1.26E-32 2.42269 350.3634 849.6997
A_23_P10 NM_0162 Chromoso C1orf9 2.41983 2.78E-14 2.41983 3349.79 8267.47
A_24_P578445 Unknown A_24_P57 2.41738 0 2.41738 6621.773 15976.37
A_23_P67 NM_0006 Homo sapieIL11,AGIF, 2.41661 1.28E-11 2.41661 413.3421 1000.256
A_24_P49800 Unknown A_24_P49 2.41604 1.24E-32 2.41604 20779.41 49989.52
A_23_P83 NM_0047 Homo sapiePSCD1,B2 2.4115 1.01E-19 2.4115 3600.313 8777.69
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A_24_P30 NM_0211 protein kin TRIB3,NIP 2.41138 2.80E-45 2.41138 1050.755 2537.754
A_32_P68350 Unknown THC19611 2.40691 0.00062 2.40691 87.92558 206.8259
A_23_P20 AK023077 Ubiquitin s USP36 2.405 0 2.405 1326.932 3184.789
A_24_P72 AL133620 Likely homoKIDINS22 2.40444 8.11E-07 2.40444 183.865 439.762
A_24_P38 NM_1824 hypothetic LRP5L,DKF 2.39981 4.80E-14 2.39981 407.1343 987.079
A_23_P25 NM_0176 collaborat CARF,FLJ 2.3998 4.93E-26 2.3998 1902.804 4591.301
A_32_P82 BX538288 Hypothetic DKFZp779 2.39939 1.24E-23 2.39939 341.1295 820.3436
A_32_P22 BF977562 Transcribe BF977562 2.39878 1.91E-11 2.39878 254.6581 611.7004
A_23_P71 NM_2033 MSFL2541 UNQ2541 2.39735 2.12E-25 2.39735 485.2498 1163.938
A_23_P58 NM_0059 Homo sapieS100P,MI 2.39669 0 2.39669 106779.6 256689.8
A_23_P12 NM_0134 Homo sapieBAZ2B,D 2.39616 1.62E-31 2.39616 268.5186 643.4138
A_23_P81 BC024725 KIAA1223 KIAA1223 2.3959 5.95E-10 2.3959 471.798 1152.953
A_24_P24 NM_00181 centromer CENPC1, 2.3902 2.29E-28 2.3902 525.3062 1259.846
A_24_P58 AY358924 KIAA1201 KIAA1201 2.38937 1.47E-18 2.38937 1564.569 3788.499
A_23_P17 NM_0529 Homo sapieACRC,NA 2.38851 3.60E-32 2.38851 498.6926 1195.231
A_23_P12 NM_0016 Homo sapieATP2B1,P 2.383 8.29E-18 2.383 993.9053 2411.998
A_24_P32 NM_0142 zinc finger ZMYM5,M 2.3828 1.85E-16 2.3828 245.7361 585.6101
A_32_P17 NM_0202 Homo sapieC9orf102, 2.37783 2.99E-15 2.37783 393.2223 942.4117
A_24_P630916 ALU6_HU THC19031 2.37528 0 2.37528 820.4533 1948.931
A_23_P66 NM_00341 Homo sapieZNF267,H 2.37478 2.80E-45 2.37478 663.2995 1576.907
A_32_P19 AK129547 Homeobox LOC36003 2.37465 1.22E-40 2.37465 397.0997 943.4599
A_23_P31 NM_0033 UDP-gluco UGCG,GCS 2.37322 3.25E-16 2.37322 700.553 1692.962
A_23_P11 NM_14511 Homo sapieMAP2K3, 2.37116 0 2.37116 646.7366 1533.604
A_24_P697437 ALU8_HU THC18822 2.36934 4.02E-13 2.36934 207.9619 492.2752
A_23_P80 NM_0010 Homo sapieAADAC,D 2.36893 1.30E-27 2.36893 1301.956 3107.801
A_23_P40 NM_0035 Homo sapieHIST1H2B 2.36836 1.81E-42 2.36836 3136.143 7471.35
A_23_P34 AB067502 KIAA1915 KIAA1915 2.36697 6.07E-17 2.36697 256.6518 607.522
A_24_P15 NM_1734 hypothetic DKFZp434 2.36431 0.00006 2.36431 91.61853 214.3717
A_24_P92 NM_0067 Homo sapieSSFA2,CS 2.36159 0.00013 2.36159 199.8925 473.5423
A_23_P14 NM_0186 Homo sapieTHSD1,T 2.36085 6.38E-15 2.36085 478.4719 1143.534
A_23_P78 NM_0216 Homo sapieZNF350,Z 2.3571 4.94E-12 2.3571 725.0504 1740.977
A_23_P16 NM_00181 Homo sapieCENPC1, 2.35562 1.95E-15 2.35562 417.3243 992.2074
A_24_P22 NM_0227 hypothetic FNDC3B, 2.35502 1.50E-36 2.35502 1564.558 3705.442
A_23_P70 NM_0035 Homo sapieHIST1H4L 2.35296 4.66E-35 2.35296 50601.95 119942.9
A_23_P55 NM_1459 Homo sapieRIOK3,SU 2.35159 2.78E-23 2.35159 572.5343 1355.511
A_23_P46673 Unknown ENST000 2.35074 2.94E-39 2.35074 1732.919 4091.643
A_24_P16 NM_0035 H4 histone HIST1H4B 2.3431 3.99E-33 2.3431 55217.18 130396.8
A_32_P10 NM_1450 Homo sapieC6orf113, 2.33515 2.83E-27 2.33515 1054.016 2486.285
A_24_P88 XM_38010 hypothetic LOC40250 2.33411 1.03E-11 2.33411 1301.785 3097.624
A_23_P14 NM_0581 Homo sapieMOGAT1, 2.33313 0.00095 2.33313 65.88981 153.548
A_23_P87 NM_0057 Homo sapieAASS,LK 2.33076 6.56E-08 2.33076 241.4301 565.1577
A_24_P14 NM_0210 H2B histon HIST1H2B 2.32976 0 2.32976 1350.233 3148.698
A_23_P37 NM_17321 Homo sapieNFAT5,NFA 2.3291 1.40E-10 2.3291 257.9332 601.9346
A_23_P49 NM_0243 Homo sapieFA2H,FAA 2.32601 1.87E-18 2.32601 1027.844 2423.882
A_23_P13 NM_1707 Homo sapieKCNJ14,I 2.32528 1.17E-14 2.32528 771.4744 1825.625
A_23_P19 NM_0060 Nef-associ TNIP1,VA 2.32186 3.34E-11 2.32186 217.9049 505.7519
A_32_P206308 Unknown THC19453 2.32171 1.61E-07 2.32171 1057.835 2514.231
A_23_P21 NM_0220 Chromoso C1orf24 2.31988 1.94E-16 2.31988 246.232 571.3063
A_32_P19 NM_1982 hypothetic LOC34911 2.3191 1.76E-07 2.3191 647.8763 1548.437
A_23_P32 NM_0307 Oxysterol OSBP2 2.31597 0.00041 2.31597 337.9874 798.3864
A_24_P91 NM_0132 myosin reg MYLIP,MI 2.31386 1.58E-19 2.31386 358.673 832.5121
A_24_P91 AY129015 Amylase, AMY2B 2.31025 0 2.31025 2685.101 6198.005
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A_32_P26144 Unknown THC18395 2.30646 0.00074 2.30646 103.7226 236.6449
A_24_P33 NM_0190 hypothetic C1orf183, 2.30354 9.26E-13 2.30354 10257.18 23864.45
A_23_P93 NM_0035 Homo sapieHIST1H2BC 2.3026 1.67E-29 2.3026 1353.281 3151.125
A_24_P13 AB037771 Ubiquitin s USP53 2.30118 0.00043 2.30118 712.9099 1645.214
A_23_P98 NM_0122 Homo sapieSIRT1,SIR2 2.30028 6.00E-14 2.30028 1465.471 3437.497
A_24_P54 BC068044 Histone 2, HIST2H2AA 2.30013 9.71E-28 2.30013 3100.199 7205.91
A_24_P24 NM_1457 Homo sapiePHLDB2,LL 2.29939 2.12E-17 2.29939 2312.197 5371.855
A_24_P76210 TVMVRR THC19532 2.29832 6.98E-31 2.29832 6672.347 15295.77
A_23_P23 NM_0149 Homo sapieWDR47,KIA 2.29777 0.00007 2.29777 129.8173 295.6436
A_24_P59 BC063888 Homo sapieBC063888 2.29492 2.47E-21 2.29492 5284.596 12131.04
A_24_P255786 Unknown A_24_P25 2.2901 9.29E-27 2.2901 17390.78 39802.38
A_23_P50 NM_0784 Homo sapieBTN2A1,BT 2.28974 3.77E-38 2.28974 551.2116 1264.81
A_23_P28397 Unknown A_23_P28 2.28752 5.02E-35 2.28752 1318.01 3027.697
A_23_P21 NM_0035 H4 histone HIST1H4C 2.28692 4.68E-22 2.28692 182297.6 421384.6
A_24_P49 AL050210 Metastasis MALAT1 2.28666 2.47E-14 2.28666 1308.589 3020.819
A_23_P32 NM_0153 Homo sapieMORC3,N 2.28489 9.06E-10 2.28489 1375.992 3203.305
A_24_P93 AY082339 Homo sapieunknown 2.2835 5.77E-06 2.2835 97.66119 222.2672
A_23_P34 NM_0333 Homo sapieKIAA1754, 2.28018 3.80E-08 2.28018 4303.913 9936.298
A_23_P21 NM_01771 Homo sapieSNRK,HS 2.27832 5.48E-10 2.27832 232.3261 529.0494
A_23_P20 NM_0069 zinc finger ZNF24,KOX 2.27588 0 2.27588 15875.75 36241.88
A_23_P57 NM_0211 claudin 1 CLDN1,CL 2.27539 1.33E-14 2.27539 636.4771 1470.782
A_23_P31 NM_1737 Homo sapiePAPD4,FLJ 2.27516 4.82E-10 2.27516 368.657 847.7979
A_23_P86 NM_0002 Homo sapieLAMB3,LA 2.27393 1.07E-38 2.27393 16067.88 36419.71
A_24_P15 NM_0037 insulin rec IRS2 2.27235 7.44E-24 2.27235 5699.801 13107.78
A_24_P28 NM_0031 serine/thre CDKL5,ST 2.27222 7.27E-09 2.27222 170.8426 386.9252
A_23_P16 NM_03141 Homo sapieGABARAP 2.27189 1.38E-24 2.27189 876.1502 1991.24
A_23_P39 NM_0035 H4 histone HIST1H4D 2.27104 3.32E-20 2.27104 15077.77 34672.43
A_24_P297302 Unknown A_24_P29 2.26776 1.85E-06 2.26776 163.6165 376.9058
A_23_P33 AB007870 Homo sapieKIAA0410 2.26558 6.40E-41 2.26558 867.5499 1971.456
A_24_P25 BC001892 NPD014 p NPD014 2.26421 4.20E-24 2.26421 993.3457 2273.188
A_23_P11 NM_0001 Homo sapieGIPR,MG 2.26222 1.25E-33 2.26222 3563.954 8032.497
A_32_P27 BC010117 Brevican BCAN 2.26042 8.61E-17 2.26042 9193.217 20629.1
A_24_P18 NM_0005 decay acc DAF,CR,T 2.25818 1.42E-31 2.25818 7215.53 16392.71
A_23_P15 NM_0153 Homo sapieFEM1B,FI 2.25802 3.30E-22 2.25802 411.8882 933.1338
A_23_P16 NM_0024 Homo sapieMMP1,CL 2.25741 8.97E-09 2.25741 224.9648 507.9626
A_23_P39 NM_0152 Homo sapieKIAA1033 2.25671 3.37E-40 2.25671 455.8391 1028.244
A_24_P850172 Unknown A_24_P85 2.2563 1.24E-30 2.2563 27148.63 61130.3
A_24_P84 AB007962 KIAA0493 KIAA0493 2.25441 0.00003 2.25441 237.5967 539.5592
A_23_P13 NM_00601 Homo sapieARMET,A 2.25324 1.76E-32 2.25324 96190.62 216296.7
A_23_P11 NM_0035 H2B histon HIST1H2B 2.25223 4.60E-23 2.25223 4352.798 9925.146
A_24_P16 NM_0211 claudin 1 CLDN1,CL 2.24545 0.00007 2.24545 187.7298 419.106
A_24_P92 NM_0067 Homo sapieSSFA2,CS 2.24542 0.00005 2.24542 92.19785 208.1438
A_23_P16 NM_0059 Homo sapieMT1H,MT1 2.24364 6.37E-17 2.24364 10359.84 23622.29
A_23_P92 NM_0147 Homo sapieTSC22D2, 2.24023 2.25E-10 2.24023 551.5019 1251.165
A_32_P23 NM_1527 hypothetic MGC4040 2.23863 2.40E-18 2.23863 735.8832 1658.407
A_24_P38 NM_0052 v-ets avian ETS2 2.23645 6.71E-33 2.23645 1290.893 2882.601
A_23_P65 AK098698 Thioredoxi TXNRD1 2.23641 3.77E-35 2.23641 1297.695 2914.347
A_23_P16 BC005130 Hypothetic MGC1108 2.23573 1.16E-09 2.23573 183.2192 407.9964
A_23_P94 NM_0007 Homo sapieANXA1,A 2.23476 0 2.23476 85284 190155.5
A_23_P10 NM_0123 Homo sapieMAFF,U-M 2.23331 9.49E-07 2.23331 612.0698 1363.382
A_24_P264413 Unknown A_24_P26 2.22708 5.00E-21 2.22708 486.8766 1082.289
A_24_P37 NM_0035 H2B histon HIST1H2B 2.22466 1.40E-17 2.22466 4089.383 9259.465
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A_32_P142363 Unknown THC19324 2.21375 2.76E-08 2.21375 232.5699 513.5953
A_23_P29 AB029551 RING1 an RYBP 2.21324 8.39E-37 2.21324 494.6155 1095.862
A_23_P20 NM_0059 metallothio MT1G,MT 2.2112 0.00003 2.2112 3956.327 8842.035
A_23_P35 NM_0156 DKFZP56 EPC2,DK 2.2092 1.15E-29 2.2092 1075.687 2392.583
A_23_P21 NM_0174 Homo sapieC21orf91, 2.20832 2.10E-07 2.20832 344.9337 771.4896
A_23_P30 NM_00351 Homo sapieHIST2H2AA 2.20777 6.69E-11 2.20777 1145.421 2544.294
A_24_P12 NM_0051 actin, alph ACTC 2.20745 0 2.20745 7043.409 15547.74
A_24_P914102 Unknown A_24_P91 2.20549 6.21E-22 2.20549 261.417 576.5096
A_23_P76 NM_0165 Homo sapieIL23A,P19 2.2033 2.61E-08 2.2033 298.5809 660.8878
A_23_P42 NM_0144 Homo sapieTNFRSF2 2.20063 3.44E-06 2.20063 112.3422 247.5664
A_24_P161393 Unknown A_24_P16 2.19987 6.98E-27 2.19987 22539.14 49395.13
A_24_P34 NM_0035 dual-speci DYRK3,R 2.19954 9.70E-35 2.19954 350.4449 770.8522
A_24_P24 NM_0022 integrin, al ITGA2,BR, 2.19879 4.74E-09 2.19879 211.1223 463.6426
A_23_P11 NM_0247 Homo sapieABHD9,FLJ 2.19381 5.70E-24 2.19381 30976.16 68118.86
A_24_P91 NM_00071 bradykinin BDKRB1, 2.19339 1.75E-06 2.19339 294.6257 652.0642
A_23_P36 NM_02291 vasculin GPBP1,G 2.1916 1.23E-31 2.1916 5527.979 12198.49
A_24_P475115 Unknown A_24_P47 2.19039 0 2.19039 5941.249 12999.87
A_32_P79719 Unknown A_32_P79 2.19029 0 2.19029 9700.165 21210.32
A_23_P34 NM_0180 Homo sapieGPATC2, 2.18844 2.60E-12 2.18844 830.7869 1842.514
A_32_P43 NM_00481 Homo sapieC9orf61,X 2.18782 0.00026 2.18782 100.0839 216.9224
A_32_P13 AB051464 Kelch-like KLHL15 2.18736 0 2.18736 1187.484 2595.336
A_32_P88 AK090515 Hypothetic LOC28366 2.18411 6.79E-08 2.18411 169.8648 370.2606
A_32_P11 AK128746 Hypothetic LOC39974 2.18192 1.28E-31 2.18192 943.5535 2067.431
A_23_P13 NM_0059 Homo sapieSNAI1,SN 2.18113 1.12E-44 2.18113 2015.901 4405.136
A_23_P86 NM_0165 Homo sapieIER5,SBBI4 2.17786 3.07E-31 2.17786 21806.56 47310.2
A_23_P32 NM_0071 ubiquitouslyUTY,UTY1 2.1725 1.19E-06 2.1725 174.583 376.8597
A_23_P16 NM_0210 H2A histon HIST1H2AJ 2.16995 3.27E-33 2.16995 5131.91 11194.36
A_23_P20 NM_0022 lymphocyt LCP1,CP64 2.16759 0 2.16759 6770.962 14692.14
A_32_P178945 Unknown THC18077 2.16541 2.77E-13 2.16541 2649.369 5849.61
A_23_P10 NM_0058 Homo sapieCDK2AP2, 2.16477 1.33E-37 2.16477 1074.54 2328.355
A_23_P39 NM_1735 Homo sapiePGM2L1, 2.16367 9.05E-10 2.16367 289.107 627.2326
A_23_P10 NM_1758 Homo sapieSMOX,PA 2.15983 1.10E-19 2.15983 18780.61 40928.41
A_23_P33 NM_1750 Homo sapieHIST3H2B 2.15839 5.82E-17 2.15839 2862.95 6268.549
A_32_P225870 Unknown A_32_P22 2.15656 3.83E-25 2.15656 727.7316 1563.12
A_24_P187626 Unknown A_24_P18 2.15537 1.84E-18 2.15537 32994.86 70903.69
A_23_P31 AK024335 Intracellula IPLA2(GA 2.154 7.38E-13 2.154 2078.196 4534.618
A_23_P32 AL832398 Hypothetic MGC2671 2.15399 7.66E-27 2.15399 527.3909 1140.123
A_23_P40 NM_0174 Homo sapieH2BFS 2.14911 7.57E-44 2.14911 1004.057 2163.026
A_24_P37 NM_0040 interferon r IRF7,IRF7 2.14873 2.07E-18 2.14873 1301.085 2815.803
A_24_P71 BC033793 KIAA1238 KIAA1238 2.14757 1.95E-08 2.14757 180.5543 387.6097
A_32_P15 AY014272 Similar to FKSG30 2.14683 2.16E-12 2.14683 55398.74 118884.3
A_24_P12 NM_0023 leukemia i LIF,CDF,H 2.14485 0 2.14485 2002.21 4294.996
A_32_P15 NM_00161 actin, gam ACTG1,A 2.1416 0 2.1416 107955.3 230807.9
A_23_P44 NM_00161 Homo sapieACTG1,A 2.14002 0 2.14002 124599.7 266325.9
A_23_P55 BC006340 Zinc finger ZCCHC2 2.1393 0.00003 2.1393 171.851 365.6005
A_23_P15 NM_0247 Homo sapieTMC5,FLJ 2.13853 0.00004 2.13853 95.28458 204.1029
A_24_P35 NM_0040 ephrin-B2 EFNB2,HT 2.1366 1.47E-10 2.1366 2673.903 5734.859
A_23_P15 NM_0056 syndecan SDCBP,S 2.13359 2.23E-19 2.13359 5359.517 11570.66
A_23_P24 AK075342 Hypothetic MGC1094 2.13111 5.95E-13 2.13111 566.6217 1221.166
A_23_P34 AB051464 Kelch-like KLHL15 2.13106 2.14E-24 2.13106 1005.857 2160.356
A_32_P90 BM726576 UI-E-EJ0- BM726576 2.13085 1.06E-08 2.13085 262.963 561.2302
A_24_P19 NM_0219 guanine n GNGT1,G 2.13042 0.0008 2.13042 86.71893 186.3189
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A_24_P15 NM_0035 H2B histon HIST2H2B 2.12779 1.26E-44 2.12779 2720.836 5799.152
A_24_P55 NM_0210 H2B histon HIST1H2BJ 2.12741 1.25E-17 2.12741 1223.905 2635.432
A_24_P29 D50917 SERTA do SERTAD2 2.12403 1.24E-16 2.12403 843.8306 1818.943
A_23_P10 BC050568 Meteorin, METRNL 2.12209 2.55E-40 2.12209 4958.763 10540.26
A_24_P30 NM_0053 LIM domai LMO7,LO 2.12186 9.09E-18 2.12186 522.7336 1116.495
A_24_P45 AK123446 CDNA FLJ4AK123446 2.11174 2.48E-20 2.11174 2015.828 4267.68
A_32_P134451 Unknown A_32_P13 2.11152 7.68E-13 2.11152 580.0494 1225.404
A_23_P64 NM_1523 Homo sapieZNF641,F 2.11023 3.68E-07 2.11023 216.7188 459.3959
A_23_P27 NM_0152 ubiquitin-p NEDD4L, 2.10807 3.19E-26 2.10807 902.7368 1917.769
A_24_P52 BC031320 LOC44030 BC031320 2.10624 0 2.10624 6614.901 13944.22
A_24_P91 NM_1526 hypothetic ZNF709,F 2.10405 2.02E-25 2.10405 817.6272 1735.876
A_23_P40 NM_1446 hypothetic FAM76B, 2.10399 3.31E-09 2.10399 351.406 744.4456
A_32_P107797 Unknown A_32_P10 2.10253 2.21E-15 2.10253 1021.414 2175.812
A_23_P34 NM_0050 DNA segm DXYS155 2.1024 9.26E-43 2.1024 12022.47 25336.33
A_24_P212875 Unknown A_24_P21 2.10229 7.11E-08 2.10229 160.3657 335.6579
A_23_P36 NM_1522 Homo sapieSCYL1BP 2.10153 2.00E-27 2.10153 983.6519 2074.942
A_24_P306614 Unknown A_24_P30 2.09892 8.30E-32 2.09892 4056.7 8527.21
A_23_P14 NM_0163 PDZ doma RAPGEF6 2.09889 3.86E-10 2.09889 387.4167 819.0833
A_32_P49035 Unknown A_32_P49 2.09458 1.68E-23 2.09458 2517.822 5321.758
A_23_P15 NM_0071 Homo sapieZNF184 2.0904 1.73E-12 2.0904 580.5469 1219.177
A_24_P92 AK096990 Homo sapieCHCHD5, 2.08964 1.01E-09 2.08964 7526.935 15763.79
A_23_P43 NM_0049 calbindin 1 CALB1,C 2.08691 0.00002 2.08691 312.0068 656.0155
A_23_P21 NM_0034 Homo sapieNRIP1,RI 2.08372 2.95E-21 2.08372 2054.039 4310.447
A_23_P45 NM_0162 Homo sapieZNF588,Z 2.08356 7.51E-17 2.08356 274.5458 571.8985
A_23_P20 NM_01791 Hsp90-assoCDC37L1, 2.08098 4.20E-45 2.08098 648.923 1350.691
A_24_P23 BC063888 Homo sapieBC063888 2.08083 4.98E-15 2.08083 38932.29 80723.34
A_23_P30 NM_0035 Homo sapieHIST1H2B 2.08066 0 2.08066 5869.821 12212.98
A_24_P90 BQ188387 Hypothetic MGC2747 2.07828 8.91E-12 2.07828 667.1538 1402.4
A_23_P15 NM_1719 Homo sapieRAB39B 2.07738 2.04E-07 2.07738 423.2269 889.8165
A_23_P30 NM_0051 Homo sapieNR1D2,R 2.07681 3.71E-11 2.07681 832.4982 1743.753
A_23_P52 NM_0123 Homo sapieBAMBI,N 2.07673 3.22E-18 2.07673 1894.471 3962.834
A_32_P108567 Unknown A_32_P10 2.07654 3.55E-12 2.07654 693.2669 1442.047
A_23_P16 NM_0057 Homo sapieTOB1,TO 2.07645 6.12E-33 2.07645 6353.943 13251.62
A_23_P64 NM_0150 Homo sapieSTK38L,N 2.07604 1.06E-22 2.07604 581.5581 1211.068
A_23_P42 NM_0035 Homo sapieHIST1H2B 2.07493 1.53E-37 2.07493 8353.654 17282.52
A_24_P23 AB062480 SH3 multi SH3MD2 2.07037 1.47E-08 2.07037 124.6247 257.8898
A_32_P60687 Unknown A_32_P60 2.06755 7.74E-07 2.06755 2306.346 4875.816
A_24_P39 NM_0070 DnaJ (Hsp DNAJB4,Dj 2.06755 6.26E-17 2.06755 1243.518 2592.913
A_24_P21 NM_00351 H2A histon HIST1H2A 2.06736 0 2.06736 9409.798 19469.97
A_23_P10 NM_0003 Homo sapiePMP22,D 2.06653 3.42E-36 2.06653 4009.026 8307.38
A_23_P38 NM_0177 hypothetic FLJ20291,D 2.06372 1.19E-16 2.06372 415.5278 860.1361
A_23_P12 NM_0035 Homo sapieDYRK3,R 2.06182 5.42E-19 2.06182 698.7147 1452.587
A_23_P35 NM_13871 Homo sapieNFAT5,NFA 2.06151 8.84E-07 2.06151 943.7672 1992.882
A_23_P10 NM_0001 Homo sapieFUT1,H,H 2.06145 1.37E-07 2.06145 338.2642 699.6088
A_24_P92 AF085846 KIAA1961 gKIAA1961 2.05985 5.80E-30 2.05985 492.1307 1012.837
A_23_P14 BC028291 FERM do FRMD4B 2.05949 5.79E-07 2.05949 556.6456 1154.897
A_23_P31 NM_0176 Homo sapieSUHW3,Z 2.0575 1.24E-14 2.0575 1276.225 2652.805
A_23_P13 NM_0182 hypothetic ZNF701,F 2.05743 1.95E-08 2.05743 242.613 500.5132
A_23_P17 NM_0064 Homo sapiePDLIM5,L 2.05611 0.00002 2.05611 1436.064 2969.918
A_32_P1434 ALU6_HU THC18775 2.05317 6.20E-06 2.05317 199.6741 409.359
A_24_P41 XM_37295 Homo sapieENST000 2.05065 1.47E-11 2.05065 40651.71 82999.77
A_24_P383901 Unknown A_24_P38 2.04795 6.45E-23 2.04795 28704.12 58592.11
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A_23_P30 NM_1383 hypothetic LOC90799 2.04625 6.96E-32 2.04625 5030.531 10336.39
A_23_P38 NM_0152 ubiquitin-p NEDD4L, 2.04612 1.25E-07 2.04612 755.731 1570.891
A_23_P65 NM_0142 Homo sapieZMYM5,M 2.04565 1.79E-14 2.04565 534.6992 1100.53
A_23_P156609 Unknown A_23_P15 2.04493 0.0001 2.04493 560.2736 1155.957
A_23_P45 NM_0026 Homo sapieSERPINB 2.04234 4.43E-08 2.04234 6848.859 13924.33
A_24_P247175 Unknown ENST000 2.04149 4.87E-28 2.04149 59777.48 121752.2
A_23_P20 NM_0147 Homo sapieSLK,STK2 2.04011 1.72E-34 2.04011 1902.724 3894.685
A_23_P10 NM_0186 golgin-like GOLGA6, 2.03785 3.27E-14 2.03785 516.9908 1054.386
A_23_P20 NM_01431 Homo sapieDDX58,RI 2.03746 3.65E-36 2.03746 605.1359 1233.801
A_24_P32 NM_1383 hypothetic LOC90799 2.03454 4.12E-12 2.03454 840.8709 1735.033
A_23_P67 NM_1532 gonadotro GIOT-1,GI 2.02772 8.16E-07 2.02772 234.868 475.9133
A_23_P394562 X-linked retRPGR 2.0261 0.00003 2.0261 121.4555 244.7406
A_32_P113533 Unknown A_32_P11 2.0251 1.14E-27 2.0251 8321.632 16819.48
A_32_P60632 Unknown A_32_P60 2.02496 2.85E-11 2.02496 1467.279 2954.832
A_23_P15 NM_0163 epithelial p EPLIN,SR 2.02491 1.67E-16 2.02491 4581.374 9422.16
A_24_P88 NM_0210 Homo sapieUBC,HMG2 2.0245 1.33E-18 2.0245 277959.7 560889
A_23_P25 NM_00341 Homo sapieZNF7,KO 2.02351 5.38E-40 2.02351 763.434 1546.06
A_23_P70 NM_0022 Homo sapieITGA2,BR, 2.02189 1.44E-06 2.02189 201.4324 403.8861
A_24_P17 NM_0152 KIAA0874 ANKRD12, 2.02054 7.65E-10 2.02054 431.9592 881.1141
A_23_P13 U09410 Zinc finger ZNF131 2.0193 5.00E-21 2.0193 3022.429 6157.759
A_23_P21 AF218008 LOC44050 unknown 2.01843 1.23E-10 2.01843 38212.16 76802.35
A_23_P37 AB046824 KIAA1604 KIAA1604 2.01833 4.47E-12 2.01833 590.9015 1214.988
A_23_P13 NM_15371 Homo sapieTTL,MGC 2.01447 2.26E-06 2.01447 240.1216 483.6455
A_24_P15 NM_0224 zinc finger ZNF336,G 2.01362 2.37E-06 2.01362 197.6503 397.2903
A_32_P187975 U39779 b THC19107 2.01164 4.52E-11 2.01164 1686.824 3417.152
A_23_P77 NM_02471 hypothetic C15orf29, 2.01134 0.00004 2.01134 189.205 377.1272
A_23_P80 NM_00351 Homo sapieHIST1H2B 2.01108 0 2.01108 10663.45 21436.57
A_24_P11 NM_0240 hypothetic SECISBP 2.011 3.40E-15 2.011 4255.769 8694.088
A_23_P55 NM_0202 putative pr NBLA0383 2.01052 0.0001 2.01052 813.9639 1616.266
A_32_P14 NM_0176 hypothetic ZNF562,F 2.00938 8.18E-18 2.00938 371.0181 746.2604
A_23_P23 NM_1452 Homo sapieZNF31,KOX 2.0091 5.53E-13 2.0091 399.7789 805.1424
A_32_P23 NM_1810 88-kDa gol GOLGA8A 2.00815 2.62E-10 2.00815 461.0069 930.1319
A_23_P14 NM_0156 Homo sapieGADD45B 2.00709 4.51E-15 2.00709 2736.788 5519.608
A_23_P31 NM_0124 zinc finger ZNF281,Z 2.00692 3.77E-21 2.00692 1300.086 2631.707
A_32_P50 BQ188770 Transcribe BQ188770 2.00536 0.00063 2.00536 236.6468 478.2938
A_24_P15 XM_37300 similar to LOC39156 2.00392 1.16E-17 2.00392 488.7856 983.0941
A_23_P85 NM_0322 hypothetic GON4,GO 2.00338 5.08E-15 2.00338 1480.047 2993.5
A_24_P22 NM_0011 actin, beta ACTB 2.00271 5.04E-20 2.00271 72887.89 144815.2
A_24_P13 NM_0015 interferon- IFRD1,PC 2.002 1.40E-45 2.002 6929.858 13892.02
A_24_P84 XM_37328 Homo sapieXM_37328 2.00157 0.00007 2.00157 477.713 982.4038
A_24_P10 AK130825 Isolate A8 AK130825 2.00103 3.84E-08 2.00103 582.4628 1170.651
A_32_P135450 AL163227 THC19683 2.00082 4.51E-07 2.00082 202.8693 403.5605
A_32_P17 BC035034 Transmem TMEM41B 1.999 2.11E-15 1.999 1380.323 2784.685
A_24_P84 AK055809 Hypothetic LOC14870 1.99769 0 1.99769 6665.501 13315.99
A_32_P11 NM_0019 eukaryotic EIF4A2,D 1.99745 8.99E-11 1.99745 2010.344 4043.471
A_23_P41 NM_0201 Homo sapieFEM1C,F 1.99424 2.87E-12 1.99424 779.5378 1561.119
A_23_P10 NM_0228 Homo sapieMARCH7, 1.99392 7.41E-15 1.99392 642.8432 1289.237
A_24_P27 AK023542 Homo sapieFLJ13480 1.9932 1.34E-10 1.9932 368.392 735.9269
A_23_P14 NM_0066 Homo sapieARID5A,MR 1.9929 1.47E-06 1.9929 286.9729 574.0554
A_23_P15 NM_0321 Homo sapieZNF394,F 1.99288 3.13E-23 1.99288 1578.888 3156.3
A_23_P41 NM_1524 Homo sapieGRPEL2,F 1.99271 2.11E-15 1.99271 3367.405 6741.56
A_23_P21 NM_1444 Homo sapieAKAP12,AK 1.99226 0.00001 1.99226 659.9252 1306.954
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A_24_P13 NM_0068 CD86 anti CD86,B70, 1.99187 7.72E-07 1.99187 693.7468 1426.819
A_23_P56 NM_0033 ubiquitin A UBA52,CE 1.99157 2.19E-15 1.99157 40695.75 80615.92
A_32_P46191 Unknown A_32_P46 1.98912 2.61E-22 1.98912 4101.464 8207.423
A_23_P14 NM_0033 ubiquitin-c UBE2H,U 1.98881 1.67E-27 1.98881 1804.125 3595.911
A_23_P35 NM_0011 Homo sapieAFG3L1,A 1.98836 1.19E-22 1.98836 4355.354 8705.507
A_24_P153207 zinc finger ZNF565 1.98776 1.44E-07 1.98776 489.9846 984.6052
A_23_P10 NM_0321 homolog o INO80 1.98752 6.01E-37 1.98752 6262.22 12466.87
A_24_P126731 Unknown ENST000 1.98618 1.24E-25 1.98618 3297.19 6555.077
A_32_P12703 Unknown THC18723 1.98613 2.69E-20 1.98613 661.6346 1324.476
A_23_P22 NM_0011 baculoviral BIRC4,API 1.98193 3.26E-08 1.98193 828.2522 1682.597
A_23_P89 NM_0240 hypothetic MGC3020 1.9794 2.67E-12 1.9794 424.8116 841.0431
A_23_P51 NM_0070 Homo sapieDNAJB4,Dj 1.97807 4.02E-22 1.97807 710.4805 1411.084
A_24_P35 AB037791 Hypothetic FLJ10980 1.9774 4.95E-10 1.9774 673.084 1341.421
A_23_P12 NM_02111 Homo sapieCRY2,HC 1.97739 3.08E-13 1.97739 761.7329 1512.661
A_23_P12 NM_0124 Homo sapieRLF,Zn-15 1.97517 1.24E-09 1.97517 2252.647 4478.698
A_23_P10 NM_0251 hypothetic FLJ13448 1.97509 1.42E-06 1.97509 204.5324 402.6626
A_23_P20 NM_0175 transmem VEZATIN, 1.97402 3.71E-20 1.97402 3007.044 5992.767
A_23_P39 AL833005 MRNA; cD AL833005 1.97392 5.46E-25 1.97392 5078.688 10025.15
A_24_P19 NM_0034 zinc finger ZNF85,HPF 1.97162 5.19E-28 1.97162 2234.891 4425.224
A_32_P128773 Unknown A_32_P12 1.96993 1.43E-14 1.96993 679.8842 1341.148
A_23_P20 NM_0582 Homo sapieCCNT2 1.96932 0.00004 1.96932 139.2574 276.299
A_32_P68148 Unknown A_32_P68 1.96829 7.22E-16 1.96829 1980.904 3936.166
A_23_P52 NM_1707 Homo sapieUNC5B,U 1.96676 2.09E-22 1.96676 1088.092 2148.167
A_24_P38 AK074675 Protein kin PRKAG2 1.96665 0.00053 1.96665 139.386 274.4764
A_24_P62 AY358241 Hypothetic MGC4036 1.96551 0.00022 1.96551 102.2357 201.4805
A_23_P25 NM_0195 Homo sapieLRRC8A,L 1.96446 4.27E-34 1.96446 6791.851 13368.47
A_23_P30 NM_0158 PR domai PRDM2,RIZ 1.96398 1.93E-07 1.96398 448.9625 891.5665
A_24_P18 NM_0306 Homo sapieDUSP16, 1.95985 2.07E-16 1.95985 486.0822 954.6267
A_32_P51 BC053362 Zinc finger ZC3HDC5 1.95925 6.72E-16 1.95925 1967.034 3890.468
A_23_P94 NM_0133 Homo sapieTMEM2 1.95873 2.09E-31 1.95873 1837.336 3604.235
A_32_P10 BQ013066 Vestigial li VGLL4 1.95786 0.00005 1.95786 318.7122 628.4039
A_23_P40 NM_1993 Hypothetic LOC37575 1.95701 1.83E-08 1.95701 492.4428 953.7123
A_32_P19 NM_0189 hypothetic KCTD5,FLJ 1.95557 6.40E-09 1.95557 2982.503 5858.088
A_23_P25 NM_0015 Homo sapieIFRD1,PC 1.95436 5.88E-34 1.95436 6855.621 13438.53
A_23_P35 NM_17591 Homo sapieZNF493,F 1.95428 9.44E-22 1.95428 2065.132 4056.746
A_24_P63 AF009267 Homo sapieAF009267 1.95327 3.42E-11 1.95327 2318.156 4494.34
A_32_P162716 Unknown A_32_P16 1.95261 0.00003 1.95261 201.9636 393.0814
A_32_P161140 Unknown A_32_P16 1.9519 2.88E-12 1.9519 562.2553 1097.821
A_32_P214611 Unknown THC19045 1.94859 9.51E-25 1.94859 25380.39 49580.18
A_24_P21 NM_0017 Kruppel-lik KLF5,CKL 1.94794 5.02E-12 1.94794 1238.056 2423.314
A_32_P52 AK026328 Hypothetic FLJ22675 1.94623 1.12E-44 1.94623 5972.626 11616.59
A_24_P13 NM_0308 hypothetic ZNF323,Z 1.94512 1.21E-22 1.94512 938.0228 1833.419
A_23_P38 NM_0165 Homo sapieTBX3,UM 1.94511 1.32E-25 1.94511 370.582 720.7815
A_32_P18 BX103476 Transcribe BX103476 1.94464 8.32E-10 1.94464 564.1166 1099.379
A_32_P199217 Unknown THC19521 1.94444 0.00004 1.94444 124.7654 241.6296
A_32_P18 NM_1785 Homo sapieZNF680,F 1.94286 8.70E-22 1.94286 2500.7 4881.166
A_24_P48 NM_1982 Homo sapieCXorf23 1.94238 1.79E-06 1.94238 274.2987 532.8352
A_23_P34 NM_00151 Homo sapieGTF2B,TF2 1.9409 2.13E-14 1.9409 2390.531 4707.028
A_23_P42 NM_1524 Homo sapiePIWIL4,HI 1.94041 0.00004 1.94041 204.1431 397.5714
A_23_P36 NM_0035 Homo sapieHIST1H2B 1.93944 0 1.93944 8663.23 16794.46
A_23_P43 NM_1445 Homo sapieSPOCD1, 1.93929 7.87E-09 1.93929 2503.196 4822.171
A_23_P15 NM_00171 Homo sapieBF,GBG,C 1.93719 1.42E-15 1.93719 295.0428 571.6429
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A_24_P27 NM_0035 H4 histone HIST1H4G 1.9354 0.00005 1.9354 200.0088 386.004
A_24_P25 NM_0321 hypothetic ZNF644,Z 1.93455 2.29E-25 1.93455 514.0606 993.4541
A_32_P86 BX537972 Hypothetic LOC11606 1.93417 2.87E-21 1.93417 1856.569 3603.913
A_23_P59 NM_0035 Homo sapieHIST1H2BO 1.93356 0 1.93356 7139.488 13809.48
A_23_P92 NM_1336 DNA helic HEL308,MG 1.93308 1.36E-07 1.93308 254.9382 492.2997
A_24_P20 NM_0054 lymphocyt LNK 1.93296 7.01E-11 1.93296 562.1202 1099.159
A_24_P14 AB007874 Homo sapieKIAA0414 1.93253 2.40E-08 1.93253 509.0685 985.0574
A_24_P33 NM_0045 Rab geran RABGGT 1.93098 1.50E-24 1.93098 6830.799 13274.02
A_23_P35 NM_0066 phosphodi PDE10A,H 1.93088 1.79E-06 1.93088 238.4223 459.1351
A_23_P12 NM_0245 Homo sapieC14orf138 1.93068 4.45E-09 1.93068 605.8608 1186.692
A_24_P17 NM_0049 methionin MARS,ME 1.93008 1.18E-11 1.93008 6749.045 12944.68
A_32_P61975 Unknown A_32_P61 1.92855 6.84E-08 1.92855 266.6034 514.7545
A_23_P81 NM_0805 Homo sapieHIST1H2A 1.92644 1.13E-20 1.92644 10019.94 19411.72
A_32_P192804 Unknown A_32_P19 1.92524 5.19E-09 1.92524 188.7393 363.1134
A_23_P61 NM_0174 Homo sapieBAIAP2,B 1.92487 8.24E-11 1.92487 1596.862 3098.25
A_32_P21 NM_1334 Homo sapieCTGLF1, 1.9247 3.33E-31 1.9247 774.0707 1491.479
A_23_P25 NM_0050 protein geraPGGT1B, 1.92423 7.63E-06 1.92423 159.6297 305.4617
A_24_P15 NM_2032 Homo sapieZNF539 1.92151 9.06E-13 1.92151 1648.811 3205.362
A_32_P127501 Unknown A_32_P12 1.91968 6.10E-31 1.91968 654.6903 1256.261
A_23_P25 NM_0145 putative R RABGEF1 1.91702 1.03E-19 1.91702 1322.03 2512.003
A_23_P11 NM_0210 Homo sapieHIST1H2B 1.91678 1.95E-25 1.91678 2671.951 5139.251
A_23_P16 NM_0175 Homo sapieSLC2A6,G 1.91626 8.95E-09 1.91626 207.1681 397.635
A_23_P13 NM_0065 Homo sapiePTPRE,P 1.91611 2.51E-06 1.91611 405.5815 783.8004
A_24_P94 NM_01801 hypothetic C10orf118 1.91555 1.63E-06 1.91555 276.1538 529.0757
A_23_P21 NM_0019 Homo sapieHBEGF,D 1.91495 9.89E-07 1.91495 659.6122 1257.577
A_23_P43 NM_1342 Homo sapieWSB1,SWI 1.9148 1.62E-10 1.9148 4431.521 8613.162
A_24_P17 NM_0053 Natural kill NKTR 1.91215 1.57E-09 1.91215 343.5505 658.3043
A_24_P39 U16307 GLI patho GLIPR1 1.91192 3.29E-26 1.91192 1305.36 2506.772
A_23_P99 AB037791 Hypothetic FLJ10980 1.91106 1.33E-08 1.91106 895.8281 1742.162
A_23_P30 NM_0006 Homo sapieBDKRB2, 1.91048 6.01E-10 1.91048 1136.101 2182.95
A_24_P41 NM_0154 double rin RNF19,D 1.9103 0.00003 1.9103 412.8994 800.3206
A_24_P753638 Unknown A_24_P75 1.90938 0.00039 1.90938 7908.056 15207.39
A_24_P41 NM_0062 Phosphodi PDE4D 1.90759 0.0008 1.90759 174.9571 331.3442
A_32_P21 BC021677 Homo sapieBC021677 1.90548 0.00002 1.90548 290.3347 555.523
A_24_P46 XM_29281 Homo sapieXM_29281 1.90428 0 1.90428 5820.56 11083.63
A_23_P20 BC007524 Sperm assoSPAG9 1.90284 8.34E-09 1.90284 560.6188 1070.954
A_23_P51 NM_0015 Homo sapieTNFRSF9, 1.90243 9.98E-08 1.90243 1191.886 2270.637
A_24_P64895 ALU6_HU THC18914 1.90232 1.63E-08 1.90232 175.4034 333.9717
A_23_P93 NM_0050 U2 small n U2AF1RS 1.90229 0.00004 1.90229 250.7772 477.9221
A_23_P16 NM_0322 hypothetic TBC1D3,P 1.89916 3.18E-08 1.89916 1272.553 2460.303
A_23_P88 NM_0064 Homo sapieARID3B,B 1.89854 2.62E-07 1.89854 3394.2 6387.599
A_23_P85 NM_0045 Homo sapieRABGGT 1.89807 1.07E-37 1.89807 27353.18 52022.48
A_23_P31 NM_0043 Homo sapieBNIP2,NIP 1.89763 2.98E-18 1.89763 3783.729 7222.036
A_23_P98 AK002085 Hypothetic LOC14443 1.89683 2.66E-32 1.89683 1649.689 3135.136
A_23_P21 NM_0211 Homo sapieUTX,bA38 1.89607 1.32E-09 1.89607 1967.494 3767.423
A_23_P56 NM_0039 Homo sapieKYNU 1.89566 1.40E-45 1.89566 65158.69 123583.3
A_32_P12 NM_1982 hypothetic LOC34911 1.89423 4.50E-23 1.89423 8852.566 16797.75
A_24_P832831 AF247142 THC19660 1.89401 0.00004 1.89401 177.5263 337.8528
A_24_P86 AK022745 Hypothetic RNU71B, 1.89377 6.59E-10 1.89377 13577.38 26162.66
A_23_P20 NM_0179 Homo sapieSCYL2,CV 1.89327 5.88E-10 1.89327 5554.346 10547.5
A_23_P15 NM_0163 Homo sapieRHCG,RH 1.8924 4.79E-09 1.8924 1006.82 1909.389
A_24_P16 NM_0121 deleted in DDX26,H 1.89183 2.36E-12 1.89183 1547.86 2974.67
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A_24_P695669 Unknown A_24_P69 1.89112 2.60E-10 1.89112 334.8829 634.1044
A_23_P84 AF257098 Homo sapieOVN9-3 1.88664 1.16E-06 1.88664 1313.504 2561.629
A_23_P14 NM_1818 amphoteri AMIGO2, 1.88606 1.48E-11 1.88606 2848.246 5477.122
A_23_P97 NM_0058 Homo sapieIRX5,IRX- 1.88549 3.88E-06 1.88549 1032.417 1992.02
A_23_P16 NM_0026 plasminog PLAUR,C 1.88521 1.90E-15 1.88521 684.6727 1290.14
A_24_P41 NM_1980 golgi auto FLJ40113,F 1.88453 2.32E-16 1.88453 3400.535 6461.903
A_23_P21 NM_0133 zinc finger ZNF222 1.88277 8.50E-14 1.88277 818.917 1543.315
A_23_P10 NM_0224 Homo sapieAZI2,AZ2, 1.88268 2.88E-16 1.88268 4251.837 8087.913
A_23_P32 NM_0027 Homo sapieMAPK6,E 1.88252 2.28E-15 1.88252 4649.068 8812.992
A_23_P29 NM_0055 interferon IFNGR2,A 1.88244 4.85E-11 1.88244 634.1393 1206.334
A_23_P55 NM_1449 Homo sapieZNF564,MG 1.87583 1.44E-08 1.87583 224.4551 420.6307
A_23_P216071 Unknown A_23_P21 1.87442 2.24E-21 1.87442 495.1492 929.2542
A_23_P21 NM_0322 Homo sapiePHF20L1, 1.87399 1.25E-09 1.87399 501.1366 945.915
A_32_P18034 Unknown THC19642 1.87336 0.00001 1.87336 337.8083 636.2163
A_23_P31 AK026275 RAB11 fa RAB11FIP 1.8733 1.81E-15 1.8733 2254.643 4246.531
A_23_P10 NM_0030 Homo sapieSIAH1,Sia 1.87031 9.47E-13 1.87031 904.8347 1709.155
A_24_P11 NM_0011 baculoviral BIRC2,API 1.87015 1.22E-25 1.87015 1111.603 2086.007
A_23_P43 AF115510 Leucine ric LRRFIP1 1.86989 1.77E-06 1.86989 232.0228 432.1189
A_23_P40 NM_0011 Homo sapieAFG3L1,A 1.86783 3.35E-18 1.86783 1888.617 3547.131
A_32_P141257 BC036372 ENST000 1.86396 1.29E-08 1.86396 349.9945 653.2106
A_23_P88 NM_0154 DKFZP56 DKFZP56 1.86313 3.24E-28 1.86313 8443.639 15690.24
A_24_P25 NM_0221 secreted SMOC1 1.86243 0.00001 1.86243 4313.059 8026.609
A_24_P11 NM_0069 zinc finger ZNF24,KOX 1.86145 1.65E-33 1.86145 3767.917 7023.13
A_23_P13 NM_0132 Homo sapieCLCF1,CLC 1.86095 9.19E-26 1.86095 755.1229 1404.34
A_23_P36 NM_0139 neuregulin NRG1,GG 1.86025 7.83E-09 1.86025 614.2235 1150.946
A_24_P38 NM_0184 RNA poly RRN3,TIFIA 1.86015 4.30E-15 1.86015 1952.571 3667.231
A_24_P16 XM_29317 similar to LOC34371 1.85808 1.18E-07 1.85808 586.74 1102.383
A_23_P12 AK023471 Zinc finger ZCCHC6 1.85801 3.94E-11 1.85801 593.3474 1105.159
A_24_P76 AK097080 Hypothetic AK097080 1.85761 2.95E-09 1.85761 505.9954 947.3848
A_23_P27 NM_0022 Homo sapieKRT15,K1 1.85686 2.05E-25 1.85686 4911.203 9104.037
A_24_P17 NM_1984 Homo sapieZNF600,K 1.85685 6.25E-07 1.85685 224.8857 419.3109
A_24_P55 NM_1528 Homo sapieTES,TESS 1.85673 2.15E-18 1.85673 2758.705 5147.324
A_24_P22 NM_00351 H2A histon HIST1H2A 1.85595 8.58E-27 1.85595 1610.126 3001.129
A_23_P36 NM_0183 hypothetic C14orf106 1.8524 9.35E-19 1.8524 1279.727 2381.58
A_24_P14 NM_0019 diphtheria HBEGF,D 1.85161 1.67E-09 1.85161 704.673 1302.538
A_23_P15 NM_0248 hypothetic FLJ22028 1.85126 1.72E-08 1.85126 385.8149 716.7667
A_23_P10 NM_0324 Homo sapieZC3H8,Fli 1.84964 7.21E-32 1.84964 2528.822 4667.327
A_23_P14 NM_0044 Homo sapieEPHA2,E 1.84898 1.34E-10 1.84898 185.5237 343.0923
A_23_P73 NM_0195 hypothetic MOSPD1, 1.84882 3.88E-12 1.84882 564.7297 1048.969
A_24_P38 NM_0069 zinc finger ZNF197,P 1.84881 6.37E-16 1.84881 390.7145 722.9435
A_23_P32 NM_0042 Homo sapieKLF4,EZF, 1.84681 1.59E-16 1.84681 1042.557 1926.061
A_32_P146890 ALU1_HU THC18615 1.84636 4.25E-06 1.84636 376.7673 697.2532
A_23_P81 AF022375 Vascular e VEGF 1.84603 2.87E-10 1.84603 2299.363 4224.494
A_23_P97 BX641020 AT rich int ARID5B 1.84527 5.43E-07 1.84527 924.6466 1701.876
A_32_P85230 Unknown A_32_P85 1.84481 8.96E-17 1.84481 970.4265 1796.636
A_24_P10 NM_1985 Homo sapieZNF568,F 1.84468 8.36E-08 1.84468 243.5399 448.3615
A_23_P30 NM_0035 Homo sapieHIST1H4K 1.84117 5.86E-07 1.84117 3356.349 6179.595
A_32_P14 NM_2032 Homo sapieZNF539 1.8407 5.74E-18 1.8407 3771.044 6986.199
A_24_P32 NM_1828 Homo sapieARL2L1,MG 1.8403 1.96E-08 1.8403 3221.242 6027.287
A_23_P56 NM_0056 Homo sapieRNF103,K 1.83974 1.93E-11 1.83974 1190.207 2224.577
A_23_P34 NM_0198 endoplasm ERO1LB 1.83955 0.00027 1.83955 156.0387 286.7758
A_24_P475753 ARH5_HU THC19878 1.83706 0.00007 1.83706 365.9495 677.7151
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A_23_P81 NM_0039 sequestos SQSTM1, 1.83669 3.77E-11 1.83669 81606.73 148771.7
A_24_P256073 Unknown A_24_P25 1.83632 3.79E-06 1.83632 148.4265 272.725
A_24_P80 BC041359 Hypothetic MGC2477 1.83538 6.37E-32 1.83538 1746.996 3209.082
A_32_P118013 ALU1_HU THC18274 1.83524 7.92E-06 1.83524 321.305 591.6556
A_24_P24 BC017902 PDZ and L PDLIM5 1.83513 2.01E-16 1.83513 514.8264 942.3394
A_32_P211026 Unknown THC18491 1.8342 1.93E-15 1.8342 790.0322 1456.472
A_32_P23731 Unknown A_32_P23 1.83354 1.94E-06 1.83354 6300.588 11678.15
A_24_P37 NM_0007 glycoprotei CGA,HCG 1.83307 3.88E-09 1.83307 1505.555 2769.22
A_23_P13 NM_02031 Homo sapieCMKOR1, 1.83271 1.75E-07 1.83271 536.7412 991.7299
A_24_P27 AL713659 Zinc finger FLJ31295 1.83171 1.96E-09 1.83171 207.6505 380.0125
A_23_P22 NM_02481 Homo sapieCXorf45,F 1.83164 1.47E-19 1.83164 1823.854 3359.325
A_23_P35 AL834280 Homo sapieDKFZp547 1.83064 0.00048 1.83064 181.7708 333.6885
A_24_P814872 Unknown A_24_P81 1.82896 3.66E-09 1.82896 1060.126 1973.112
A_24_P31 AK094969 Hypothetic FLJ10808 1.8286 4.61E-06 1.8286 215.1644 392.4322
A_24_P22 NM_0163 AT rich int ARID4B 1.82832 1.66E-14 1.82832 922.0787 1693.047
A_23_P62 NM_0207 Homo sapieSFRS15,SR 1.82705 0.00022 1.82705 178.1854 323.0576
A_23_P25 NM_0139 Homo sapieCLIC4,H1, 1.82661 4.72E-19 1.82661 1448.607 2660.948
A_32_P134090 AB046048 THC19465 1.82654 0.00002 1.82654 195.3411 357.6551
A_24_P897062 Unknown A_24_P89 1.82516 0.00009 1.82516 372.871 683.908
A_32_P165823 Unknown A_32_P16 1.82396 3.83E-06 1.82396 1076.183 1985.644
A_24_P11 NM_0189 ubiquitin B UBB,MGC 1.82358 1.06E-15 1.82358 308416.1 560698.4
A_23_P25 NM_1523 hypothetic FLJ31438 1.82353 2.50E-07 1.82353 292.1605 533.1971
A_23_P42 AL834393 Hypothetic FLJ39441 1.82078 1.47E-09 1.82078 697.3421 1288.177
A_23_P93 NM_0038 Homo sapieTRIM24,P 1.82037 4.33E-17 1.82037 9406.584 17036
A_23_P12 NM_0062 Homo sapieZNF193,P 1.81979 2.14E-17 1.81979 742.9803 1355.489
A_23_P30 NM_0144 Homo sapieTNFRSF2 1.81823 9.53E-09 1.81823 1935.25 3529.885
A_23_P13 AK091330 Multiple C MCTP1 1.8172 2.64E-08 1.8172 368.887 671.9635
A_23_P61 NM_0065 Homo sapieSLC12A7, 1.81667 1.02E-24 1.81667 14126.96 25677.3
A_24_P92 AF113674 Homo sapiePRO0398 1.8156 1.01E-07 1.8156 175.9182 319.0887
A_24_P78 NM_1723 Homo sapieELF1 1.81538 7.04E-27 1.81538 474.2329 860.9509
A_32_P171253 U12390 b THC18375 1.81487 1.13E-07 1.81487 1601.618 2940.264
A_24_P35 NM_0153 Nipped-B NIPBL 1.81473 2.56E-13 1.81473 656.8345 1200.108
A_23_P18 NM_0057 Homo sapieRBM5,G1 1.81236 2.65E-30 1.81236 6089.633 11058.01
A_23_P37 NM_0038 Homo sapieRIPK1,RIP 1.81179 0.0002 1.81179 391.2653 715.5717
A_32_P13 BC042539 Homo sapieLOC44242 1.81067 3.97E-09 1.81067 7058.896 12761.49
A_32_P12 NM_0141 HSPC128 HSPC128,F 1.81029 8.54E-10 1.81029 4094.044 7535.172
A_24_P367326 Unknown ENST000 1.81001 1.89E-09 1.81001 675.9241 1226.62
A_24_P15 BX537779 ATPase, C ATP11B 1.80921 5.61E-13 1.80921 534.176 970.9285
A_24_P35 NM_0060 histone de HDAC4,H 1.80889 1.22E-16 1.80889 411.4816 744.8551
A_32_P15 BF210146 Transcribe BF210146 1.80864 4.74E-15 1.80864 1064.534 1929.018
A_23_P85 NM_0041 Homo sapieGBP2 1.80747 2.91E-06 1.80747 477.5869 867.4954
A_24_P18 NM_0141 HSPC056 ARMC8,S 1.80746 4.51E-09 1.80746 757.1381 1384.844
A_23_P21 NM_1386 prematurelyLOC91431 1.80613 0.00006 1.80613 320.4463 580.7466
A_24_P23 NM_0145 putative R RABGEF1 1.8059 1.07E-16 1.8059 1326.211 2409.214
A_24_P799680 Unknown A_24_P79 1.80551 0.0003 1.80551 163.3113 294.3188
A_23_P19 AK021777 UDP-N-ac GALNT10 1.80447 6.48E-35 1.80447 920.9253 1661.771
A_23_P25 NM_0164 Homo sapieC9orf156, 1.80428 5.05E-18 1.80428 1505.017 2726.457
A_32_P20 NM_0050 Homo sapieRANBP2L 1.80394 2.56E-10 1.80394 933.0891 1697.696
A_24_P19 AB040906 Zinc finger ZNF492 1.80315 1.92E-34 1.80315 960.5263 1732.555
A_24_P204639 Unknown ENST000 1.80305 1.33E-14 1.80305 1523.514 2764.485
A_24_P932253 Unknown A_24_P93 1.8029 2.86E-16 1.8029 8715.574 15677.96
A_23_P91 NM_0181 hypothetic ZNF334 1.80258 3.41E-18 1.80258 533.1317 960.4053
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A_23_P22 NM_0036 Homo sapiePIK3R3,p5 1.80151 1.98E-08 1.80151 619.8718 1129.056
A_24_P11 NM_0039 kynurenin KYNU 1.80112 7.44E-36 1.80112 8491.77 15312.24
A_24_P92 NM_0053 Natural kill NKTR 1.80064 4.27E-15 1.80064 3157.774 5712.64
A_24_P30 NM_0210 H2A histon HIST1H2A 1.80027 3.20E-31 1.80027 7727.347 13937.77
A_23_P211468 Unknown A_23_P21 1.79947 3.48E-15 1.79947 307.8266 553.8835
A_24_P13 NM_00361 oral-facial- OFD1,71- 1.79839 5.17E-20 1.79839 1503.9 2716.402
A_23_P75 NM_0023 solute carri SLC3A2,4 1.79837 4.26E-25 1.79837 3563.304 6402.047
A_23_P43 BC042539 Homo sapieLOC44242 1.79774 8.57E-10 1.79774 1264.325 2265.098
A_23_P32 NM_0209 Homo sapieWNK3,PR 1.79722 5.65E-06 1.79722 274.4605 493.13
A_24_P84 AK123296 Zinc finger ZNF585A 1.79652 5.99E-10 1.79652 244.0261 438.7943
A_23_P91 NM_0003 Homo sapieTHBD,TM,T 1.79646 9.24E-19 1.79646 3951.847 7143.372
A_24_P814096 AE003449 THC18772 1.7947 3.26E-12 1.7947 5875.774 10606.24
A_32_P43320 Unknown THC19590 1.79441 7.16E-06 1.79441 147.1328 263.7858
A_32_P19 AW93914 Leiomodin LMOD1 1.79415 0.00001 1.79415 432.4533 784.2173
A_23_P15 NM_0034 Homo sapieZNF140,p 1.79374 1.85E-12 1.79374 382.9724 687.1921
A_23_P15 NM_0029 small indu CCL5,SIS 1.79257 0.00002 1.79257 563.7584 1010.541
A_32_P88 NM_1334 Homo sapieCTGLF1, 1.79246 4.10E-12 1.79246 407.8133 731.7156
A_24_P37 NM_0182 Homo sapieGBP3,FLJ 1.78961 0.00041 1.78961 203.7359 364.6549
A_24_P17 AY008274 F-box and WFBXW7 1.78917 3.08E-19 1.78917 1477.03 2657.862
A_23_P34 NM_02031 Homo sapieC1orf63,N 1.78711 3.60E-07 1.78711 815.4117 1467.878
A_23_P40 NM_1985 FLJ32363 FLJ32363,M 1.78674 8.62E-06 1.78674 407.0109 732.6105
A_23_P88 NM_0066 Homo sapieHSPH1,H 1.78654 7.49E-35 1.78654 28534.82 50922.76
A_24_P21 NM_1817 Homo sapieLINS1,WI 1.78546 6.38E-09 1.78546 182.1313 325.118
A_23_P86 NM_0211 cyclin D bi DMTF1,D 1.78244 9.22E-25 1.78244 922.36 1647.676
A_23_P50 NM_00221 Homo sapieITGAV,CD5 1.78177 1.02E-39 1.78177 2136.198 3806.511
A_24_P62 NM_0058 signal tran STAM2,H 1.77918 0.00051 1.77918 236.4456 417.8056
A_23_P64 NM_0035 early endo EEA1,ZFYV 1.7783 0.00007 1.7783 171.6086 303.5908
A_24_P18 NM_0020 golgi auto GOLGA4, 1.77742 3.13E-14 1.77742 3895.348 6980.218
A_23_P41 NM_0051 Homo sapieOXSR1,O 1.77637 1.21E-10 1.77637 5326.098 9557.186
A_32_P23 NM_1758 Homo sapieEXOC8,E 1.77555 2.14E-14 1.77555 1867.385 3351.231
A_23_P77 AK128671 Hypothetic LOC12441 1.77419 3.23E-17 1.77419 760.0913 1352.357
A_24_P20 NM_1523 hypothetic FLJ37953,M 1.77385 7.13E-07 1.77385 486.5712 870.8782
A_23_P27 NM_0321 hypothetic DKFZP43 1.77368 1.40E-12 1.77368 2695.443 4823.922
A_24_P47 NM_0140 vinculin VCL 1.77253 3.27E-19 1.77253 3300.373 5871.731
A_23_P42 NM_0044 early devel PHC2,PH 1.77246 1.13E-10 1.77246 7055.452 12536.21
A_24_P17 NM_03091 protein kin CDADC1, 1.7718 2.12E-15 1.7718 861.8076 1533.418
A_24_P24 NM_0018 activating t ATF2,HB1 1.77168 3.80E-13 1.77168 542.892 964.0604
A_23_P50 AK056006 Hypothetic LOC14820 1.7706 2.29E-13 1.7706 1682.589 2991.841
A_24_P19 NM_0071 Homo sapieZNF92,TF 1.76985 8.53E-36 1.76985 2670.565 4728.868
A_23_P77 NM_20341 similar to LOC92162 1.76864 3.79E-06 1.76864 1671.85 2916.617
A_24_P30 BX161510 Trafficking TRAPPC6 1.76852 3.38E-12 1.76852 478.0432 848.4684
A_24_P94 AF213987 ALL1 fuse AF5Q31 1.76832 0.00081 1.76832 123.6858 218.4323
A_32_P57453 Unknown THC18074 1.76559 0.00004 1.76559 203.8923 359.4346
A_23_P11 NM_0054 Homo sapieTOM1L1,S 1.76553 2.78E-16 1.76553 1803.171 3205.584
A_23_P74 NM_0059 Homo sapieMTF1,MT 1.76497 6.26E-09 1.76497 4233.274 7550.122
A_24_P46 NM_0059 serine/thre STK10,LO 1.76453 2.72E-13 1.76453 1251.713 2220.733
A_23_P13 NM_0021 Homo sapieID3,HEIR- 1.76425 2.00E-28 1.76425 8334.961 14742.49
A_23_P34 NM_0052 Homo sapieFOSL2,FRA 1.76412 4.98E-10 1.76412 4267.281 7425.868
A_23_P21 NM_0046 Homo sapieDDX3Y,D 1.76002 4.22E-09 1.76002 5414.154 9713.695
A_23_P15 NM_00201 Homo sapieFOXO1A, 1.75851 2.90E-28 1.75851 1376.391 2423.969
A_24_P34 NM_0044 hepatocyt FOXA1,H 1.75848 1.01E-11 1.75848 4728.18 8445.172
A_23_P56 NM_0251 Homo sapieZNF430,F 1.75825 7.53E-12 1.75825 2659.838 4706.277
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A_32_P13 BQ441611 Transcribe BQ441611 1.75656 3.62E-08 1.75656 205.5165 360.7156
A_24_P94 NM_0062 Phosphodi PDE4D 1.75574 1.01E-13 1.75574 1422.171 2506.237
A_32_P12 AF085848 Ubiquitin s USP53 1.75536 0.00023 1.75536 2383.001 4149.402
A_23_P39 NM_0153 Homo sapieFNBP4,FB 1.75407 1.14E-15 1.75407 2589.257 4578.834
A_24_P21 NM_0195 zinc finger ZNF26,KOX 1.75318 1.12E-08 1.75318 774.221 1363.566
A_23_P21 AL050270 Homo sapieDKFZP56 1.75289 4.86E-11 1.75289 611.3372 1072.831
A_32_P30966 Unknown THC19873 1.75224 1.17E-13 1.75224 552.4711 970.4838
A_23_P13 AB018326 PHD finge PHF14 1.75222 6.40E-06 1.75222 144.6273 253.2583
A_23_P45 NM_0044 Homo sapieFIGF,VEG 1.75162 3.53E-12 1.75162 1184.954 2079.436
A_32_P51787 IAP-like pr ENST000 1.75078 0.00015 1.75078 172.0591 300.5972
A_24_P89 NM_1982 hypothetic LOC34911 1.74989 6.69E-10 1.74989 3899.749 6833.415
A_24_P30 AK097947 Similar to j KIAA1971 1.74981 1.30E-16 1.74981 1926.447 3393.509
A_24_P40 NM_0529 Homo sapieLENG8,pp 1.74946 1.26E-12 1.74946 552.5604 969.9201
A_32_P148824 Unknown A_32_P14 1.74928 2.52E-21 1.74928 3272.076 5749.473
A_23_P37 AB020721 Family wit FAM13A1 1.74911 6.59E-08 1.74911 2074.128 3616.902
A_23_P21 NM_0041 RAB5A, m RAB5A,R 1.74869 8.99E-38 1.74869 3011.969 5267.978
A_24_P23 NM_0209 Mesoderm MI-ER1 1.74783 1.08E-08 1.74783 1237.198 2195.304
A_32_P17 AK128192 Hypothetic AK128192 1.74777 1.96E-09 1.74777 22130.82 38773.98
A_23_P20 NM_0140 vinculin VCL 1.74639 1.86E-13 1.74639 1026.259 1796.791
A_32_P18 NM_1749 Homo sapieGAS2L3 1.74617 0.00011 1.74617 199.8975 347.6718
A_23_P81 NM_0056 Homo sapieTAF7,TAF 1.7459 6.33E-11 1.7459 20076.25 35526.11
A_24_P358868 Zinc finger ENST000 1.74536 0.00086 1.74536 241.5342 424.076
A_24_P27 BC036731 Zinc finger ZBTB24 1.74529 0.00027 1.74529 313.4067 548.7536
A_24_P81 NM_0020 glutamic-o GOT1 1.74499 1.17E-31 1.74499 3479.879 6078.82
A_32_P172453 Unknown THC19832 1.74465 9.66E-08 1.74465 510.8695 892.1773
A_23_P43 NM_0209 Homo sapieZNF529,KI 1.74413 6.48E-10 1.74413 520.4691 909.984
A_23_P16 NM_0030 Homo sapieSNAI2,SL 1.74296 9.91E-10 1.74296 3064.782 5321.081
A_32_P22 AK022044 Ribosomal RPL10A 1.74276 1.78E-20 1.74276 439.0743 765.243
A_24_P39 AK026328 Hypothetic FLJ22675 1.7406 9.24E-25 1.7406 1612.685 2805.424
A_23_P40 NM_1524 Homo sapieGRPEL2,F 1.74053 6.82E-07 1.74053 2559.44 4506.525
A_24_P12 NM_0071 Homo sapieZNF79,pT 1.73999 1.09E-11 1.73999 744.5101 1294.927
A_24_P717305 Unknown A_24_P71 1.73991 1.85E-06 1.73991 375.5013 655.3267
A_32_P193908 Unknown A_32_P19 1.73764 0.00089 1.73764 1330.56 2322.665
A_24_P94 AB051476 B double p BDP1 1.73752 1.24E-13 1.73752 952.0839 1667.666
A_23_P87 NM_0023 solute carri SLC3A2,4 1.73618 1.16E-12 1.73618 25098.08 43763.66
A_23_P84016 Unknown A_23_P84 1.73584 1.32E-13 1.73584 5632.362 9862.661
A_24_P33 NM_0249 hypothetic DNAJB14, 1.73495 7.46E-15 1.73495 1071.874 1874.489
A_32_P84 AK098044 CDNA FLJ4AK098044 1.73464 5.55E-15 1.73464 465.4827 808.4301
A_32_P75 BG400725 60246411 RNU2,U2 1.73463 1.68E-23 1.73463 1940.267 3366.514
A_23_P30 NM_0209 Mesoderm MI-ER1 1.73408 7.49E-09 1.73408 825.3588 1445.38
A_24_P32 NM_0057 RNA bindi RBM5,G1 1.73405 1.12E-13 1.73405 2445.382 4270.636
A_24_P34 NM_0176 hypothetic ZNF562,F 1.73291 8.91E-13 1.73291 1115.225 1948.073
A_23_P14 NM_0179 Homo sapieUSP47,TR 1.73103 1.16E-17 1.73103 1599.242 2783.631
A_24_P213296 Unknown ENST000 1.73001 0.00098 1.73001 162.9686 280.4783
A_24_P94 AB032974 Putative a DKFZP56 1.72982 5.34E-14 1.72982 721.1738 1254.839
A_24_P20 NM_0251 Homo sapieITPKC 1.72973 2.42E-08 1.72973 862.5678 1496.333
A_23_P25 NM_0186 Homo sapieZNF167,Z 1.72881 1.39E-11 1.72881 301.8397 521.9781
A_24_P14 U87836 Splicing fa SFRS10 1.72805 3.84E-06 1.72805 3714.263 6588.02
A_32_P10 AK129982 Homo sapieAK129982 1.72682 6.60E-07 1.72682 501.702 871.0173
A_23_P8812 Unknown A_23_P88 1.72663 3.10E-15 1.72663 2182.411 3793.928
A_23_P42 NM_0176 aftiphilin pr AFTIPHILI 1.72561 9.52E-10 1.72561 1433.377 2492.424
A_23_P90 NM_18291 TIR domai TICAM1,T 1.72512 4.06E-34 1.72512 3153.91 5442.619
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A_23_P37 NM_0006 Homo sapieADRA2B, 1.72476 0.00005 1.72476 213.1114 368.4887
A_24_P38 NM_0321 hypothetic DKFZP43 1.72438 1.36E-26 1.72438 2454.995 4240.078
A_23_P25 NM_0064 Homo sapieUSP16,UB 1.72418 4.11E-21 1.72418 3592.402 6218.253
A_23_P78 NM_0247 Homo sapieMYH14,D 1.72405 7.10E-08 1.72405 46158.86 79864.33
A_23_P42 NM_0000 Homo sapieCDKN1C, 1.72403 2.47E-27 1.72403 914.7286 1576.136
A_24_P93 BX538183 Hypothetic LOC90321 1.72351 0.00006 1.72351 268.5983 462.1099
A_24_P10 AY117438 Zinc finger ZNF468 1.72274 7.05E-11 1.72274 313.7042 540.3729
A_23_P16 NM_0054 Homo sapieVEGFC,V 1.7216 7.57E-13 1.7216 3294.048 5695.317
A_23_P10 NM_0071 zinc finger ZNF146,O 1.72084 4.01E-18 1.72084 926.4408 1588.324
A_24_P52 NM_00321 thymine-D TDG 1.72048 1.01E-08 1.72048 6279.443 10993.48
A_24_P66 BC062355 Hypothetic BC062355 1.71953 9.84E-12 1.71953 552.9211 952.6202
A_23_P97 NM_0035 Homo sapieBCAR3,N 1.71872 4.94E-15 1.71872 5405.049 9324.774
A_32_P224638 T47874 sc THC19589 1.7164 5.14E-08 1.7164 725.4404 1257.549
A_32_P181271 Unknown THC19491 1.71603 0.00023 1.71603 322.9449 554.7698
A_24_P94 AK129652 Sperm assoSPAG9 1.71575 1.21E-13 1.71575 1053.256 1821.809
A_32_P184937 Unknown A_32_P18 1.71494 5.40E-22 1.71494 5356.206 9198.663
A_23_P15 AB037770 Zinc finger ZNF624 1.71478 0.001 1.71478 104.3381 179.0215
A_24_P39 NM_0144 ALL1 fuse AFF4,MC 1.71418 7.82E-10 1.71418 370.1154 634.8784
A_23_P10 NM_0034 Homo sapieZNF84,HPF 1.71307 3.61E-11 1.71307 1439.695 2470.636
A_23_P55 NM_1459 Homo sapieRIOK3,SU 1.71266 4.97E-16 1.71266 535.4398 918.3915
A_23_P76 NM_0139 Homo sapieBNIP1,NIP 1.71192 1.98E-06 1.71192 939.6653 1632.33
A_23_P26 NM_0054 Homo sapieHDAC5,H 1.71119 6.03E-08 1.71119 460.9882 790.1507
A_24_P823768 Unknown A_24_P82 1.71114 4.81E-11 1.71114 2422.651 4141.07
A_24_P27 BC008810 Hypothetic LOC19626 1.71083 4.41E-07 1.71083 621.4379 1067.224
A_24_P24 NM_00261 pyruvate d PDK4 1.71063 7.65E-12 1.71063 4654.343 7942.772
A_24_P11 AB075851 Similar to j KIAA1971 1.7095 0.00002 1.7095 1726.247 3030.144
A_24_P79 AK021552 Hypothetic LOC39995 1.70783 4.65E-08 1.70783 261.7116 447.079
A_23_P16 NM_0048 Homo sapieTBPL1,TL 1.7075 3.00E-10 1.7075 3351.179 5759.356
A_24_P84 NM_1723 Homo sapieSPAG9,H 1.70674 1.06E-07 1.70674 644.4305 1093.783
A_23_P12 NM_0058 Homo sapieSMNDC1, 1.70578 8.80E-14 1.70578 6028.682 10367.4
A_24_P27 NM_0148 KIAA0063 gKIAA0063,d 1.7045 6.95E-11 1.7045 3692.043 6310.597
A_23_P41 NM_0176 hypothetic FLJ20035,F 1.70436 1.62E-12 1.70436 736.0179 1257.287
A_32_P14 BC051298 Similar to FLJ00312 1.70393 0.00067 1.70393 186.601 319.7176
A_23_P15 NM_0308 Homo sapieC12orf22, 1.7029 5.87E-10 1.7029 1061.081 1815.3
A_23_P20 NM_00321 Homo sapieTDG 1.70216 9.41E-30 1.70216 14707.37 25066.15
A_24_P252739 U51869 B THC19236 1.70123 7.18E-07 1.70123 235.2341 400.3562
A_24_P24 AL833358 DnaJ (Hsp DNAJB12 1.69989 1.65E-14 1.69989 1397.659 2388.711
A_32_P22 NM_2075 FLJ45248 FLJ45248 1.69739 1.24E-09 1.69739 504.1508 857.882
A_23_P39 NM_0184 putative zi JMJD1A,T 1.69675 5.18E-07 1.69675 369.2345 627.5544
A_23_P40 NM_0249 Homo sapiePHC3,ED 1.69583 0.00012 1.69583 465.5416 796.9346
A_23_P87 NM_00481 Homo sapieLPXN,LDP 1.69551 0.00007 1.69551 286.8344 487.6079
A_24_P36 NM_0023 mouse do MDM4,MD 1.69539 1.57E-07 1.69539 395.6409 672.0574
A_32_P129621 AD17_HU THC18575 1.69523 1.26E-17 1.69523 4061.588 6865.813
A_23_P20 NM_2012 Homo sapieZNF644,Z 1.69501 2.32E-06 1.69501 1171.222 2025.687
A_23_P11 NM_0155 Homo sapieZZZ3,DKF 1.69477 0 1.69477 909.9276 1540.325
A_24_P92 AK096270 Ras associ RAPH1 1.69378 0.00071 1.69378 201.1603 338.6139
A_24_P13 NM_0069 stress 70 STCH 1.69313 1.00E-29 1.69313 1871.636 3167.3
A_23_P108394 BC041692 THC18680 1.6928 9.02E-15 1.6928 4384.156 7486.565
A_32_P46 BC018064 Activating ATF6 1.69161 6.78E-08 1.69161 415.4565 702.7101
A_23_P20 NM_0027 Homo sapiePPM1B,P 1.69144 3.40E-09 1.69144 2754.531 4655.88
A_32_P21 NM_00321 thymine-D TDG 1.69135 4.40E-31 1.69135 10936.96 18484.75
A_24_P12 NM_0174 chromoso C21orf91, 1.69133 0.00002 1.69133 434.957 739.9349
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A_23_P30 NM_0032 Homo sapieTOP1,TO 1.69092 7.65E-16 1.69092 2965.592 5040.429
A_23_P79 NM_0178 hypothetic FLJ20558 1.69 0.00002 1.69 362.895 614.9724
A_23_P32 NM_01441 nasophary NAG8,NS 1.68926 0.00001 1.68926 393.6333 667.3661
A_23_P75 NM_0176 Homo sapieZCCHC10, 1.68755 6.93E-20 1.68755 2310.438 3907.487
A_23_P32 NM_0146 Homo sapieKIAA0355 1.68717 5.20E-08 1.68717 726.6403 1238.558
A_24_P24 NM_0044 fatty-acid- ACSL3,AC 1.68666 1.63E-18 1.68666 1973.56 3344.971
A_23_P17 NM_0220 Homo sapieZNF335,NI 1.68642 1.38E-14 1.68642 496.3488 837.928
A_24_P37 NR_001283Homo sapieTOP1P2 1.68623 5.10E-11 1.68623 4134.879 7001.507
A_23_P385427 DNA-bindi NP111954 1.68572 7.53E-15 1.68572 929.0831 1570.042
A_24_P94 BC015929 Nuclear re NR1D2 1.68556 6.92E-14 1.68556 573.9099 965.3539
A_23_P82 BC011254 Glucocorti GLCCI1 1.68524 1.33E-15 1.68524 4000.328 6779.749
A_23_P27 Y10936 F-box prot FBXO46 1.68306 1.23E-11 1.68306 1513.406 2559.698
A_32_P10 AK096221 Zinc finger ZNF626 1.683 0.00015 1.683 283.191 475.29
A_23_P31 NM_0211 Homo sapieZNF273,H 1.68291 0.00001 1.68291 330.2219 556.5512
A_23_P16 NM_0025 Homo sapieODC1 1.68289 9.64E-13 1.68289 39404.43 65986.93
A_24_P16 XM_37295 similar to LOC39144 1.68243 0.00036 1.68243 259.2105 436.8942
A_23_P42 NM_1736 Hypothetic FLJ36674 1.68207 1.79E-06 1.68207 314.283 528.9953
A_24_P21 AB062434 Procollage P4HB 1.68128 1.04E-21 1.68128 48842.2 82309.48
A_23_P58 NM_1524 hypothetic FLJ39370 1.68117 1.76E-11 1.68117 1841.929 3077.368
A_23_P19 NM_1750 Homo sapiePILRB,FD 1.68104 2.26E-34 1.68104 8382.907 14091.58
A_32_P49116 Unknown A_32_P49 1.68021 3.14E-09 1.68021 384.3153 645.6629
A_24_P14 NM_17071 Homo sapieRASSF1,12 1.67995 1.80E-06 1.67995 190.9984 320.8439
A_23_P10 NM_00091 Procollage P4HB 1.67942 4.77E-15 1.67942 8798.11 14731.3
A_24_P93 BC038247 LOC44044 TRIM25,E 1.67926 6.52E-13 1.67926 1295.746 2179.807
A_24_P35 NM_0528 TRAF-inte TIFA,T2B 1.67856 5.56E-13 1.67856 2001.233 3376.765
A_23_P25 NM_1826 Homo sapieDLC1,HP, 1.67836 1.39E-09 1.67836 1911.053 3201.627
A_23_P62 NM_0123 nasophary CCDC19, 1.67829 0.0003 1.67829 256.4052 432.5325
A_24_P281801 Zinc finger ZNF27 1.67742 1.21E-09 1.67742 1234.57 2091.905
A_23_P14 NM_0057 ADP-ribos ARL4,ARL4 1.67666 1.41E-09 1.67666 1465.597 2488.477
A_32_P11 BC063309 Golgi auto LOC39053 1.67666 0.00037 1.67666 515.7032 877.7905
A_23_P21 NM_00321 Homo sapieTEC,PSC 1.67631 0.00067 1.67631 132.01 221.6278
A_23_P28743 Unknown A_23_P28 1.67601 2.47E-09 1.67601 3256.607 5488.159
A_32_P85 NM_17361 hypothetic FLJ35785 1.67569 0.00017 1.67569 494.4761 839.3469
A_23_P84 NM_0146 Homo sapieIQCB1,NP 1.67544 1.85E-08 1.67544 3013.397 5102.708
A_24_P28 NM_1840 Homo sapieVPS13B,C 1.67493 0.00066 1.67493 318.7897 534.9384
A_23_P32 NM_1391 Homo sapieSTARD4 1.67136 1.87E-10 1.67136 3983.679 6669.585
A_23_P16 NM_0184 Decapping DCP1A 1.67108 1.45E-21 1.67108 8508.577 14250.75
A_23_P37 NM_0030 small nucl SNAPC1, 1.67056 2.83E-07 1.67056 1566.732 2676.051
A_23_P36 AF332224 Chromoso CYorf15A 1.66865 1.05E-15 1.66865 427.1038 712.8389
A_23_P52 NM_1526 Homo sapieFAM24B, 1.66792 2.66E-07 1.66792 1530.497 2556.271
A_24_P23 NM_2012 Homo sapieZNF644,Z 1.66781 8.68E-11 1.66781 789.328 1323.134
A_23_P12 NM_0183 hypothetic FLJ11046,D 1.6675 8.92E-07 1.6675 672.2728 1137.224
A_23_P79 NM_0251 Homo sapieFBXO11,V 1.66619 1.62E-16 1.66619 4635.016 7745.703
A_23_P12 NM_02301 Homo sapieC2orf26 1.66605 1.46E-17 1.66605 1672.063 2800.466
A_24_P33 NM_0209 Homo sapieKIAA1641, 1.66595 0.00045 1.66595 218.978 362.9121
A_32_P39 NM_1984 Homo sapieZNF600,K 1.66554 3.94E-09 1.66554 529.9437 885.3557
A_23_P60189 Unknown A_23_P60 1.66532 5.87E-07 1.66532 1453.239 2412.309
A_23_P41 NM_02451 Homo sapieC4orf15,IT 1.66509 1.22E-08 1.66509 1097.051 1851.351
A_23_P58 NM_02461 TPA-induc TTMP 1.66489 0.00071 1.66489 525.5906 879.0441
A_32_P63562 U16359 nit THC18591 1.66451 1.44E-27 1.66451 1971.02 3278.144
A_23_P58 AK127224 Nedd4 bin N4BP3 1.66427 8.55E-20 1.66427 466.3551 776.1871
A_23_P43 NM_0016 Homo sapieARF4 1.66372 4.00E-10 1.66372 15973.94 26835.47
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A_32_P14 AK092349 CDNA FLJ3AK092349 1.66323 0.00039 1.66323 129.9657 216.382
A_24_P40 NM_0239 hypothetic C1QDC1, 1.6629 8.65E-08 1.6629 234.7507 390.225
A_23_P32 NM_0228 Homo sapiePLEKHG2, 1.66235 5.23E-14 1.66235 757.2549 1261.846
A_23_P50 NM_0065 UDP-GlcN B3GNT1,B 1.66185 0.00002 1.66185 372.502 620.7069
A_32_P44 NM_1825 Homo sapieC9orf85,M 1.66174 0.00001 1.66174 718.1605 1214.138
A_23_P12 NM_1530 Homo sapieZNF75A,F 1.65994 0.00002 1.65994 164.4079 272.688
A_23_P21 NM_0314 Homo sapieFBXW10, 1.65987 0.00028 1.65987 227.8372 377.4163
A_23_P25 AB014563 KIAA0663 gKIAA0663 1.65976 4.85E-07 1.65976 11790.57 19870.28
A_23_P16 NM_0246 hypothetic ZNF419,F 1.65971 2.66E-17 1.65971 423.1213 702.2399
A_23_P21 NM_0309 Homo sapieTIGD6,DK 1.65944 1.04E-12 1.65944 950.3563 1578.48
A_23_P16 NM_0069 Homo sapieSLC19A2, 1.65862 1.82E-25 1.65862 4550.167 7560.517
A_23_P16 NM_0046 syntaxin 1 STX1A,STX 1.65854 4.54E-12 1.65854 2551.725 4240.398
A_24_P339869 Z295_HU THC18809 1.65839 1.01E-06 1.65839 901.2885 1501.679
A_23_P82 NM_0046 Homo sapieSTX1A,STX 1.65784 7.00E-18 1.65784 2783.566 4616.209
A_23_P16 AK128435 Cofactor r CRSP7 1.65732 1.68E-14 1.65732 1694.535 2817.89
A_23_P22 NM_0022 Homo sapieKLRC2,N 1.65627 9.43E-06 1.65627 192.0083 318.4365
A_23_P34 NM_1749 Homo sapieC19orf28, 1.65588 1.12E-26 1.65588 2742.198 4540.148
A_23_P58 AB014563 KIAA0663 gKIAA0663 1.65568 4.82E-08 1.65568 10026.91 16901.54
A_23_P37 NM_1382 Homo sapieZNF681,F 1.65524 7.80E-15 1.65524 2039.167 3391.325
A_32_P90 BC045657 MRNA; cD C6orf204 1.65521 6.44E-10 1.65521 672.4041 1117.846
A_23_P15 AK054969 Ubiquitin p UBR1 1.65517 5.32E-12 1.65517 2762.991 4610.09
A_23_P11 NM_0063 Homo sapieHMG20B, 1.65515 9.55E-30 1.65515 1547.48 2561.465
A_24_P19 NM_0059 NGFI-A bi NAB1 1.65382 6.30E-08 1.65382 1249.262 2082.044
A_23_P34 NM_1750 Homo sapieHIST2H2A 1.65365 3.31E-12 1.65365 382.8932 633.1651
A_24_P85 NM_0322 Homo sapieZCCHC7, 1.65362 0.00018 1.65362 728.4677 1226.837
A_24_P38 NM_0031 TATA box TAF2,TAF 1.65289 2.31E-09 1.65289 832.9146 1389.175
A_23_P12 NM_0195 Homo sapieZNF26,KOX 1.65276 3.67E-22 1.65276 905.6368 1495.245
A_23_P30 AL833066 KIAA1040 KIAA1040 1.65269 1.52E-18 1.65269 909.8781 1505.077
A_23_P14 NM_0175 G protein- MKNK2,M 1.65182 6.65E-22 1.65182 35863.74 59410.45
A_23_P35 AB046766 KIAA1546 KIAA1546 1.65156 2.91E-09 1.65156 313.8333 518.5712
A_32_P22 NM_00351 H2A histon HIST1H2A 1.65117 3.91E-08 1.65117 640.1273 1062.667
A_23_P58 AK001520 Serine PI SPINK5L3 1.65102 6.62E-21 1.65102 1347.1 2228.303
A_23_P33 NM_1383 Homo sapieZNF675,TIZ 1.65076 4.24E-22 1.65076 1548.646 2551.026
A_23_P30 AF158555 Glutamina GLS 1.65056 1.83E-08 1.65056 2498.903 4172.827
A_23_P31 NM_0151 Homo sapieCOBL,KIA 1.64986 3.27E-08 1.64986 1094.837 1818.849
A_23_P11 NM_0033 Homo sapieVASP 1.64955 0.00005 1.64955 2798.005 4743.085
A_23_P25 NM_0121 Homo sapieDDX26,H 1.64949 4.03E-10 1.64949 2778.53 4622.38
A_23_P46 NM_0073 Homo sapieMTF2,M96 1.64916 2.66E-07 1.64916 1127.28 1885.275
A_32_P14 BC015064 Transduce TOB1 1.64869 3.05E-17 1.64869 1622.19 2676.111
A_32_P21 AK023660 CDNA FLJ AK023660 1.64795 1.65E-10 1.64795 1283.385 2129.063
A_24_P48 NM_0177 hypothetic FLJ20291,D 1.64723 8.80E-07 1.64723 485.6064 800.6882
A_23_P21 NM_0184 Homo sapieDDEF1,P 1.64684 0.00005 1.64684 498.8839 827.6026
A_32_P14 XM_29283 Homo sapieZNF66,FL 1.64569 7.24E-15 1.64569 1675.409 2766.998
A_23_P21 NM_0050 Homo sapieRANBP2L 1.64478 2.44E-06 1.64478 1610.818 2678.557
A_24_P24 AL833358 DnaJ (Hsp DNAJB12 1.64264 2.27E-06 1.64264 589.6793 976.8629
A_24_P204290 Unknown ENST000 1.64209 0.00001 1.64209 278.7472 457.2694
A_32_P177097 Unknown THC19530 1.64168 1.54E-10 1.64168 1619.494 2660.04
A_23_P61 NM_1825 Homo sapieNSUN6,N 1.64139 1.09E-06 1.64139 1001.409 1662.927
A_23_P20 NM_0042 Homo sapieSOCS6,CI 1.6407 6.78E-06 1.6407 195.6749 320.6588
A_23_P136849 Unknown THC19937 1.64008 3.42E-07 1.64008 215.2212 352.8487
A_23_P37 NM_0044 Homo sapieFOXA1,H 1.6398 7.15E-18 1.6398 2231.367 3689.447
A_23_P37 NM_2074 FLJ35767 FLJ35767 1.63965 1.04E-09 1.63965 749.7626 1232.275
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A_23_P14 NM_1445 Homo sapieC14orf32, 1.63964 5.61E-10 1.63964 8194.49 13609.81
A_23_P94 NM_0582 Homo sapieZNF354B, 1.63951 0.00002 1.63951 316.3284 518.5392
A_23_P13 NM_0144 Homo sapieSNX5,FLJ 1.63943 9.98E-29 1.63943 32961.55 54004.06
A_23_P40 NM_1522 Homo sapieCSNK1E, 1.6378 4.05E-21 1.6378 14922.92 24487.64
A_23_P15 NM_1335 Homo sapieZNF274,Z 1.63753 3.01E-13 1.63753 1015.896 1671.221
A_24_P10 AK092646 KIAA1040 KIAA1040 1.6373 8.36E-10 1.6373 327.8413 536.7004
A_32_P43 AK097687 Zinc finger ZNF21 1.63726 1.75E-22 1.63726 1037.922 1698.746
A_24_P25 NM_0217 nuclear re NR1D1,E 1.63721 2.46E-08 1.63721 1300.856 2131.168
A_24_P62 NM_0033 urocortin UCN,UI,U 1.63701 1.44E-08 1.63701 345.5443 565.8815
A_24_P18 NM_0055 inositol(myoIMPA1,IM 1.63692 2.64E-08 1.63692 3718.306 6157.16
A_24_P10 NM_17491 Homo sapieUBR1 1.63676 0.00009 1.63676 673.1116 1123.223
A_24_P30 NM_0012 chloride ch CLCN6,CL 1.63673 1.97E-10 1.63673 815.9628 1342.924
A_24_P63 AK023559 Excision r PGBD3 1.63591 4.08E-12 1.63591 952.9418 1561.205
A_32_P54 AK126842 Similar to LOC16323 1.6359 1.07E-10 1.6359 1397.789 2296.857
A_24_P17 NM_0582 Homo sapieCCNT2 1.63573 6.68E-07 1.63573 475.2073 779.4268
A_23_P21 NM_0122 Homo sapieHBP1 1.63458 1.13E-08 1.63458 533.5714 874.0783
A_23_P30 NM_0006 fibroblast g FGFR1,H2 1.6345 1.55E-12 1.6345 648.1448 1062.636
A_23_P35 NM_0164 Homo sapieC3orf19,F 1.63445 1.47E-09 1.63445 456.8238 747.0355
A_23_P35 AK090500 M4-50 mR AK090500 1.63431 1.59E-13 1.63431 24112.27 39591.34
A_23_P13 NM_0013 Homo sapieDUSP4,T 1.63419 2.22E-11 1.63419 7974.929 13065.12
A_24_P54 NM_1524 hypothetic FLJ39370 1.63329 2.32E-14 1.63329 3647.944 5993.233
A_23_P11 NM_0028 Homo sapieARID4A,R 1.63321 0.00069 1.63321 238.9914 391.2237
A_23_P11644 Unknown A_23_P11 1.63303 0.00003 1.63303 625.186 1017.209
A_24_P94 AB007928 KIAA0459 KIAA0459 1.63298 1.10E-07 1.63298 447.6372 732.2957
A_23_P95 NM_0176 hypothetic ZNF562,F 1.6319 1.66E-08 1.6319 1413.136 2325.224
A_32_P22 NM_0190 protein as ZA20D3,A 1.63151 3.63E-27 1.63151 8844.668 14442.49
A_24_P38 AK057241 Hypothetic FLJ32679 1.63066 0.00018 1.63066 373.5049 610.857
A_23_P35 NM_1458 Homo sapieABTB2,D 1.62957 1.03E-10 1.62957 2522.403 4102.444
A_24_P34 U79263 RAP1 inter RIF1 1.62843 3.08E-08 1.62843 362.5637 590.6277
A_24_P16 NM_0048 golgi SNA GOSR1,P 1.62825 9.04E-08 1.62825 1573.365 2597.945
A_23_P19 NM_0019 Homo sapieCTGF,CC 1.62703 1.82E-08 1.62703 266.9627 434.1664
A_23_P21 NM_0056 Homo sapieTRAF1,EB 1.62595 3.09E-07 1.62595 2066.301 3326.638
A_23_P79 NM_0164 Homo sapieC20orf111 1.62586 7.66E-26 1.62586 4709.405 7664.687
A_24_P56 AF086032 Protein ph PPP1R12 1.62555 2.68E-18 1.62555 2836.895 4629.539
A_23_P41 NM_0021 Homo sapieIRF1,MAR 1.6255 3.71E-14 1.6255 2069.404 3349.068
A_23_P51 NM_0182 Homo sapieGBP3,FLJ 1.62527 0.00004 1.62527 375.2741 611.1949
A_23_P43 BC022822 Immunogl IGLC2 1.62448 8.73E-30 1.62448 3039.743 4938.118
A_23_P62 NM_0032 tissue inhi TIMP1,EP 1.62432 2.48E-12 1.62432 16345.6 26759.21
A_23_P35 NM_1488 Homo sapieFAM44A,F 1.62426 0.00005 1.62426 431.0911 703.9534
A_32_P80 NM_0057 ADP-ribos ARL4,ARL4 1.62333 6.79E-22 1.62333 1089.837 1771.117
A_32_P41 AF086011 Potassium KCNQ1OT 1.62259 0.00015 1.62259 259.7091 421.4757
A_23_P152570 Unknown THC18494 1.62241 8.01E-07 1.62241 1381.217 2278.246
A_23_P20 NM_0073 Homo sapieSHOC2,S 1.62239 6.08E-29 1.62239 1842.086 2988.397
A_32_P118686 AF273048 THC18261 1.62158 1.55E-17 1.62158 2951.188 4774.842
A_24_P10 NM_0184 putative zi JMJD1A,T 1.62103 3.45E-06 1.62103 666.7838 1085.631
A_23_P41 NM_17071 Homo sapieRASSF1,12 1.62085 6.24E-12 1.62085 3560.169 5766.969
A_32_P113472 Unknown A_32_P11 1.6208 0.00002 1.6208 378.4439 614.6043
A_23_P38 NM_0036 Homo sapieOGT,HRN 1.61971 1.85E-16 1.61971 4798.238 7800.507
A_23_P67 NM_0034 Homo sapieZNF85,HPF 1.61934 1.18E-10 1.61934 1528.003 2487.295
A_24_P60 NM_1392 Homo sapieC9orf97,R 1.61912 2.13E-08 1.61912 683.4592 1112.942
A_24_P12 NM_0176 aftiphilin pr AFTIPHILI 1.61901 2.33E-11 1.61901 1484.579 2418.214
A_24_P98948 ALU8_HU THC18915 1.61858 7.45E-06 1.61858 1168.403 1902.953
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A_23_P12 NM_0013 Homo sapieDLG2,PS 1.61828 0.00012 1.61828 498.5942 811.217
A_24_P17 BC013319 FYVE, Rh FGD6 1.61793 1.01E-07 1.61793 262.8262 425.0508
A_24_P29 M28207 Major hist HLA-C 1.61752 3.82E-20 1.61752 41819.84 67487.17
A_32_P124580 Unknown A_32_P12 1.61702 6.10E-07 1.61702 1943.281 3190.858
A_23_P33 NM_0035 Homo sapieHIST1H3H 1.61664 6.96E-07 1.61664 1625.078 2665.877
A_23_P74 L12686 Phosphodi PDE4B 1.61603 6.42E-12 1.61603 2569.03 4169.06
A_24_P48 NM_0152 cylindroma CYLD,EA 1.616 2.59E-11 1.616 500.2516 808.7652
A_23_P69 NM_0039 Homo sapieCCRL2,H 1.61476 0.00039 1.61476 406.6606 659.7512
A_23_P26 NM_0308 LIS1-inter NDEL1,E 1.61443 0.00003 1.61443 558.7118 901.863
A_32_P213543 Unknown A_32_P21 1.61436 1.69E-18 1.61436 1350.754 2179.148
A_23_P20 AL713775 Zinc finger ZNF507 1.61416 0.00005 1.61416 380.9075 616.1588
A_23_P11 NM_0163 cyclin-E bi HERC5,C 1.61377 0.00081 1.61377 198.4011 318.3215
A_32_P141338 Unknown A_32_P14 1.61311 1.98E-09 1.61311 2378.388 3836.783
A_23_P17 NM_0243 hypothetic CHCHD7, 1.61281 1.05E-07 1.61281 1550.959 2516.713
A_23_P31 NM_05291 Establishm ESCO1 1.6117 0.00002 1.6117 338.5455 546.2139
A_24_P94 AK092652 FLJ16231 FLJ16231 1.60964 0.00001 1.60964 293.5156 472.4232
A_24_P29 NM_0190 GTP bindi GTPBP2, 1.6096 0.00001 1.6096 189.7669 305.3897
A_23_P69 NM_0069 Homo sapieZNF197,P 1.60905 0.00005 1.60905 210.5127 338.444
A_23_P90 NM_1526 Homo sapieZNF585A, 1.609 5.76E-07 1.609 592.6815 959.0901
A_23_P38 NM_0150 Homo sapieHIC2,HRG2 1.60873 1.29E-10 1.60873 1637.808 2639.277
A_23_P14 NM_0038 Homo sapieNAPG,GA 1.60843 1.01E-14 1.60843 864.9821 1395.075
A_23_P77 NM_0070 protein tyr PTPN21,PT 1.60797 2.18E-08 1.60797 258.8456 416.0739
A_23_P25 NM_0163 Homo sapieCRBN,MR 1.60765 2.44E-10 1.60765 969.0012 1564.22
A_24_P34 NM_0031 Serum res SRF 1.6072 1.96E-23 1.6072 7359.664 11833.43
A_24_P81 BC041882 Activating ATF7IP2 1.60689 0.00001 1.60689 515.509 832.7395
A_24_P21 NM_0035 H3 histone HIST1H3D 1.60569 5.13E-21 1.60569 18574.85 29878.54
A_24_P18 NM_0204 protocadh PCDH9 1.60391 1.82E-14 1.60391 822.4121 1322.991
A_23_P21 NM_0013 Homo sapieDYRK1A, 1.60362 5.98E-17 1.60362 1267.073 2036.883
A_24_P81 AK097080 Hypothetic AK097080 1.60328 2.35E-09 1.60328 1054.517 1698.231
A_23_P55 NM_0073 zinc finger ZNF236,Z 1.60236 1.03E-07 1.60236 350.1142 561.05
A_23_P20 NM_0227 hypothetic ISG20L1, 1.60205 9.49E-13 1.60205 968.8658 1556.595
A_24_P36 NM_0024 protein ph PPP1R12 1.60185 6.72E-09 1.60185 1842.591 2990.798
A_32_P57 NM_00631 ubiquitin s USP15,UN 1.60103 9.73E-06 1.60103 2978.476 4881.851
A_23_P14 NM_0332 Homo sapieZNF101,H 1.60027 6.75E-11 1.60027 1902.951 3025.051
A_24_P94 AL832717 Multiple C MCTP2 1.60018 0.00009 1.60018 859.1051 1361.542
A_24_P91 BX647673 Golgin-67 GOLGIN-67 1.60001 0.00065 1.60001 424.595 682.1457
A_24_P20 NM_0041 RAB5A, m RAB5A,R 1.5999 0.00014 1.5999 360.1248 577.196
A_23_P15 NM_0034 Homo sapieZNF200,MG 1.5987 6.70E-07 1.5987 1572.584 2539.819
A_24_P19 NM_1391 Homo sapieSFRS12,SR 1.59805 1.67E-10 1.59805 2145.005 3449.908
A_24_P6903 Unknown ENST000 1.59687 2.56E-13 1.59687 9797.256 15621.24
A_24_P18 NM_0165 apoptosis BFAR,BA 1.59663 1.76E-08 1.59663 539.9322 865.6471
A_23_P33 AK093655 Glucocorti GLCCI1 1.5966 5.63E-08 1.5966 1049.552 1696.314
A_24_P30 NM_01621 polymeras POLK,DIN 1.59611 4.50E-12 1.59611 497.6313 794.9586
A_23_P25 NM_0005 Homo sapieWRN,RECQ 1.59553 1.98E-12 1.59553 1612.294 2576.482
A_24_P20 NM_0155 CAZ-asso CAST1,C 1.59531 1.60E-24 1.59531 1937.749 3090.049
A_23_P64 NM_01761 Homo sapieZCCHC8, 1.59505 6.98E-16 1.59505 5986.411 9577.17
A_23_P20 NM_0251 hypothetic HKDC1,FL 1.59497 4.03E-22 1.59497 5444.665 8697.603
A_23_P11 NM_0046 Homo sapieTAF1,OF, 1.59475 0.0009 1.59475 163.8096 261.9023
A_23_P10 NM_03081 hypothetic MGC1047 1.59371 5.99E-18 1.59371 7756.495 12347.97
A_32_P12 NM_1758 Homo sapieNM_1758 1.59245 0.0004 1.59245 541.5975 868.2524
A_24_P792130 AF071172 THC19993 1.5924 0.00026 1.5924 703.1321 1142.487
A_24_P53 AK026896 Serine/thr STK24 1.59178 6.64E-06 1.59178 740.217 1178.875
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A_24_P942798 AB093299 THC19806 1.59154 0.00008 1.59154 749.6983 1194.045
A_24_P91 AV647560 Transcribe AV647560 1.59144 5.12E-12 1.59144 6363.753 10139.41
A_24_P34 NM_0247 hypothetic ZNF665,Z 1.59133 0.0002 1.59133 503.1153 804.4219
A_24_P621434 HS7C_HU THC18728 1.5907 8.13E-19 1.5907 32389.37 51374.42
A_23_P13 NM_0007 Homo sapieCSF2,GM 1.59006 0.00029 1.59006 154.6795 245.8103
A_23_P15 NM_0047 Homo sapiePPIG,CYP, 1.58925 8.74E-11 1.58925 5398.602 8604.918
A_23_P58 NM_0161 hypothetic LOC51149 1.58745 6.34E-16 1.58745 1270.292 2014.603
A_24_P51 NM_0809 Homo sapieDCBLD2, 1.58686 0.00004 1.58686 541.2372 865.2576
A_24_P16 BC007197 Nuclear fa NFKBIB 1.5866 6.51E-15 1.5866 785.2994 1244.404
A_23_P42 BC063594 Zinc finger ZNF292 1.58643 5.07E-06 1.58643 639.502 1024.988
A_23_P32 NM_0057 Homo sapieDHRS2,H 1.58635 2.52E-15 1.58635 857.9195 1360.259
A_32_P21 AK092942 Hypothetic AK092942 1.58602 6.28E-08 1.58602 598.5685 951.6091
A_24_P19 AB014563 KIAA0663 gKIAA0663 1.58596 5.54E-21 1.58596 5806.326 9227.462
A_23_P31 NM_0072 Homo sapieAKAP10,PR 1.58545 3.59E-11 1.58545 492.3586 781.2473
A_23_P39 NM_1737 Homo sapiePAPD4,FLJ 1.5852 5.87E-09 1.5852 1231.787 1971.206
A_32_P19 AB082530 Likely orth AVO3 1.58491 4.16E-12 1.58491 2098.056 3342.029
A_24_P14 NM_0035 H2B histon HIST2H2B 1.58448 2.23E-13 1.58448 963.5472 1535.378
A_24_P58 XM_06490 Similar to ENST000 1.58445 0.00008 1.58445 263.7651 417.6606
A_23_P25 NM_0227 Homo sapieFNDC3B, 1.5842 5.05E-10 1.5842 3089.294 4933.226
A_23_P21 NM_0329 Homo sapieZNF3,A8- 1.5837 1.72E-12 1.5837 752.8689 1194.405
A_23_P12 NM_01771 Homo sapieC20orf13, 1.58315 0.00014 1.58315 1138.653 1814.698
A_23_P15 NM_01831 chromoso SAPS3,S 1.58268 2.22E-11 1.58268 842.9302 1339.223
A_23_P43 NM_1982 hypothetic LOC34911 1.58266 0.00004 1.58266 767.4386 1213.346
A_23_P25 BC000859 Zuotin rela ZRF1 1.58258 1.98E-20 1.58258 12203.7 19284.09
A_23_P10 NM_0141 HSPC128 HSPC128,F 1.58206 2.00E-10 1.58206 13881.79 22074.97
A_24_P91 NM_2034 selenoprot SELS,VIM 1.58189 2.39E-06 1.58189 395.9759 627.2282
A_24_P15 NM_1735 Homo sapieZNF100 1.58188 4.15E-20 1.58188 2511.031 3975.192
A_23_P25 NM_0203 Homo sapieC12orf4 1.58152 4.08E-07 1.58152 702.2606 1117.025
A_23_P10 NM_0066 Homo sapieZNF266,H 1.58133 5.42E-14 1.58133 459.5803 726.8455
A_24_P27 NM_0247 Smad nucl SNIP1,FLJ 1.58119 5.98E-10 1.58119 370.0154 585.1024
A_23_P44 NM_0035 Homo sapieKLF11,FK 1.58115 9.95E-09 1.58115 674.0685 1071.453
A_23_P38 NM_0042 phosphatid PIGL 1.58076 4.31E-06 1.58076 370.2 585.6681
A_23_P25 NM_0071 Homo sapieZNF195,D 1.57977 2.72E-14 1.57977 2055.074 3248.192
A_23_P95 NM_1785 Homo sapieZNF680,F 1.57942 2.45E-18 1.57942 2305.653 3646.003
A_23_P14 NM_0805 Homo sapieHIST1H2B 1.57934 4.05E-16 1.57934 13926.76 22037.45
A_23_P36 NM_0062 Homo sapieDNAJC3,P 1.57789 0.00031 1.57789 2088.595 3392.607
A_24_P38 D26067 Transmem TMEM41B 1.57667 5.06E-08 1.57667 2067.29 3278.036
A_23_P58 AK056503 KIAA1387 KIAA1387 1.57653 8.03E-08 1.57653 389.4158 613.8959
A_23_P48 NM_1829 Homo sapieDHRS2,H 1.57648 8.06E-10 1.57648 1007.607 1586.213
A_23_P16 NM_03081 Homo sapiePDRG1,P 1.5764 8.10E-09 1.5764 4505.133 7114.182
A_23_P348349 IAP-like pr ENST000 1.57606 8.79E-06 1.57606 473.9778 749.1797
A_32_P107441 Unknown A_32_P10 1.57588 6.67E-08 1.57588 243.9202 384.4241
A_24_P33 NM_0166 HDCMA18 HDCMA18 1.57564 4.91E-14 1.57564 3657.869 5791.632
A_24_P56 AK093869 Homo sapieRNF3 1.57499 0.00007 1.57499 188.0251 296.3982
A_23_P74 NM_0204 Homo sapieSCYL3,PAC 1.5746 3.34E-08 1.5746 970.3315 1538.734
A_24_P34 NM_0156 DKFZP56 HERC4,KI 1.57443 1.83E-12 1.57443 3457.474 5476.173
A_32_P31785 Unknown A_32_P31 1.57351 4.49E-12 1.57351 972.3178 1524.558
A_23_P20 NM_0148 Homo sapieKIAA0020,X 1.57346 3.31E-19 1.57346 9057.091 14232.9
A_24_P15 AB032978 Homo sapieKIAA1152 1.57275 4.09E-08 1.57275 576.9253 909.0248
A_24_P39 NM_0004 sialidase 1 NEU1,NE 1.57271 2.56E-09 1.57271 1864.562 2956.435
A_23_P40 NM_00211 Major hist HLA-A 1.57239 7.53E-12 1.57239 10682.13 16712.79
A_24_P85 AF119913 Homo sapiePRO3077 1.5723 3.54E-10 1.5723 323.6691 508.8928
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A_32_P93 BC036018 Protein tyr PTPRG 1.57169 0.00002 1.57169 250.3603 393.5552
A_23_P11 NM_0068 Homo sapieATBF1,AT 1.57166 3.83E-21 1.57166 3060.662 4804.77
A_23_P67 NM_0043 Homo sapieCALR,RO,S 1.571 1.50E-08 1.571 18869.5 29344.1
A_23_P78 NM_0186 Homo sapieABCA5,A 1.57073 3.87E-09 1.57073 679.1986 1070.624
A_23_P12 NM_0070 Huntingtin HYPE,MG 1.56991 4.12E-08 1.56991 374.7417 588.4522
A_23_P28 NM_0178 Chromoso C1orf27 1.56972 2.70E-12 1.56972 1839.841 2906.162
A_32_P62 NM_0145 schwanno SCHIP1,S 1.56903 3.09E-06 1.56903 1950.435 3062.643
A_23_P20 AL137667 Homo sapieMAPK8,JN 1.56879 2.73E-09 1.56879 1337.756 2106.616
A_23_P25 NM_0184 putative zi JMJD1A,T 1.56698 2.38E-11 1.56698 653.2262 1025.413
A_32_P12 NM_1825 Homo sapieNM_1825 1.56667 0.00004 1.56667 968.1643 1537.524
A_24_P33 NM_0058 highly char C13orf22, 1.56625 5.78E-08 1.56625 864.5309 1363.621
A_23_P89 NM_14591 Homo sapieZNF23,KOX 1.5659 2.97E-06 1.5659 307.4426 481.0513
A_24_P30 NM_0132 peroxisom PPARGC1A 1.56564 5.20E-09 1.56564 449.5672 703.3231
A_32_P13 NM_0065 heat shock HSPA8,LA 1.56555 1.90E-08 1.56555 241934.5 377161.1
A_24_P28 NM_0065 heat shock HSPA8,LA 1.56523 5.24E-10 1.56523 262685.7 409213.8
A_23_P38 NM_1446 Homo sapieZNF480,MG 1.56507 1.09E-06 1.56507 1725.695 2738.057
A_23_P25 NM_1523 Homo sapieBBS5 1.56465 2.68E-23 1.56465 12918.72 20224.79
A_24_P52 BI910970 Similar to BI910970 1.56464 8.13E-09 1.56464 2453.892 3885.203
A_23_P51 NM_0047 Homo sapieARHGEF2, 1.5644 4.56E-12 1.5644 1496.934 2343.728
A_23_P38 AB051515 TPR doma TANC 1.56418 4.15E-08 1.56418 2323.733 3683.831
A_23_P15 NM_0041 Homo sapieTANK,TR 1.56404 1.80E-14 1.56404 3590.036 5618.883
A_23_P76 NM_0182 Homo sapiePSPC1,P 1.56379 1.63E-13 1.56379 899.0039 1408.417
A_23_P24 NM_0065 heat shock HSPA8,LA 1.56321 2.31E-09 1.56321 258110.9 400622.5
A_24_P35 AF318360 MAX bindi MNT 1.56267 1.36E-16 1.56267 3517.25 5484.241
A_23_P55 NM_0057 Homo sapieMPHOSP 1.56204 7.34E-13 1.56204 6024.484 9456.441
A_23_P14 NM_00721 Homo sapieRNF139,RC 1.56189 1.75E-17 1.56189 2998.957 4697.974
A_23_P20 AB043587 Acyl-Coen ACBD3 1.56158 5.57E-17 1.56158 4312.103 6751.312
A_23_P37 NM_1523 Homo sapieAHSA2,Hc 1.56069 4.82E-10 1.56069 3320.648 5216.976
A_23_P25 NM_0252 Homo sapieZNF435,Z 1.56036 0.00001 1.56036 243.0702 378.809
A_23_P37 NM_0040 beta-2-mic B2M 1.55981 4.46E-22 1.55981 33963.18 52906.57
A_32_P20 NM_0039 CDC-like k CLK3 1.55938 8.48E-09 1.55938 6646.415 10456.12
A_24_P22 NM_0248 hypothetic FLJ22028 1.55907 0.00006 1.55907 296.8672 463.0808
A_24_P92 AK055915 CDC42 eff CDC42EP 1.55892 2.01E-09 1.55892 459.4401 715.7018
A_23_P16 NM_0028 Homo sapiePTPN4,PT 1.55827 2.82E-06 1.55827 721.4225 1134.627
A_24_P11 NM_0164 cysteine-ri CRIM1,S5 1.55817 5.12E-11 1.55817 1047.617 1638.588
A_24_P86 AK092921 M4-50 mR AK092921 1.55798 2.69E-16 1.55798 17360.08 27122.08
A_23_P20 NM_02461 Homo sapiePLEKHF2,P 1.55774 4.05E-08 1.55774 938.5576 1471.907
A_23_P63 NM_0020 Homo sapieGOT1 1.5577 4.86E-20 1.5577 10092.99 15728.18
A_24_P29 NM_0314 tethering f COG3,SE 1.55745 1.72E-10 1.55745 1019.788 1598.672
A_23_P13 NM_1334 Homo sapieCTGLF1, 1.5574 2.20E-07 1.5574 400.8246 624.3322
A_24_P12 NM_0154 Homo sapieKBTBD2,B 1.55688 2.21E-06 1.55688 654.5256 1022.419
A_23_P16 NM_0055 interferon, gIFI16,PYHI 1.5565 5.42E-19 1.5565 4521.231 7025.096
A_24_P85 NM_1942 Homo sapieC14orf43, 1.55615 9.72E-07 1.55615 4078.323 6323.132
A_23_P31 AB051518 KIAA1731 KIAA1731 1.55581 0.00099 1.55581 1564.527 2505.506
A_23_P11 AB029038 Homo sapieKIAA1115 1.55562 0.00098 1.55562 267.0073 413.4122
A_32_P64 NM_1526 Chromoso FLJ35382 1.5554 9.23E-20 1.5554 1072.443 1668.295
A_32_P169243 Unknown A_32_P16 1.55532 1.77E-19 1.55532 849.0574 1320.675
A_23_P40 NM_0156 Homo sapieZBTB20,H 1.55451 2.87E-07 1.55451 4779.909 7427.652
A_23_P14 NM_0036 Homo sapiePDLIM4,RI 1.5545 8.78E-22 1.5545 11046.36 17182.64
A_23_P24 NM_0184 Homo sapieC10orf110 1.55423 0.00006 1.55423 318.0661 495.0299
A_23_P13 NM_1452 Homo sapieZNF627,F 1.55405 9.44E-06 1.55405 766.5386 1195.995
A_23_P13 NM_0314 Homo sapieITCH,AIF4, 1.55353 8.41E-07 1.55353 1201.938 1876.263
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A_23_P170719 Unknown A_23_P17 1.55337 5.26E-10 1.55337 358.2748 556.5729
A_23_P20 NM_0158 methyl-Cp MBD1,RF 1.55288 1.52E-12 1.55288 609.532 947.6564
A_32_P95 BX090181 Transcribe BX090181 1.55282 1.34E-06 1.55282 13287.77 20630.85
A_32_P181513 Unknown A_32_P18 1.55249 9.15E-08 1.55249 494.3019 769.6096
A_23_P23 U79751 Basic leuci BLZF1 1.55236 5.22E-14 1.55236 1949.233 3030.421
A_23_P11 M21963 Major hist HLA-C 1.55211 9.32E-15 1.55211 61302.63 94808.61
A_24_P15 NM_0313 DEAD (As DKFZP56 1.55205 0.0004 1.55205 428.8297 669.0166
A_32_P75 AK128746 Hypothetic LOC39974 1.55165 2.45E-07 1.55165 1912.642 2958.496
A_23_P16 NM_0045 Homo sapieHRB,RAB,R 1.55132 2.52E-22 1.55132 7004.417 10857.5
A_23_P125109 Unknown A_23_P12 1.55045 1.90E-11 1.55045 16070.43 24835.43
A_23_P78 NM_0177 Homo sapieFBXL12,F 1.55034 1.89E-12 1.55034 1741.466 2697.339
A_23_P16 NM_1826 Homo sapieUTY,UTY1 1.54992 0.0008 1.54992 180.877 280.3763
A_24_P61 NM_0147 KIAA0187 gBMS1L,KI 1.54822 0.00023 1.54822 500.967 779.9513
A_24_P91 AK022299 Hypothetic LOC14818 1.54796 0.00016 1.54796 229.8544 354.793
A_23_P90 NM_0252 Homo sapiePBX4 1.54756 0.00003 1.54756 387.9561 600.877
A_23_P37 NM_0150 88-kDa gol GOLGA8A 1.54709 1.96E-06 1.54709 429.9352 666.0457
A_23_P11 AB029039 RNA bindi RBM16 1.54696 6.87E-08 1.54696 1963.763 3024.954
A_23_P41 NM_0063 Chromoso C13orf24 1.54655 0.00004 1.54655 671.5397 1042.92
A_23_P21 AK094968 Interferon, IFI16 1.54614 6.52E-23 1.54614 8420.968 13011.25
A_23_P25 X78926 Similar to HZF3 1.54567 3.21E-22 1.54567 3157.927 4884.132
A_32_P11 NM_1984 Homo sapieCTAGE4 1.54545 1.80E-06 1.54545 2189.127 3420.031
A_24_P38 NM_0031 ribosomal RPS6KB1,S 1.54517 3.46E-18 1.54517 1680.097 2599.349
A_24_P24 AF116642 Homo sapiePRO1618 1.54316 0.00077 1.54316 165.0383 254.2592
A_23_P10 NM_0028 Homo sapiePTPRH,S 1.54256 0.00001 1.54256 419.4432 647.1043
A_23_P41 NM_0186 Homo sapieETNK1,E 1.54196 5.64E-06 1.54196 815.0502 1256.626
A_23_P10 AF454744 Zinc finger ZNF473 1.54153 1.27E-09 1.54153 406.2068 626.2634
A_24_P57 AK025344 Homo sapieAK025344 1.54103 7.51E-12 1.54103 3665.346 5674.625
A_32_P12372 ALU1_HU THC19187 1.53997 0.00081 1.53997 1218.94 1860.677
A_24_P28 NM_0150 GTPase re ARHGAP26 1.53936 4.79E-16 1.53936 725.97 1116.956
A_23_P39 AL832556 Hypothetic LOC28533 1.5392 9.21E-06 1.5392 300.308 461.6477
A_23_P21 NM_0022 Homo sapieKPNA4,QI 1.53903 7.31E-08 1.53903 2172.978 3384.957
A_23_P57 AF288741 Oxysterol OSBP2 1.53858 0.0009 1.53858 204.2804 315.5301
A_23_P90 NM_0221 TIA1 cytot TIA1 1.5376 9.67E-06 1.5376 592.7667 917.2528
A_24_P913629 Unknown A_24_P91 1.53708 3.28E-06 1.53708 720.6307 1110.599
A_23_P20 NM_0053 Homo sapieLMO7,LO 1.53703 2.82E-10 1.53703 940.4226 1446.862
A_23_P21 NM_0332 Homo sapieTRIM15,R 1.53697 4.78E-08 1.53697 315.3336 484.6726
A_23_P31 AK024388 Homo sapieFGFR1,H2 1.53571 0.00061 1.53571 201.4431 309.9479
A_23_P74 NM_0158 Homo sapieWARS2,Tr 1.53544 6.65E-18 1.53544 1604.605 2467.396
A_23_P12 NM_1533 Homo sapieC10orf89, 1.53441 8.16E-09 1.53441 703.3065 1083.212
A_24_P36 AK023023 WD repeat WDR26 1.53401 2.20E-21 1.53401 1594.707 2445.164
A_23_P32 NM_0058 Homo sapieTOPORS, 1.53308 2.47E-06 1.53308 659.681 1018.259
A_32_P41 NM_1334 Homo sapieCTGLF1, 1.5326 8.00E-09 1.5326 386.6925 592.5968
A_24_P55 BC038432 Retinoic a RARA 1.53226 0.00067 1.53226 849.8386 1296.748
A_32_P80 AK096255 CDNA FLJ3AK096255 1.53213 0.00002 1.53213 585.5454 901.083
A_32_P4882 Unknown A_32_P48 1.53187 5.67E-14 1.53187 9216.947 14189.17
A_23_P41 NM_1450 Homo sapieC18orf25, 1.53179 0.00073 1.53179 595.3109 915.8627
A_24_P21 NM_0164 hypothetic C9orf156, 1.53035 0.00001 1.53035 261.949 401.3854
A_24_P367421 MP10_HU THC19471 1.52963 0.00001 1.52963 723.0588 1119.056
A_23_P79 NM_0529 Homo sapieNOSTRIN, 1.52961 3.51E-13 1.52961 1065.154 1628.756
A_24_P30 NM_0247 MICAL-lik MICAL-L2 1.52931 2.40E-12 1.52931 3843.965 5893.679
A_24_P28 AF173886 ALL1 fuse AF5Q31 1.52874 1.23E-08 1.52874 1173.685 1802.499
A_23_P97 AB046826 Hypothetic FLJ20203 1.5281 1.29E-17 1.5281 2665.466 4068.42
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A_24_P230416 Unknown A_24_P23 1.5278 1.12E-10 1.5278 8088.12 12441.46
A_32_P41 AK092942 Hypothetic AK092942 1.52769 0.00015 1.52769 750.11 1148.079
A_23_P45 NM_0806 Homo sapieUPF3B,U 1.52757 9.01E-06 1.52757 2780.551 4325.461
A_23_P21 NM_0177 hypothetic ZNF673,F 1.52738 0.00002 1.52738 1305.182 2008.333
A_23_P25 NM_0020 Homo sapieGOLGA4, 1.52564 4.20E-08 1.52564 2308.866 3540.629
A_24_P40 NM_0034 zinc finger ZNF141,D 1.52507 2.54E-06 1.52507 585.2802 892.5503
A_23_P14 NM_0211 Homo sapieHES4 1.52471 1.19E-16 1.52471 11131.62 16983.88
A_23_P13 NM_0017 Homo sapieCDK7,CA 1.52447 5.14E-23 1.52447 10023.54 15275.34
A_23_P78 NM_0182 Homo sapieSTATIP1, 1.52434 9.95E-11 1.52434 11807.14 17926.23
A_24_P43 NM_0146 gene predi MAD2L1B 1.52397 1.80E-21 1.52397 3266.928 4980.384
A_24_P68 NM_0210 Homo sapieUBC,HMG2 1.52342 5.30E-06 1.52342 367271.1 561075.8
A_23_P30 NM_0021 HLA-G his HLA-G,MH 1.52246 0.00022 1.52246 371.8549 566.687
A_23_P14 NM_0217 Homo sapieAVPI1,VIP3 1.52191 5.88E-15 1.52191 16348.49 24830.12
A_24_P12 NM_0182 hypothetic TMEM39A, 1.52132 3.29E-09 1.52132 841.5441 1282.616
A_24_P85 BC063702 SEC31-lik SEC31L1 1.5211 1.28E-06 1.5211 232.3975 353.46
A_23_P48 NM_0245 Homo sapieADIPOR2, 1.52041 8.78E-13 1.52041 5205.135 7916.651
A_23_P43 NM_1525 Homo sapieSRFBP1,P 1.51977 5.67E-06 1.51977 2388.707 3631.292
A_23_P21 NM_0046 Homo sapieUSP9X,D 1.51975 1.48E-11 1.51975 16320.42 24667.48
A_24_P44 NM_0149 KIAA0872 MON1B,H 1.51927 1.23E-12 1.51927 1557.832 2376.478
A_23_P20 NM_01831 Homo sapieSAPS3,S 1.51922 5.26E-08 1.51922 544.1015 828.4677
A_24_P20 NM_2033 Homo sapieACSL5,AC 1.51922 3.99E-09 1.51922 1061.475 1622.112
A_23_P30 BC001864 Inositol he IHPK2 1.51856 1.02E-07 1.51856 11260.54 17084.19
A_23_P10 NM_0042 Homo sapieTRIP11,C 1.51836 7.72E-08 1.51836 2349.135 3609.834
A_24_P68 NM_00471 serological SDCCAG1 1.51819 1.65E-09 1.51819 7154.721 10926.47
A_24_P932706 Unknown A_24_P93 1.51728 0.00085 1.51728 454.1641 693.3776
A_23_P21 NM_1453 Homo sapieOSBPL3, 1.51705 0.00001 1.51705 902.9356 1382.804
A_23_P20 NM_01481 centrosom CAP350,g 1.51703 1.98E-09 1.51703 1318.765 2013.464
A_23_P52 NM_0067 Homo sapieEHD1,PA 1.51686 6.60E-09 1.51686 5192.477 7890.539
A_32_P10 NM_0020 guanylate GBP1 1.51647 0.00005 1.51647 686.6461 1049.345
A_23_P43 NM_14471 Homo sapieSEPT10,F 1.51637 6.64E-13 1.51637 8235.92 12546.45
A_23_P25 NM_0070 Homo sapieTBC1D8,A 1.51629 5.87E-10 1.51629 1732.364 2635.018
A_24_P27 NM_0528 hypothetic MGC4677, 1.51621 4.19E-11 1.51621 7998.434 12205.72
A_24_P24 NM_0219 zinc finger ZNF277,N 1.51579 1.03E-17 1.51579 1944.154 2950.44
A_32_P21 BM921567 Transcribe BM921567 1.51514 0.00004 1.51514 273.9085 414.7975
A_23_P49 NM_0328 hypothetic MGC1437 1.51466 1.05E-09 1.51466 601.8012 912.4059
A_24_P83 NM_1981 Homo sapieASTN2,KI 1.51458 7.83E-09 1.51458 15470.14 23531.61
A_23_P25 NM_03241 putative nu ORF1-FL49 1.51456 3.08E-20 1.51456 12525.46 18956.16
A_23_P43 AB029040 KIAA1117 KIAA1117 1.5143 4.37E-08 1.5143 877.042 1332.632
A_23_P74 NM_0056 Homo sapieTAF1A,SL 1.51351 8.30E-09 1.51351 1758.741 2683.581
A_23_P42 NM_0324 ligand-dep MLR2,LC 1.51248 7.92E-08 1.51248 1119.362 1709.874
A_24_P89 NM_0034 zinc finger ZNF189 1.51247 0.00001 1.51247 582.6848 886.8942
A_24_P28 AB002303 Zinc finger ZFYVE16 1.51198 7.48E-08 1.51198 767.9166 1165.839
A_23_P35 AB037838 Inhibitor of IBTK 1.51169 2.20E-09 1.51169 6833.825 10407.7
A_24_P30 NM_0071 WW domai WBP4,FB 1.51165 0.00004 1.51165 247.7787 374.1079
A_23_P14 BC036033 Ribosomal RPS6KB1 1.51111 1.12E-11 1.51111 2209.465 3348.413
A_24_P40 NM_0166 HDCMC28 C20orf6,A 1.51087 0.00002 1.51087 1134.019 1735.887
A_23_P32 AK075506 Midnolin MIDN 1.51053 2.72E-09 1.51053 1038.78 1563.436
A_32_P45 AB019569 Glycoprote CGA 1.51042 0.00052 1.51042 153.6375 232.008
A_24_P20 NM_0162 zinc finger ZNF588,Z 1.50994 8.30E-16 1.50994 665.1969 1004.341
A_32_P22 AB020719 KIAA0912 Cep152 1.50992 0.00037 1.50992 555.0883 842.6696
A_23_P42 NM_0047 Homo sapiePPARBP, 1.50917 2.61E-19 1.50917 7105.992 10733.89
A_32_P12 BC024745 Homo sapieLOC39988 1.50866 1.86E-09 1.50866 611.4249 922.3872
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A_23_P88 NM_1720 Homo sapieCATSPER2 1.50865 0.00032 1.50865 342.9828 517.4163
A_24_P30 NM_0050 reelin RELN,RL 1.50805 0.00002 1.50805 588.3051 891.9547
A_24_P41 NM_1993 Homo sapieFLJ35171 1.50745 2.07E-10 1.50745 508.7554 767.212
A_23_P68 NM_0162 mammalia IHPK2,PiUS 1.50703 0.00009 1.50703 275.285 415.6834
A_23_P19 NM_0324 serine/thre STK19,G1 1.50681 2.33E-13 1.50681 676.6915 1019.693
A_23_P105732 Unknown A_23_P10 1.50671 1.20E-08 1.50671 30960.64 46398.15
A_24_P77 NM_0041 heat shock HSPA9B, 1.50632 1.85E-14 1.50632 18625.47 27983.04
A_23_P43 NM_1758 Homo sapieEXOC8,E 1.50631 1.49E-09 1.50631 808.782 1222.373
A_23_P31 NM_0189 major hist HLA-F,HL 1.50612 1.17E-09 1.50612 12574.19 18846.62
A_24_P94 NM_00341 zinc finger ZFY 1.50594 0.00001 1.50594 474.5698 715.1406
A_24_P738130 27486 ML THC19657 1.50594 0.00006 1.50594 677.3572 1023.867
A_23_P10 AK000707 Hepatoma HDGF2 1.5054 9.26E-11 1.5054 8018.044 12102.71
A_24_P11 NM_1785 Homo sapieZNF678,MG 1.50492 0.0005 1.50492 371.1398 559.2559
A_24_P69 BC014776 Hypothetic MGC4677 1.50485 5.04E-08 1.50485 7715.346 11731.86
A_23_P13 NM_0139 chloride int CLIC4,H1, 1.50433 1.18E-17 1.50433 7854.102 11823.02
A_24_P34 NM_0328 Homo sapieC6orf111, 1.50433 2.33E-06 1.50433 4634.142 7060.296
A_23_P13 NM_0252 Homo sapieTHUMPD2 1.50417 1.53E-12 1.50417 1468.835 2216.333
A_24_P92 AJ584699 Ras associ RAPH1 1.50401 0.00003 1.50401 2218.919 3376.21
A_23_P56 NM_0057 Homo sapieDHRS9,R 1.50368 3.35E-06 1.50368 586.1893 883.3871
A_23_P11 AL136837 Hypothetic DKFZp434 1.50354 5.65E-09 1.50354 3809.523 5734.561
A_32_P10067 Unknown A_32_P10 1.50333 9.80E-09 1.50333 997.2343 1505.142
A_24_P17 NM_0064 LIM protei PDLIM5,L 1.50291 0.00083 1.50291 449.9465 679.5093
A_23_P25 NM_0216 apoptosis i FKSG2 1.50271 2.56E-08 1.50271 21325.79 32344.38
A_24_P16 NM_1984 Homo sapieCTAGE4 1.50244 2.93E-10 1.50244 2913.644 4396.2
A_23_P74 NM_03321 Zinc finger MGC1246 1.50167 1.45E-09 1.50167 1201.08 1798.169
A_24_P91 AF287958 Major hist HLA-A 1.50132 9.44E-08 1.50132 8581.838 12809.38
A_32_P32 NM_0176 hypothetic FAM29A, 1.50106 5.84E-17 1.50106 1592.77 2388.637
A_23_P19 NM_0033 Homo sapieVIL2,CVL, 1.50061 1.78E-12 1.50061 6101.257 9170.651
A_23_P21 NM_0018 clusterin (c CLU,CLI,A 1.50004 4.05E-21 1.50004 2912.262 4367.936
A_23_P13 NM_0011 Homo sapieACTB 1.49989 1.69E-07 1.49989 92508.87 137507.8
A_24_P31 NM_0021 HLA-G his HLA-G,MH 1.49975 5.15E-15 1.49975 37195.11 55669.41
A_23_P13 NM_0151 Homo sapieSNF1LK2, 1.49956 3.19E-06 1.49956 473.9672 710.23
A_23_P53 NM_0132 Homo sapieZNF215,B 1.49898 4.33E-07 1.49898 573.832 862.4192
A_32_P76 NM_0165 TU12B1-T TU12B1-T 1.49865 2.17E-08 1.49865 375.3974 562.5839
A_23_P35 NM_1526 Homo sapieZNF567,MG 1.49859 7.84E-06 1.49859 687.9818 1033.322
A_24_P10 NM_2055 Homo sapieALS2CR1 1.4969 0.00019 1.4969 754.3051 1141.846
A_23_P40 NM_0039 Homo sapieBTAF1,M 1.49661 7.35E-12 1.49661 622.9719 932.4554
A_24_P63 NM_0062 protein ph PPP1R2,I 1.49637 1.39E-08 1.49637 1003.55 1511.101
A_23_P14 NM_0321 implantatio DKFZp564 1.49603 4.55E-16 1.49603 1093.301 1636.989
A_23_P16 NM_01451 Homo sapieCNOT2,N 1.49581 3.30E-09 1.49581 6112.662 9214.27
A_23_P21 AK025201 Nuclear tr NFYA 1.49563 2.57E-08 1.49563 698.6526 1047.994
A_24_P36 NM_1980 golgi auto FLJ40113,F 1.49545 1.18E-08 1.49545 1031.406 1546.821
A_23_P14 NM_0806 similar to MGC1733 1.49521 1.85E-19 1.49521 2568.308 3838.202
A_32_P16 NM_1984 Homo sapieCTAGE4 1.49503 2.73E-09 1.49503 3657.775 5493.891
A_24_P22 BX537874 Hypothetic DKFZp313 1.49473 0.00078 1.49473 612.1935 922.8817
A_32_P96 NM_0032 tumor prot TPT1,HRF 1.49462 2.73E-22 1.49462 121094.8 180983.8
A_32_P12 NM_0806 similar to MGC1733 1.49442 2.20E-15 1.49442 2376.934 3545.802
A_24_P20 NM_0166 HDCMC28 C20orf6,A 1.49435 0.00057 1.49435 1280.54 1955.404
A_24_P65 BX648822 KIAA0912 Cep152 1.4943 0.00011 1.4943 327.9558 490.8158
A_23_P12 NM_0124 SET doma SETDB1,E 1.4943 1.95E-08 1.4943 4807.502 7211.328
A_23_P31 AY055760 Decay acc DAF 1.49345 0.00019 1.49345 833.7439 1246.583
A_24_P35 AB051895 Epiplakin 1 EPPK1 1.49335 6.35E-06 1.49335 690.0231 1027.193



2 8 R
3

9 4
5 9 C
1 p
0 c
0 7
7 6 o

7 6 A
8 n
4 5 A
5 5
4
7 0
5 8 G
0 9 L
2 0 P
1 L
3
8 t
6 9 e

4 2 O
3

8 8 b 2
9 5
7 7 Z

9
1
8
9 9 e

3
1 7 1
3
2 0 A
0 9 ,
9 5 C
0 9
9 4 C
3 3 c C
7 0 K

M
9 n
9 8 C
8 3 c S

5
3 8 L
7 8
1 N
8 6 a N

A_23_P35 NM_0063 Homo sapieCDRT1,H 1.49332 0.00012 1.49332 306.5038 457.5023
A_32_P213946 Unknown A_32_P21 1.49278 7.81E-09 1.49278 549.4832 821.2231
A_24_P40 NM_0058 Homo sapieMYCPBP,I 1.49166 2.65E-06 1.49166 439.6249 656.5051
A_23_P15 NM_0029 Homo sapieCXCL6,G 1.49166 0.00096 1.49166 177.1367 264.4823
A_32_P10 AB095935 Ankyrin re FLJ35740 1.49105 0.00036 1.49105 836.2965 1266.651
A_23_P33 BC007197 Nuclear fa NFKBIB 1.4909 0.00087 1.4909 310.0558 464.3127
A_23_P28 NM_1723 Homo sapieELF1 1.49085 5.91E-16 1.49085 1773.068 2644.029
A_24_P33 NM_0047 serine/thre STK17A,DR 1.49078 1.17E-13 1.49078 4948.983 7402.049
A_32_P192615 Unknown THC18582 1.49063 5.90E-13 1.49063 4468.371 6680.865
A_24_P31 NM_0145 zinc finger ZFP95,KI 1.4906 0.00021 1.4906 313.5217 466.3171
A_32_P10 AY354203 RAN-bindi LOC40096 1.48998 3.68E-08 1.48998 890.0779 1328.521
A_23_P20 NM_0062 Homo sapiePRKAB1, 1.48979 0.00004 1.48979 580.6814 869.2588
A_23_P25 NM_0049 Homo sapieEBI2 1.48959 3.59E-09 1.48959 373.2026 555.9122
A_32_P33 XM_29282 similar to h LOC34296 1.48958 4.44E-06 1.48958 229.8835 342.4524
A_32_P58 NM_1458 TL132 prot LOC22059 1.48948 0.00001 1.48948 1199.981 1809.673
A_32_P22 NM_1824 Homo sapieCPEB2,M 1.48947 0.00007 1.48947 261.109 389.3533
A_23_P28 NM_1446 Homo sapieZNF558,F 1.48853 1.90E-06 1.48853 698.6563 1042.069
A_23_P65 NM_0143 Homo sapieTGDS,TD 1.48768 0.00029 1.48768 2088.095 3165.599
A_23_P91 NM_14471 Homo sapieSEPT10,F 1.48757 0.0001 1.48757 393.5308 585.967
A_24_P94 U92014 Human clo U92014 1.48743 0.00048 1.48743 1546.786 2352.534
A_24_P41 BC020891 HLA-G his HLA-G 1.48668 6.00E-18 1.48668 16031.92 23864.88
A_24_P30 NM_0032 tumor prot TPT1,HRF 1.48583 7.04E-09 1.48583 116819.5 172369.9
A_23_P117912 AY059636 THC20037 1.48558 8.26E-13 1.48558 2228.01 3311.226
A_23_P20 NM_0212 Homo sapieNTN4,PR 1.48427 2.63E-07 1.48427 468.4821 696.1898
A_24_P733308 Unknown A_24_P73 1.48424 0.00008 1.48424 669.6811 994.0532
A_32_P104053 Unknown THC19019 1.48355 0.00009 1.48355 1923.218 2889.621
A_24_P16 NM_0031 TATA box TAF2,TAF 1.48299 2.02E-06 1.48299 904.1952 1349.558
A_24_P64 NM_0216 SMA4 SMA4 1.48286 3.71E-06 1.48286 292.8613 434.2119
A_23_P15 NM_0158 Homo sapieAZIN1,OA 1.48235 2.33E-09 1.48235 5288.497 7898.751
A_32_P179646 Unknown A_32_P17 1.48202 0.00002 1.48202 286.1702 424.1829
A_23_P14 AK057783 Zinc finger ZNF18 1.48097 0.00093 1.48097 657.9434 977.6782
A_23_P20 NM_02431 Homo sapieLENG1 1.48072 1.88E-06 1.48072 335.0318 496.3089
A_24_P17 NM_0032 tumor prot TPT1,HRF 1.48068 5.99E-11 1.48068 207604.3 305774.3
A_32_P213002 Unknown A_32_P21 1.48066 2.46E-06 1.48066 2570.928 3751.505
A_23_P11 NM_0066 MHC class HCP5,P5- 1.4806 5.02E-07 1.4806 529.8046 783.9779
A_32_P22 NM_05291 Establishm ESCO1 1.47982 0.00027 1.47982 4268.537 6290.75
A_23_P88 NM_0161 Homo sapieSCFD1,R 1.4798 1.77E-16 1.4798 6742.563 9965.407
A_23_P12 NM_0242 Homo sapieC20orf149 1.47979 1.05E-14 1.47979 29864.89 44278.06
A_23_P49 NM_0012 Homo sapieCDC6,CD 1.47973 6.68E-18 1.47973 4948.337 7316.507
A_23_P10 NM_1449 Homo sapieARL2L1,MG 1.47943 0.00008 1.47943 504.5033 750.101
A_23_P23 NM_0249 Homo sapieC10orf97, 1.4793 0.00003 1.4793 1024.64 1531.506
A_23_P31 NM_0065 nuclear re NCOA3,A 1.47915 0.00008 1.47915 2598.658 3861.517
A_23_P13 NM_0208 Homo sapieSIPA1L2, 1.47914 0.00003 1.47914 251.0347 371.1529
A_24_P174824 ALU4_HU THC19983 1.47863 6.82E-13 1.47863 2696.546 3999.515
A_24_P40 AK056071 Fibronecti FNDC3A 1.47809 0.00008 1.47809 886.2955 1300.598
A_23_P11 NM_0201 Homo sapieCNNM4,A 1.47795 0.00002 1.47795 2269.636 3356.123
A_24_P32 NM_0072 SP140 nu SP140,LY 1.47791 0.00028 1.47791 1442.397 2168.747
A_24_P50567 Unknown A_24_P50 1.47782 1.07E-11 1.47782 119452.5 175685.3
A_24_P83 NM_1785 Homo sapieWDFY3,A 1.47774 0.00003 1.47774 700.413 1036.725
A_23_P13 NM_0065 Homo sapieGMEB1,PIF 1.47708 5.33E-07 1.47708 823.2145 1217.926
A_23_P21 AY358828 SLIT and SLITRK2 1.47701 8.85E-08 1.47701 44203.55 64877.7
A_24_P51 NM_0224 hypothetic AZI2,AZ2, 1.47692 3.14E-06 1.47692 883.9894 1314.516
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A_23_P11 NM_0187 Homo sapieTRIM36,R 1.47655 4.18E-08 1.47655 289.6379 427.6678
A_23_P78975 Unknown A_23_P78 1.47586 8.28E-18 1.47586 34660.62 51103.95
A_24_P255252 Unknown ENST000 1.47569 7.50E-14 1.47569 161262.4 237196.9
A_32_P20 BC007307 Hypothetic LOC91664 1.47531 2.68E-11 1.47531 1008.121 1488.858
A_24_P28 NM_00361 mitogen-a MAP4K3, 1.47499 0.00084 1.47499 197.2927 291.4759
A_32_P97 AF086126 Chromoso LOC14617 1.47492 0.00002 1.47492 1232.812 1836.589
A_23_P20 NM_0321 Homo sapiePPP1R12 1.47371 0.00004 1.47371 1281.219 1900.69
A_32_P44 NM_0048 absent in AIM2,PYH 1.47351 0.00007 1.47351 293.4929 431.9042
A_24_P69 AK022339 Seryl-tRN SARS 1.47243 3.82E-06 1.47243 904.4276 1339.876
A_24_P24 NM_0151 Homo sapieBAT2D1,XT 1.47194 1.95E-10 1.47194 11459.89 16960.29
A_24_P86 NM_0145 putative R RABGEF1 1.47151 8.89E-11 1.47151 546.4772 804.0888
A_23_P35 NM_0039 Homo sapieSOCS3,CI 1.47141 3.33E-17 1.47141 1882.828 2767.86
A_23_P10 NM_0133 zinc finger ZNF223 1.47105 0.00015 1.47105 299.9697 441.4059
A_32_P200586 Unknown A_32_P20 1.47055 0.00003 1.47055 237.9234 349.9132
A_24_P37 NM_0064 step II spli SLU7,hSlu7 1.46972 2.01E-14 1.46972 2100.429 3082.186
A_23_P42 NM_1336 Homo sapieRHOV,Ch 1.46892 1.38E-17 1.46892 2007.936 2949.669
A_24_P38 NM_0046 myotubula MTMR4,Z 1.46806 1.70E-08 1.46806 3623.104 5356.48
A_24_P842962 Unknown THC19599 1.46693 0.00033 1.46693 488.3462 718.4134
A_24_P21 NM_0065 protein tyr PTPRE,P 1.46661 0.00037 1.46661 737.0237 1097.928
A_24_P40 NM_0247 hypothetic WDR78,F 1.46657 0.00005 1.46657 356.227 522.6146
A_23_P38 AL080138 Structural KIAA0650 1.46618 6.86E-08 1.46618 1245.594 1833.792
A_24_P40 NM_1750 Homo sapiePILRB,FD 1.4654 3.35E-12 1.4654 1835.885 2695.354
A_24_P89 NM_0212 ring finger TRIM39,T 1.46488 1.09E-06 1.46488 533.2124 782.676
A_23_P29 NM_0165 Homo sapieMBIP 1.4648 8.09E-06 1.4648 1525.766 2254.322
A_23_P10 NM_0176 aftiphilin pr AFTIPHILI 1.46476 0.00005 1.46476 1222.63 1819.236
A_24_P13 NM_0005 von Hippel VHL,RCA1 1.46421 8.55E-13 1.46421 899.8254 1316.044
A_24_P11 NM_0248 hypothetic C17orf41, 1.46421 0.00078 1.46421 454.994 668.6748
A_24_P92 BG429154 MRNA; cD ZNF21 1.46419 0.00047 1.46419 223.1057 326.535
A_24_P33 NM_0145 nuclear au STRN3,S 1.46417 1.88E-06 1.46417 1523.687 2252.446
A_32_P703 Unknown A_32_P70 1.46406 0.0004 1.46406 284.9039 417.5745
A_32_P108203 Unknown A_32_P10 1.46376 5.26E-08 1.46376 773.0654 1131.326
A_24_P773958 Unknown A_24_P77 1.46321 0.00003 1.46321 267.4283 391.3896
A_24_P48 NM_03141 GABA(A) r GABARAP 1.46288 4.77E-09 1.46288 367.0149 536.9005
A_23_P30 NM_1471 A kinase ( AKAP9 1.46268 1.93E-06 1.46268 1967.179 2887.506
A_23_P12 NM_0240 hypothetic MGC3130, 1.46188 2.78E-08 1.46188 358.2635 523.7629
A_23_P21 NM_1527 hypothetic MGC3321 1.46107 2.05E-06 1.46107 848.0567 1247.638
A_23_P25 NM_00261 Homo sapiePEX13,Z 1.46099 1.01E-09 1.46099 1921.128 2812.621
A_24_P85 NM_1814 Homo sapieGCC2,GC 1.46077 0.00002 1.46077 872.4155 1279.91
A_32_P47 BC060766 Solute carr SLC2A14 1.46076 0.00075 1.46076 770.6965 1119.517
A_32_P234570 Unknown THC19462 1.46059 4.27E-12 1.46059 29101.57 42441.88
A_23_P25 NM_0038 Homo sapieRIPK2,RI 1.46055 7.16E-11 1.46055 2769.163 4054.395
A_23_P15 NM_1825 Homo sapieZNF595,F 1.45906 1.41E-08 1.45906 337.6735 492.6801
A_24_P58 NM_0211 Homo sapieZNF273,H 1.459 0.0001 1.459 413.1715 603.1066
A_23_P30 NM_0071 Homo sapiePOLI,RAD 1.45891 0.00033 1.45891 623.2454 916.2393
A_23_P12 NM_0019 Homo sapieF3,TF,TF 1.45884 9.61E-06 1.45884 595.9379 871.3471
A_23_P50 AB027121 Chromoso C18orf12 1.45868 7.51E-08 1.45868 16509.98 24176.51
A_23_P62 NM_0246 Ischemia/r FLJ23476 1.45856 1.99E-18 1.45856 5045.932 7361.698
A_24_P36 NM_00361 solute carri SLC4A7,NB 1.45765 0.00023 1.45765 883.8604 1304.451
A_23_P34 NM_0207 Homo sapieCCPG1,C 1.45758 0.00002 1.45758 263.147 383.4154
A_24_P562242 Unknown A_24_P56 1.45751 0.00006 1.45751 550.8062 805.4159
A_24_P45 L40520 (clone DR L40520 1.45733 0.00035 1.45733 261.65 380.5688
A_23_P39 NM_0165 HBV pX a HBXAP,R 1.45726 1.73E-11 1.45726 1174.56 1716.818
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A_23_P11 NM_0163 Homo sapieIRX4 1.45676 0.00046 1.45676 730.2277 1072.529
A_24_P70 D55639 Kynurenin KYNU 1.45667 5.06E-06 1.45667 2035.122 2971.781
A_23_P87 NM_0028 Homo sapiePTPN12,PT 1.45594 9.36E-09 1.45594 3748.468 5499.048
A_23_P59 NM_0000 Homo sapieCLCN1,CL 1.45586 7.46E-13 1.45586 4007.136 5839.652
A_24_P68 BC043212 Hypothetic BC043212 1.45585 0.00001 1.45585 649.6814 950.9578
A_23_P10 NM_0021 Homo sapieHOXB2,K 1.45561 3.28E-06 1.45561 429.1046 624.9387
A_23_P13 NM_0003 retinitis pig RPGR,CR 1.45499 2.71E-07 1.45499 987.5922 1442.424
A_23_P15 NM_1706 Homo sapieTGIF,HPE 1.45455 0.0001 1.45455 1726.4 2538.704
A_23_P20 NM_0058 Homo sapieSTAM2,H 1.45416 3.10E-10 1.45416 556.3451 808.9818
A_23_P63 NM_0151 Homo sapiePOGZ,SU 1.45357 0.00005 1.45357 5912.255 8704.005
A_24_P17 NM_0132 muskelin 1 MKLN1,FLJ 1.45318 2.65E-07 1.45318 670.9058 978.0252
A_24_P32 XM_37056 Homo sapieARL4P,AR 1.45299 0.00019 1.45299 536.8118 783.5273
A_24_P414376 Unknown THC20025 1.45296 0.00002 1.45296 925.0235 1357.261
A_23_P54 NM_0312 Testis exp TEX14 1.45296 0.00037 1.45296 199.8192 290.4633
A_24_P34 NM_1452 Homo sapieZNF625 1.45276 0.00005 1.45276 364.5184 529.7319
A_32_P13 AB051515 TPR doma TANC 1.45257 1.55E-07 1.45257 1823.704 2659.921
A_23_P82 BC013179 TWIST nei TWISTNB 1.45187 0.00006 1.45187 6024.486 8902.406
A_24_P54 NM_0160 CGI-100 p TMED5,C 1.45185 0.00001 1.45185 4587.606 6751.427
A_23_P27 NM_0189 Homo sapieUBB,MGC 1.45151 1.29E-09 1.45151 238999.8 345405.5
A_23_P39 NM_0048 CBF1 interaCIR 1.45079 7.67E-17 1.45079 1408.239 2042.714
A_23_P15 BC052980 CGG triple CGGBP1 1.45075 3.03E-15 1.45075 5552.533 8068.344
A_24_P33 NM_1523 hypothetic MGC4015 1.45002 8.45E-14 1.45002 5699.176 8251.748
A_24_P33 AL133018 Hypothetic AL133018 1.44971 2.16E-13 1.44971 2563.552 3723.815
A_32_P32 NM_0220 hypothetic C10orf84, 1.44902 9.38E-10 1.44902 3827.767 5576.523
A_24_P100695 Lipin 3 (Li LPIN3 1.44893 0.00001 1.44893 770.5655 1108.265
A_24_P23 NM_0318 microtubul MAP2,MA 1.44889 0.00031 1.44889 309.0507 447.211
A_23_P14 NM_00471 Homo sapieSDCCAG1 1.44858 1.16E-08 1.44858 3337.045 4862.627
A_23_P89 NM_0036 Homo sapieCBX4,PC2 1.44853 0.00002 1.44853 2201.776 3192.909
A_23_P11 NM_0057 Homo sapieCEBPZ,C 1.44843 8.06E-17 1.44843 8088.959 11706.99
A_23_P11 NM_0064 step II spli SLU7,hSlu7 1.44839 1.72E-18 1.44839 2962.407 4291.33
A_23_P93 NM_0165 Homo sapieGLULD1,LG 1.44814 8.65E-18 1.44814 2351.998 3407.16
A_23_P77 NM_01761 Homo sapieRNF111,A 1.44799 0.0007 1.44799 1185.45 1711.584
A_23_P89 NM_0162 Homo sapieRNF138,HS 1.44777 8.75E-09 1.44777 2236.24 3259.878
A_32_P52 NM_1456 Homo sapieLPIN1,KIA 1.44762 2.63E-08 1.44762 3851.161 5605.496
A_23_P75 NM_1458 Homo sapieTRAF6,RN 1.44718 0.00008 1.44718 883.4636 1275.116
A_23_P62 NM_00341 Homo sapieZFY 1.44669 0.00032 1.44669 471.5776 683.6616
A_23_P29 NM_0154 transcripti WWTR1,T 1.44632 1.27E-09 1.44632 2030.156 2939.265
A_23_P12 NM_00541 Homo sapieSEPP1,SeP 1.44617 2.74E-10 1.44617 2152.404 3121.518
A_23_P41 NM_1524 hypothetic FLJ35779,M 1.44563 7.49E-08 1.44563 1228.745 1781.076
A_24_P24 AK098175 Zinc finger ZNF283 1.44469 5.86E-06 1.44469 449.6576 649.3402
A_32_P167883 ALU7_HU THC19703 1.44448 0.00005 1.44448 277.705 401.0748
A_32_P78 NM_1445 Homo sapieC14orf32, 1.44442 3.32E-09 1.44442 2057.679 2984.289
A_23_P10 NM_0250 hypothetic ZNF614,F 1.44412 1.18E-10 1.44412 616.9642 891.2958
A_32_P146884 ALU1_HU THC18615 1.44386 0.00052 1.44386 403.2046 582.3658
A_32_P89 NM_1825 Homo sapieNM_1825 1.44382 0.00009 1.44382 2004.379 2933.504
A_24_P40 NM_0040 cryptochro CRY1,PH 1.44374 0.00017 1.44374 347.1097 500.6177
A_32_P212764 AE011791 THC18475 1.44365 0.00027 1.44365 1666.362 2387.909
A_32_P20 AF075027 Full length AF075027 1.44351 9.55E-09 1.44351 5449.016 7876.658
A_24_P20 U28831 Protein im LOC40098 1.44307 2.66E-06 1.44307 1636.927 2384.186
A_23_P20 NM_0066 cyclic AM ARPP-19, 1.4429 7.53E-07 1.4429 3616.057 5248.367
A_23_P37 AF426265 Chromoso C21orf87 1.44289 6.02E-08 1.44289 4229.193 6036.057
A_23_P16 NM_0331 hypothetic LOC85865 1.44229 3.27E-08 1.44229 2036.533 2946.064
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A_23_P21 NM_0334 Homo sapieCDC2L1,p 1.44164 5.70E-08 1.44164 10521.13 15257.38
A_23_P12 NM_0059 Homo sapieCTAGE5, 1.44142 3.86E-07 1.44142 4465.05 6470.026
A_23_P36 NM_0068 Homo sapieGLIPR1,G 1.44106 1.09E-09 1.44106 3676.483 5327.797
A_24_P31 NM_01231 antigenic d KIN,BTCD 1.44104 6.12E-06 1.44104 1553.407 2256.436
A_23_P25 NM_0034 zyxin ZYX,ESP- 1.44102 4.47E-06 1.44102 1171.362 1688.572
A_32_P16 NM_0021 heterogen HNRPA1, 1.44049 0.00002 1.44049 18076.31 25904.87
A_23_P74 NM_0040 Homo sapieCSRP1,C 1.44047 4.97E-07 1.44047 6064.719 8815.317
A_23_P35 NM_1532 Homo sapieZNF550,MG 1.44004 1.14E-06 1.44004 1748.934 2524.922
A_32_P18 NM_1452 Homo sapieZNF625 1.44 2.82E-06 1.44 1402.103 2021.188
A_23_P31 NM_0162 GIOT-3 for ZNF12,KOX 1.43942 8.88E-12 1.43942 1831.769 2643.378
A_24_P75 AL832683 Protein pr PTAR1 1.4382 8.89E-11 1.4382 2928.937 4224.737
A_23_P33 NM_1456 Homo sapieWDR67,G 1.4376 9.72E-07 1.4376 1505.643 2177.229
A_23_P19 NM_0180 G1 to S phaGSPT2,G 1.43741 0.00003 1.43741 2330.46 3392.878
A_24_P26 NM_0156 DKFZP54 C1orf77,p 1.43699 2.70E-16 1.43699 8863.676 12730.82
A_24_P29 NM_1523 Homo sapieSLC43A2, 1.43684 9.36E-07 1.43684 974.8975 1403.765
A_24_P17 NM_0529 WD40- an WDFY2,WD 1.43644 0.00001 1.43644 925.5568 1336.859
A_23_P20 NM_0044 Homo sapieGALNT3, 1.43626 1.52E-07 1.43626 116878.5 166862.2
A_23_P31 NM_0162 receptor a RAP80,X2 1.43606 1.56E-07 1.43606 8570.945 12361.04
A_23_P10 NM_0026 Homo sapiePIK4CA,pi 1.43589 1.98E-14 1.43589 996.8931 1431.209
A_24_P204484 Unknown A_24_P20 1.43565 7.07E-06 1.43565 19872.02 28365.79
A_23_P20 NM_0007 cytochrom CYP1A2,C 1.43503 2.27E-14 1.43503 9344.882 13437.12
A_23_P75 NM_03281 Homo sapieATAD1,AF 1.43451 8.15E-18 1.43451 3875.333 5560.124
A_32_P37 BX649059 Growth arr GAS2L3 1.43409 9.03E-07 1.43409 421.1285 604.053
A_23_P39 NM_1734 hypothetic LOC12629 1.43398 1.48E-08 1.43398 511.1719 733.0353
A_23_P80 BC007518 Homo sapieHIST1H3H 1.43304 0.00002 1.43304 1081.795 1542.418
A_24_P705136 Unknown A_24_P70 1.4324 0.00002 1.4324 546.4038 783.4177
A_23_P26 NM_0068 Homo sapieSDS,SDH 1.43185 1.10E-10 1.43185 1717.923 2451.355
A_23_P87 NM_00471 Homo sapieSFRS2IP, 1.43011 6.07E-10 1.43011 2749.073 3948.423
A_24_P39 NM_1775 Homo sapieCYP20A1, 1.42958 0.00064 1.42958 690.9592 986.7764
A_32_P18 NM_0021 heterogen HNRPA1, 1.42856 4.54E-06 1.42856 15457.45 22004.53
A_24_P20 NM_0210 myotubula MTMR3,Z 1.42823 4.92E-06 1.42823 825.9457 1187.502
A_32_P194740 Unknown A_32_P19 1.42784 0.00007 1.42784 452.9357 647.9154
A_23_P10 NM_0325 Ubiquitin s USP32 1.42756 1.97E-09 1.42756 823.6206 1173.362
A_23_P13 NM_0156 DKFZP54 C1orf77,p 1.42725 1.92E-17 1.42725 4405.207 6286.715
A_23_P27 AK027693 Myeloid-as MYADM 1.42678 0.00008 1.42678 2441.939 3468.478
A_24_P34 AL137546 KIAA0826 KIAA0826 1.42668 1.54E-07 1.42668 705.2116 1009.348
A_24_P17 NM_0227 golgi phos ACBD3,P 1.4266 0.00011 1.4266 942.9408 1364.345
A_32_P17 NM_0001 hexokinas HK2,HKII, 1.42657 8.78E-11 1.42657 6354.304 9089.446
A_23_P83 BC029735 KIAA1102 KIAA1102 1.42639 3.26E-08 1.42639 1854.728 2650.173
A_24_P25 NM_0021 heterogen HNRPA1, 1.42616 1.29E-07 1.42616 16083.13 22848.7
A_24_P10 NM_0014 UDP-Gal:b B4GALT1, 1.42608 4.87E-16 1.42608 24544.25 34984.02
A_23_P21 NM_0153 Homo sapiePREI3,2C 1.42604 1.27E-07 1.42604 2933.451 4193.048
A_23_P53 NM_0541 H-rev107-li HRLP5 1.42578 5.65E-07 1.42578 8986.448 12739.87
A_23_P10 NM_0060 Homo sapieZBTB16,P 1.42561 9.82E-08 1.42561 416.2531 593.3762
A_32_P17 BC010934 Zinc finger ZBTB20 1.42514 0.00039 1.42514 1837.448 2645.179
A_23_P21 NM_0018 Homo sapieCSNK1A1, 1.42502 4.17E-07 1.42502 7118.959 10220.73
A_24_P18 AK024095 Homo sapieHIF3A,IPAS 1.42479 1.78E-06 1.42479 734.7654 1042.416
A_32_P20 NM_0039 CDC-like k CLK3 1.42444 2.99E-09 1.42444 1828.861 2611.953
A_23_P12 NM_0328 Homo sapieC6orf93,F 1.42438 9.01E-18 1.42438 7515.425 10704.57
A_23_P17 NM_0175 Homo sapieKIAA1212 1.42369 0.00002 1.42369 2984.137 4299.582
A_23_P21 NM_0053 Natural kill NKTR 1.42274 0.00008 1.42274 1769.164 2550.161
A_23_P40 NM_0123 Homo sapieMAPRE1, 1.42261 2.26E-09 1.42261 2521.296 3597.451
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A_23_P34 NM_0058 Homo sapieBCAS2,D 1.42261 2.62E-08 1.42261 5847.892 8294.041
A_24_P32 NM_0177 Homo sapieANKHD1, 1.42202 0.00015 1.42202 5810.35 8379.903
A_24_P16 BC036263 Hypothetic MGC9515 1.42182 1.31E-10 1.42182 44264.05 62775.53
A_23_P54 NM_0166 membrane MIR16,36 1.42083 0.00028 1.42083 1163.484 1678.615
A_23_P97 NM_0248 Homo sapiePAQR6,FL 1.4205 2.85E-11 1.4205 1575.446 2241.899
A_23_P12 NM_0033 Homo sapieWEE1,WEE 1.42044 5.28E-06 1.42044 554.9547 790.1343
A_23_P38 U09848 Zinc finger ZKSCAN1 1.42016 0.00005 1.42016 1097.373 1570.875
A_23_P21 NM_0321 Homo sapieRNUXA,P 1.41991 5.09E-16 1.41991 4934.945 7004.238
A_23_P30 NM_01331 Homo sapieCNOT4,N 1.41948 3.56E-07 1.41948 1618.234 2312.261
A_24_P18 NM_0146 KIAA0296 gZNF646,KI 1.41894 2.23E-07 1.41894 1767.659 2518.396
A_24_P366566 Unknown ENST000 1.4189 2.65E-06 1.4189 10972.31 15569.04
A_23_P11 AK023859 RNA bindi RBM16 1.41884 1.47E-13 1.41884 842.9122 1196.031
A_23_P20 NM_0024 Homo sapiePPP1R12 1.41881 1.62E-06 1.41881 422.77 599.8208
A_23_P20 NM_0034 Homo sapieZNF137,p 1.41793 5.68E-09 1.41793 782.5254 1109.038
A_23_P20 NM_0059 Homo sapieNAB1 1.41781 1.57E-10 1.41781 1100.672 1562.588
A_24_P56 NM_0015 hypoxia-in HIF1A,MOP 1.41765 3.47E-10 1.41765 8769.674 12483.14
A_24_P214556 Unknown THC19937 1.41756 2.25E-06 1.41756 523.0999 741.4498
A_24_P33 NM_17591 Homo sapieZNF493,F 1.41702 1.59E-07 1.41702 995.7133 1418.208
A_23_P20 NM_0050 retinoblast JARID1A, 1.41612 0.00003 1.41612 850.5708 1211.962
A_23_P20 NM_01231 Homo sapieKIN,BTCD 1.41557 0.00004 1.41557 1014.286 1446.658
A_23_P70 NM_0151 Homo sapiePHF3,KIA 1.41528 1.52E-06 1.41528 1586.528 2253.874
A_23_P85 NM_0050 Homo sapieU2AF1L2, 1.41508 7.65E-08 1.41508 2652.636 3752.153
A_32_P12 AF316855 Hypothetic FLJ22795 1.4145 2.18E-12 1.4145 6032.841 8551.468
A_23_P50195 Unknown A_23_P50 1.4144 0.0003 1.4144 512.0986 725.4004
A_24_P29 NM_01631 REV1 (yea REV1L,RE 1.41377 0.00012 1.41377 492.3836 697.5136
A_23_P20 NM_0025 Homo sapieNFKB2,LYT 1.41355 4.59E-06 1.41355 1934.871 2713.663
A_23_P66 NM_1533 hypothetic FLJ90165,F 1.41338 2.86E-06 1.41338 163714.9 230069.8
A_24_P57 NM_0326 CREB/AT CREB3L3,C 1.41279 0.00003 1.41279 1697.242 2378.094
A_23_P37 BC035647 M4-50 mR BC035647 1.41224 6.60E-11 1.41224 7955.556 11223.88
A_24_P27 NM_0190 chromoso EML4,C2or 1.41223 2.65E-07 1.41223 8409.485 11942.86
A_23_P10 NM_0177 Homo sapiePNRC2,FL 1.41172 7.06E-15 1.41172 4049.767 5714.919
A_23_P74 NM_0245 Homo sapieC1orf54,F 1.41168 0.00051 1.41168 510.3438 721.9799
A_23_P21 AK001750 Hypothetic FLJ11046 1.41158 1.51E-13 1.41158 1047.187 1478.485
A_32_P47 NM_1450 ubiquitin-li UBLCP1, 1.41146 2.35E-10 1.41146 868.6373 1227.18
A_32_P91 NM_1785 hypothetic FLJ38792 1.41144 6.88E-09 1.41144 2034.838 2862.015
A_32_P153361 Unknown A_32_P15 1.41137 9.05E-07 1.41137 1261.721 1785.906
A_23_P90 NM_1522 Homo sapieZNF585B, 1.41094 1.51E-06 1.41094 415.1456 585.7483
A_23_P16 BC008889 Zinc finger ZNF547 1.41059 0.00006 1.41059 2170.813 3094.925
A_23_P25 NM_0044 Homo sapieEZH2,EZH 1.41055 3.84E-06 1.41055 10134.21 14405.44
A_23_P16 AB020670 KIAA0863 KIAA0863 1.41054 0.00061 1.41054 1030.558 1465.35
A_24_P68 AB002449 Hypothetic AB002449 1.41053 0.00077 1.41053 787.1814 1118.852
A_32_P18 NM_1750 Homo sapieWBSCR19 1.41016 0.00044 1.41016 310.9364 438.5703
A_23_P13 NM_0062 Homo sapieRANBP2, 1.40966 0.00016 1.40966 6578.062 9426.958
A_23_P18 NM_0132 peroxisom PPARGC1A 1.40963 0.00001 1.40963 802.0216 1135.277
A_23_P20 NM_0000 collagen, t COL1A1, 1.40939 9.48E-06 1.40939 987.1015 1388.292
A_24_P713312 ALU8_HU THC18707 1.40907 0.00057 1.40907 363.8173 512.8247
A_23_P20 NM_00371 Homo sapiePPAP2B,V 1.40739 0.00002 1.40739 2648.183 3729.383
A_24_P12 NM_0025 oxidised lo OLR1,LO 1.40731 0.00034 1.40731 496.4467 698.7324
A_23_P14 NM_0218 Homo sapieFGG 1.40713 0.00015 1.40713 271.1144 381.4043
A_23_P12 NM_0066 methylene MTHFD2, 1.4071 2.16E-06 1.4071 30098.21 42120.07
A_24_P23 NM_0529 Homo sapieC1orf24,NI 1.40706 6.12E-06 1.40706 1497.315 2122.953
A_23_P53 NM_0018 Homo sapieCPS1 1.407 3.85E-21 1.407 12724.5 17911.08
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A_24_P17 NM_0248 hypothetic ZNF613,F 1.4069 0.00011 1.4069 397.1838 558.9307
A_24_P67 NM_0186 Homo sapieABCA5,A 1.40665 0.0002 1.40665 440.9603 620.9204
A_23_P20 NM_01531 Homo sapiePPP1R13 1.40651 0.00009 1.40651 325.8846 458.5595
A_23_P67 NM_00381 Homo sapieTNFSF9,4 1.40641 1.35E-12 1.40641 1278.999 1799.644
A_23_P39 NM_0014 Homo sapieFOXC1,A 1.40592 5.48E-16 1.40592 17513.29 24622.97
A_23_P13 NM_0151 Homo sapieFBXO28,Fb 1.4059 3.47E-15 1.4059 2695.271 3789.398
A_24_P23 NM_1779 Homo sapieH2AFJ,M 1.40551 6.26E-11 1.40551 39067.73 54986.39
A_23_P87 NM_0057 Homo sapieRFP2,CA 1.40541 0.00002 1.40541 4840.228 6806.043
A_23_P16 NM_02021 Homo sapiePARP6 1.40536 1.04E-12 1.40536 1226.274 1724.395
A_32_P18 NM_1526 Homo sapieMETT5D1, 1.40486 1.46E-10 1.40486 593.6514 834.0768
A_23_P4462 Unknown A_23_P44 1.4045 2.80E-07 1.4045 776.5834 1093.876
A_32_P50463 Unknown A_32_P50 1.40443 0.00004 1.40443 1806.105 2538.384
A_32_P16 NM_1471 Homo sapieTMEM23, 1.40398 1.51E-09 1.40398 1349.17 1890.046
A_23_P91 NM_0030 Homo sapieSLPI,ALP, 1.40373 5.06E-12 1.40373 44114.44 62049
A_32_P75867 ALU1_HU THC18592 1.40371 0.00017 1.40371 1095.338 1544.152
A_32_P220700 Unknown THC19819 1.4035 3.51E-08 1.4035 989.913 1390.394
A_24_P32 NM_00551 Major hist HLA-E 1.40349 1.68E-10 1.40349 22670.02 31831.91
A_24_P11 NM_00551 Major hist HLA-B 1.40332 1.41E-11 1.40332 15558.46 21822.1
A_23_P12 NM_0328 Homo sapieC6orf111, 1.40304 6.36E-08 1.40304 737.6051 1037.212
A_24_P58 XM_06202 similar to LOC12036 1.40303 8.11E-10 1.40303 8371.898 11714.99
A_23_P45 NM_0021 Homo sapieHLA-DRB 1.40271 1.04E-07 1.40271 1348.477 1881.79
A_23_P48637 Unknown A_23_P48 1.40251 2.86E-22 1.40251 3219.464 4522.882
A_32_P11 NM_0246 Coiled-coil CCDC7 1.40249 0.00002 1.40249 552.6179 775.2434
A_24_P15 NM_0020 glycyl-tRN GARS,CM 1.4021 2.05E-10 1.4021 5502.799 7738.62
A_24_P37 NM_14521 Homo sapieTRIM11,BIA 1.40153 3.53E-08 1.40153 10407.53 14591.87
A_23_P10 NM_00031 Homo sapiePRNP,CJ 1.40137 2.06E-10 1.40137 14502.15 20399.71
A_24_P14 NM_0067 lymphoid b AKAP13,BR 1.40092 0.00002 1.40092 2932.832 4112.155
A_23_P11 NM_0024 Homo sapieMSX1,HO 1.4006 0.00015 1.4006 463.454 650.066
A_23_P10 NM_0143 origin reco ORC6L,O 1.4005 5.04E-12 1.4005 84419.63 117994.9
A_23_P20 AK000796 Chromoso C14orf129 1.40029 0.0001 1.40029 5664.474 8014.762
A_23_P41 NM_0309 Homo sapieSBF2,CM 1.40021 0.00081 1.40021 335.8696 469.8428
A_23_P32 AF116619 Homo sapiePRO1051 1.40005 1.37E-07 1.40005 2061.939 2881.596
A_24_P94 AB002331 Death ass DATF1 1.39996 0.00042 1.39996 379.6958 531.6394
A_23_P18 NM_1526 Homo sapieSENP5,M 1.39953 9.11E-13 1.39953 926.0748 1295.985
A_24_P33 NM_0031 Serum res SRF 1.3994 0.00026 1.3994 285.125 399.2463
A_32_P162095 Unknown THC18384 1.39902 6.28E-08 1.39902 606.8649 849.933
A_23_P37 NM_0190 GTP bindi GTPBP2, 1.39836 2.20E-08 1.39836 6396.755 8919.783
A_23_P35 AB051523 Hypothetic FLJ20294 1.39832 4.90E-09 1.39832 1653.914 2306.534
A_23_P34 NM_02031 Homo sapieMNT,ROX, 1.39813 1.46E-06 1.39813 6115.407 8528.014
A_24_P19 NM_0030 secretory l SLPI,ALP, 1.39803 1.71E-13 1.39803 7230.891 10123.27
A_32_P21 NM_0143 TNF-induc TNFAIP8, 1.39802 4.27E-06 1.39802 1763.484 2471.212
A_23_P338113 DJ377H14 ENST000 1.39793 6.80E-10 1.39793 6412.752 8960.027
A_23_P31 NM_0153 Zinc finger ZDHHC17 1.39774 0.00064 1.39774 1533.96 2176.541
A_23_P45 NM_0032 Homo sapieTPR 1.39732 7.06E-08 1.39732 6844.853 9536.949
A_23_P31 NM_0240 DEAD/H ( DDX3X,D 1.39727 7.42E-09 1.39727 3973.636 5578.327
A_24_P23 NM_0046 RAB7, me RAB7,PS 1.39726 0.00001 1.39726 3551.496 4966.782
A_23_P70 NM_0012 Homo sapieCHD1 1.39677 2.14E-06 1.39677 1457.856 2048.641
A_24_P29 NM_0034 protein tyr PTP4A1,HH 1.39674 2.85E-07 1.39674 12505.81 17550.71
A_23_P30 AL137514 Inositol he IHPK2 1.39653 2.76E-07 1.39653 5989.05 8329.723
A_32_P20 C18665 C18665 H C18665 1.39632 3.31E-10 1.39632 1226.903 1713.839
A_23_P56 BC042674 Phospholi PLB1 1.3962 0.00003 1.3962 760.8084 1057.37
A_23_P13 NM_01481 Homo sapiePJA2,RNF 1.39619 0.00014 1.39619 1657.852 2334.739
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A_23_P20 NM_0163 AT rich int ARID4B 1.39584 0.00001 1.39584 1210.036 1687.415
A_32_P95 NM_00221 Homo sapieITGB1,CD 1.39577 1.05E-09 1.39577 28422.05 39821.95
A_23_P38 NM_0227 Homo sapieCCDC14, 1.39569 0.00001 1.39569 4398.527 6145.955
A_24_P32 AK092090 Homo sapieAK092090 1.39478 6.91E-10 1.39478 3991.561 5563.352
A_24_P25 NM_0121 rab6 GTP RABGAP1, 1.39468 0.00005 1.39468 769.9884 1079.995
A_32_P23 NM_0142 Homo sapieTM4SF1,L 1.39449 5.99E-08 1.39449 49782.71 69125.48
A_23_P45 NM_0064 myosin reg MRCL3,M 1.39435 5.59E-06 1.39435 29999.28 42225.3
A_24_P72 NM_1334 Homo sapieCTGLF1, 1.39408 0.00002 1.39408 615.9034 860.3867
A_23_P14 NM_0071 WW domai WBP4,FB 1.39367 2.05E-06 1.39367 2097.892 2941.327
A_23_P21 NM_0325 esophagu ECG2,EC 1.39345 1.76E-09 1.39345 9033.841 12600.95
A_32_P16 NM_1990 Homo sapieZNF322B, 1.39324 0.00052 1.39324 464.8777 648.9227
A_24_P30 NM_0149 KIAA1049 KIAA1049, 1.39289 9.84E-08 1.39289 5725.343 8017.843
A_23_P12 NM_0250 hypothetic FLJ22795 1.39286 5.88E-07 1.39286 6977.842 9758.893
A_24_P10 NM_0152 ubiquitin-p NEDD4L, 1.39286 9.07E-13 1.39286 2724.875 3795.614
A_23_P12 NM_0186 Homo sapieZNF313,R 1.39281 6.44E-06 1.39281 4989.522 6944.458
A_32_P25 NM_2074 FLJ42953 FLJ42953 1.3921 6.23E-08 1.3921 711.1166 988.9185
A_23_P63 NM_0307 nuclear re NRBF2,C 1.39195 7.56E-08 1.39195 689.5692 961.0239
A_23_P20 NM_01601 CGI-62 pr C8orf70,C 1.39189 2.92E-08 1.39189 1751.34 2449.481
A_23_P70 NM_0188 Homo sapieMATR3,M 1.39134 7.75E-15 1.39134 6671.004 9285.085
A_23_P35 NM_1993 Homo sapieFLJ35171 1.39089 0.0001 1.39089 411.3978 572.2192
A_23_P89 NM_0132 zinc finger ZNF180,H 1.39074 0.00012 1.39074 838.3694 1170.087
A_23_P25 NM_0061 Homo sapieNCK1,NC 1.39045 0.00002 1.39045 3143.143 4405.412
A_24_P15 AF218008 LOC44050 unknown 1.39027 1.48E-11 1.39027 1313.409 1824.56
A_24_P14 NM_0147 Ste20-rela SLK,STK2 1.39019 0.0001 1.39019 3059.91 4252.843
A_24_P15 NM_0209 Homo sapieUSP37,KI 1.38995 0.00003 1.38995 709.7363 991.2847
A_23_P15 BC012609 Serine (or SERPINB 1.38983 6.04E-10 1.38983 2910.798 4069.084
A_23_P31 NM_0247 hypothetic FLJ23518 1.38961 1.07E-07 1.38961 707.8658 985.1234
A_23_P40 NM_1452 LOC12440 LOC12440 1.38929 0.00028 1.38929 1371.595 1929.33
A_24_P92 AY358690 Eukaryotic EEF1D 1.38791 0.00007 1.38791 526.5939 732.106
A_24_P135391 Unknown A_24_P13 1.38748 9.60E-08 1.38748 9559.842 13224.23
A_23_P256487 Unknown THC18188 1.38745 0.00002 1.38745 3102.661 4272.411
A_23_P57 NM_0057 Homo sapieRBM6,3G 1.3874 0.00016 1.3874 1286.134 1798.51
A_23_P22 NM_0070 HIV-1 rev HRB2,RIP 1.38711 0.00027 1.38711 6451.26 9105.935
A_23_P41 NM_1452 similar to LOC19733 1.38699 9.19E-06 1.38699 4127.831 5752.094
A_23_P71 NM_0245 hypothetic GCC1,GC 1.38678 2.06E-09 1.38678 1033.646 1431.9
A_32_P159939 Unknown THC19593 1.38668 0.00044 1.38668 679.8972 942.8121
A_23_P20 NM_0064 Homo sapieCDC42EP 1.3864 6.82E-11 1.3864 668.6175 927.0298
A_23_P11 BC050088 Similar to LOC13050 1.38624 9.37E-07 1.38624 3703.5 5154.573
A_23_P12 M26004 Compleme CR2 1.38564 1.07E-07 1.38564 5357.079 7414.277
A_24_P35 BC047452 Hypothetic LOC15838 1.38555 0.00053 1.38555 2002.676 2797.122
A_32_P46510 Unknown A_32_P46 1.38547 0.00089 1.38547 495.7565 689.1424
A_23_P49 NM_0004 Homo sapieKRT10,K1 1.38544 6.19E-11 1.38544 61135.75 84596.67
A_23_P20 NM_0228 Homo sapiePAPOLG, 1.38511 0.00058 1.38511 1628.972 2258.22
A_24_P26 NM_0186 myoneurin MYNN,OS 1.38502 8.99E-08 1.38502 789.8453 1096.351
A_23_P16 NM_0179 hypothetic PRPF39,F 1.38485 0.00002 1.38485 935.458 1301.488
A_23_P36 NM_1383 hypothetic MGC1604 1.38463 1.29E-07 1.38463 2018.532 2824.828
A_32_P21 NM_0311 heterogen HNRPA1, 1.38457 1.05E-11 1.38457 32676.17 45181.34
A_24_P92 BC039151 Chromoso C20orf119 1.38429 0.00056 1.38429 622.6896 862.8593
A_23_P39 NM_1334 Homo sapieZNF431,KI 1.38419 0.00012 1.38419 619.5138 857.8638
A_23_P41 NM_1738 p18 splicin P18SRP,FL 1.38416 8.92E-11 1.38416 5774.883 8015.102
A_24_P32 AK126454 Heterogen LOC14498 1.38393 4.35E-11 1.38393 14316.53 19775.38
A_24_P28 AL050020 DKFZP56 DKFZP56 1.38374 1.48E-06 1.38374 10512.97 14429.19
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A_23_P11 NM_0244 Homo sapiePLA2G4A,P 1.38349 5.18E-10 1.38349 5716.121 7956.22
A_23_P30 NM_0181 centrosom Cep72,FLJ 1.38341 6.66E-10 1.38341 2016.979 2789.03
A_24_P238186 Unknown A_24_P23 1.38339 5.16E-13 1.38339 3647.427 5048.844
A_23_P16 NM_1527 Homo sapieZNF555,MG 1.38332 0.00026 1.38332 1264.768 1739.769
A_32_P12 NM_1982 Homo sapieNHS,SCM 1.38305 0.00002 1.38305 1430.744 1982.924
A_24_P38 BC010266 Similar to HNRPA1, 1.38304 2.53E-14 1.38304 7640.855 10571.43
A_32_P22 NM_1749 Homo sapiePPP4R2 1.38297 0.00077 1.38297 636.4789 883.144
A_32_P169179 MSX2_HU THC19571 1.38248 1.60E-06 1.38248 1283.154 1778.207
A_23_P21 NM_0244 Homo sapieZNF117,H 1.38239 2.81E-08 1.38239 1493.759 2066.427
A_23_P56 NM_0184 likely ortho LEREPO4, 1.38217 3.57E-07 1.38217 15899.81 22033.49
A_24_P34 NM_0324 zinc finger ZC3H8,Fli 1.38201 0.00013 1.38201 290.5709 401.3912
A_23_P14 NM_0185 chondroitin GALNACT- 1.38175 0.00006 1.38175 1913.219 2622.608
A_24_P39 NM_0021 heterogen HNRPA2B 1.38142 1.40E-09 1.38142 23246.09 32033.21
A_24_P17 NM_0032 translocat TPR 1.38133 2.22E-07 1.38133 7096.911 9846.266
A_24_P10 NM_0067 DnaJ (Hsp DNAJB2,H 1.38091 1.04E-10 1.38091 865.8024 1195.056
A_23_P15 AF338192 Homo sapieFKSG63 1.38057 3.10E-07 1.38057 10565.01 14651.5
A_23_P42 NM_0252 Homo sapieC6orf27,G 1.38051 0.00005 1.38051 10918.36 14942.21
A_24_P332953 Unknown A_24_P33 1.38011 3.96E-07 1.38011 3710.801 5137.422
A_24_P61 NM_20691 Chromoso C6orf216 1.37972 5.33E-11 1.37972 2106.094 2903.393
A_23_P17 NM_0190 Homo sapieWDR44,R 1.37971 6.36E-07 1.37971 3082.958 4261.67
A_24_P11 NM_0022 karyopheri KPNA4,QI 1.37931 7.56E-08 1.37931 7278.607 10073.61
A_23_P35 NM_0322 FLJ10378 LARP2,M 1.37915 2.24E-10 1.37915 2338.917 3232.512
A_32_P45 BC002581 Similar to DKFZP43 1.37903 1.09E-08 1.37903 15481.45 21306.79
A_32_P159787 AJ007829 THC19433 1.37844 0.00016 1.37844 4380.827 5987.162
A_23_P94 AK098175 Zinc finger ZNF283 1.37844 3.83E-07 1.37844 792.5899 1093.587
A_23_P45 NM_0042 Homo sapieRAB9A,R 1.37824 2.10E-07 1.37824 6031.237 8363.217
A_23_P65 NM_00711 Homo sapieTEP1,TP1, 1.37818 0.00002 1.37818 854.188 1177.372
A_24_P27 NM_0123 p8 protein P8,COM1 1.37806 0.0001 1.37806 3723.541 5160.291
A_23_P14 NM_0043 Homo sapieBAG1 1.378 5.48E-09 1.378 29828.61 41239.23
A_23_P75 NM_0036 Homo sapiePPFIA1,LI 1.37796 2.06E-06 1.37796 1846.422 2535.179
A_24_P10 AK001406 SUMO1/s SENP6 1.37753 0.00016 1.37753 306.7997 422.8604
A_24_P70 AK023907 PhosphatasPHACTR4 1.37753 0.00005 1.37753 319.0272 439.5424
A_23_P99 NM_0032 Homo sapieTPP2 1.3774 9.19E-10 1.3774 2729.112 3741.207
A_23_P20 NM_0047 Homo sapieATG12,AP 1.37717 6.00E-07 1.37717 4864.447 6742.937
A_23_P33 NM_1824 hypothetic ZFAND2A 1.3767 0.00052 1.3767 2361.287 3292.89
A_23_P13 NM_0121 cysteine a CHORDC1 1.37606 6.38E-08 1.37606 5224.061 7213.946
A_24_P84 AK054826 Homo sapieAK054826 1.37599 2.45E-09 1.37599 3260.258 4499.374
A_23_P56 NM_0205 Homo sapieRTN4,AS 1.37596 9.38E-13 1.37596 12838.74 17679.71
A_32_P96 BX537597 Clone TES BX537597 1.37557 7.90E-06 1.37557 1871.262 2581.727
A_23_P39 NM_0034 Homo sapieFZD5,HFZ5 1.37548 2.43E-07 1.37548 1875.719 2582.702
A_23_P40 NM_1383 Homo sapieC9orf42,M 1.3752 6.98E-09 1.3752 1543.46 2121.704
A_23_P11 NM_0182 Sec3-like SEC3L1,S 1.37498 0.00073 1.37498 4246.081 5910.427
A_23_P25 NM_0004 Homo sapieARSA,ML 1.37477 8.88E-10 1.37477 4789.313 6574.283
A_23_P59 D31887 Solute carr SLC39A14 1.37454 0.00033 1.37454 3897.212 5411.315
A_23_P52 NM_0042 BCL2-ass BAG3,BIS, 1.37437 2.51E-07 1.37437 9153.611 12633.21
A_32_P33802 Unknown A_32_P33 1.37405 1.80E-07 1.37405 944.8089 1295.001
A_23_P20 NM_0177 Homo sapieC14orf101 1.37405 0.00003 1.37405 1047.203 1448.889
A_23_P11 NM_0144 Homo sapiePDLIM3,A 1.37377 0.00014 1.37377 530.2836 730.2549
A_23_P25 NM_02511 Centrosom Cep290 1.37309 0.00099 1.37309 1373.844 1920.978
A_24_P122921 BIM_HUM THC18776 1.37305 8.39E-09 1.37305 1833.662 2523.499
A_23_P25 NM_0245 Homo sapieC13orf7,F 1.37292 0.00002 1.37292 4105.153 5651.232
A_24_P35 NM_0062 RAN bindi RANBP2, 1.37205 0.0005 1.37205 1319.669 1828.979
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A_23_P15 NM_0021 Homo sapieHMGB2,H 1.37198 1.08E-11 1.37198 13141.35 18013.25
A_32_P39 NM_0067 SMA3 SMA3,b55 1.37195 3.87E-09 1.37195 551.5845 756.7777
A_23_P16 NM_0218 hypothetic PPCDC,M 1.37163 1.74E-06 1.37163 1330.489 1834.768
A_24_P20 NM_0033 ubiquitin-c UBE2B,H 1.37158 1.61E-09 1.37158 4181.83 5752.316
A_23_P59 NM_0061 Homo sapiePAX4 1.37072 8.37E-09 1.37072 7336.268 10093.29
A_24_P94 X59739 Zinc finger ZFX 1.37021 0.00001 1.37021 641.3295 881.2877
A_24_P24 NM_1815 Homo sapieBTN2A2,BT 1.37012 0.00011 1.37012 2226.026 3030.436
A_23_P21 NM_1334 Homo sapieNIPBL,CD 1.36976 0.0003 1.36976 1340.146 1845.913
A_24_P94 AB002344 Jumonji do JMJD3 1.36975 2.70E-06 1.36975 3075.085 4191.776
A_23_P33 NM_01631 Homo sapieGULP1,C 1.36933 1.82E-08 1.36933 2415.584 3320.368
A_24_P35 NM_0305 UDP-Gal:b B4GALT2 1.36873 1.62E-07 1.36873 6912.531 9451.557
A_23_P33 BC009539 Chromoso C14orf46 1.36841 5.63E-08 1.36841 426.6201 583.7873
A_24_P65 NM_1525 hypothetic FLJ40432 1.36829 2.24E-06 1.36829 2269.508 3119.105
A_24_P10 NM_0162 STE20-lik TAOK3,D 1.36799 1.05E-06 1.36799 4007.497 5507.541
A_24_P307075 Unknown A_24_P30 1.36758 0.00002 1.36758 6656.408 9051.725
A_23_P52 NM_0154 DKFZP43 C1orf73,D 1.36714 4.57E-09 1.36714 1390.572 1904.178
A_23_P14 NM_0054 Homo sapiePTPN14,PE 1.36707 0.00023 1.36707 394.6888 539.6357
A_32_P145790 DDRT heli THC19773 1.36687 3.42E-09 1.36687 72343.57 98674.16
A_23_P36 NM_1523 hypothetic MGC4015 1.36603 0.00002 1.36603 96691.89 131176.8
A_23_P76 NM_0211 Homo sapieCCNB1IP1 1.36593 1.60E-09 1.36593 5752.209 7846.103
A_32_P99715 AJ004940 THC18434 1.36494 0.00002 1.36494 2209.282 3012.42
A_32_P62 AK023827 Homo sapieBANP,SM 1.36477 0.00077 1.36477 307.2928 419.752
A_24_P94 NM_0330 EAF1 prot EAF1 1.36454 5.41E-06 1.36454 1443.217 1974.74
A_23_P83 AB051895 Epiplakin 1 EPPK1 1.36454 0.00004 1.36454 6112.162 8259.104
A_23_P25 NM_0148 Homo sapieANAPC10, 1.36451 5.44E-07 1.36451 2276.954 3129.571
A_24_P51 NM_0021 heterogen HNRPA1, 1.36418 0.00014 1.36418 8575.653 11618.55
A_24_P91 X74861 H.sapiens HPX-2 1.36383 4.61E-06 1.36383 1107.915 1508.511
A_23_P14 NM_0176 Homo sapieFAM29A, 1.36362 1.16E-06 1.36362 916.5355 1253.775
A_24_P41890 Glucose 6- ENST000 1.36359 3.88E-06 1.36359 7370.195 10011.38
A_23_P20 NM_0146 Homo sapieS100A6,2 1.36345 1.42E-08 1.36345 248393 340406.7
A_23_P10 NM_0146 Homo sapiePUM1,PU 1.36279 8.74E-07 1.36279 6497.901 8894.816
A_23_P18 NM_0047 Homo sapieATG12,AP 1.36263 2.14E-09 1.36263 2397.187 3261.359
A_24_P409521 Unknown ENST000 1.36261 2.51E-11 1.36261 6454.733 8789.164
A_24_P384239 Unknown A_24_P38 1.36252 0.00006 1.36252 9452.672 13009.89
A_23_P97 NM_0046 U4/U6-ass PRPF3,P 1.36227 0.00004 1.36227 1099.054 1503.72
A_24_P40 NM_1825 hypothetic DKFZp451 1.36219 3.35E-06 1.36219 381.8817 520.1793
A_32_P11 NM_0021 heterogen HNRPA1, 1.36215 0.00005 1.36215 8440.416 11429.29
A_32_P62434 Unknown A_32_P62 1.36167 0.00098 1.36167 1017.622 1377.05
A_23_P11 BX648200 DKFZP43 DKFZP43 1.36161 0.00011 1.36161 13422.57 18157.15
A_24_P493116 Unknown A_24_P49 1.36158 1.56E-08 1.36158 6127.972 8370.508
A_23_P99 NM_0039 Homo sapieCLK3 1.36158 5.10E-06 1.36158 584.181 795.0847
A_23_P83 NM_01661 Homo sapieTTRAP,E 1.36144 2.75E-11 1.36144 16229.67 22118.75
A_24_P91 BC005305 Collagen, tyCOL4A6 1.36105 0.00007 1.36105 947.0764 1287.955
A_23_P25 NM_0245 hypothetic NARG1L, 1.36011 0.00002 1.36011 867.0472 1184.975
A_32_P10 NM_1734 hypothetic DCUN1D3, 1.35972 4.11E-06 1.35972 1776.895 2414.751
A_32_P76060 Unknown THC18807 1.35913 3.03E-07 1.35913 1818.888 2480.583
A_24_P71 AK025082 Staphyloc SND1 1.3578 0.00087 1.3578 422.8655 574.1857
A_23_P11 NM_0021 Homo sapieHSPA6 1.35779 0.00043 1.35779 395.4421 537.0017
A_24_P26 AK057480 Heterogen HNRPDL 1.35779 0.00024 1.35779 772.4182 1054.537
A_23_P17 NM_0146 pumilio (Dr PUM1,PU 1.35763 7.08E-08 1.35763 5882.751 8013.9
A_32_P13 AB014563 KIAA0663 gKIAA0663 1.35715 7.20E-10 1.35715 2999.4 4078.2
A_24_P349896 Unknown A_24_P34 1.35711 1.84E-07 1.35711 6347.796 8589.571
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A_24_P28 AB033038 KIAA1212 KIAA1212 1.35641 4.45E-08 1.35641 508.3896 689.6057
A_32_P46 X56841 Major hist HLA-E 1.35641 4.04E-08 1.35641 20390.47 27631.41
A_23_P12 NM_0178 interphase ICF45,FLJ 1.35625 3.37E-09 1.35625 2513.343 3416.823
A_23_P36 BC009220 LOC44116 C6orf160, 1.35495 9.21E-14 1.35495 76482.11 103629.3
A_24_P605190 PGT1_HU THC19577 1.35493 1.82E-06 1.35493 1082.615 1467.279
A_24_P12 NM_0207 Homo sapieSERINC1, 1.3544 5.97E-09 1.3544 2311.396 3140.467
A_23_P59 NM_0164 Homo sapieNT5C3,PN 1.35431 0.00001 1.35431 8468.088 11516.6
A_23_P71 NM_0245 hypothetic GCC1,GC 1.35408 6.20E-12 1.35408 3130.658 4236.613
A_24_P748389 Unknown THC19829 1.35389 0.00001 1.35389 323.2592 437.645
A_23_P57 NM_1389 Homo sapieBCL6,BCL5 1.35375 0.00096 1.35375 1141.832 1559.879
A_23_P14 NM_0036 Homo sapieINE1,MGC 1.35343 5.51E-13 1.35343 36198.26 48978.81
A_23_P14 NM_02481 Homo sapieCBLL1,HAK 1.35332 2.70E-08 1.35332 885.1266 1197.417
A_23_P12 NM_0062 Phosphodi PDE4D 1.35321 0.00002 1.35321 825.1209 1116.2
A_24_P25 NM_01631 REV1 (yea REV1L,RE 1.35229 0.00033 1.35229 462.6395 626.2924
A_23_P13 BC006795 Hypothetic MGC5370 1.35201 0.00006 1.35201 743.463 1009.645
A_24_P93 AK125595 DEAD (As DDX56 1.35188 4.10E-08 1.35188 16434.1 22151.37
A_23_P37 NM_0069 Homo sapieSFRS5,H 1.35132 0.00042 1.35132 16579.25 22226.18
A_23_P20 NM_01221 integrin, al ITGA11,H 1.35122 6.02E-09 1.35122 1334.007 1804.097
A_23_P20 AF283776 Activating ATF2 1.35081 1.51E-11 1.35081 1789.205 2415.54
A_24_P10 BC001663 Ribosomal RPL31 1.35026 2.34E-08 1.35026 1695.387 2296.59
A_24_P32 NM_0005 insulin-like IGFBP3,IB 1.34959 2.20E-10 1.34959 1315.945 1774.507
A_23_P54 BC051317 Homo sapieRBBP6 1.34939 0.00003 1.34939 455.5273 614.5534
A_32_P87 U79293 Clone 239 U79293 1.34922 0.00002 1.34922 741.1616 998.3807
A_23_P97 AK001865 ERO1-like ERO1LB 1.34911 0.00002 1.34911 610.5301 822.8463
A_32_P96933 Unknown A_32_P96 1.34886 1.95E-10 1.34886 881.3414 1188.704
A_24_P92 AF321778 Toll intera TOLLIP 1.34881 1.13E-10 1.34881 5771.062 7774.777
A_23_P97 NM_0155 Homo sapieGPATC4 1.34859 7.09E-10 1.34859 13140.22 17746.21
A_23_P94 NM_0162 Homo sapieLSM8,YJR0 1.34848 0.00003 1.34848 15250.12 20762.23
A_23_P37 NM_1452 Homo sapieZNF626 1.34842 2.95E-07 1.34842 1864.713 2518.029
A_24_P29 NM_1533 Homo sapieZNF679,MG 1.34826 1.31E-09 1.34826 3296.692 4446.418
A_24_P94 NM_00391 serine/thre PRPF4B,P 1.34815 0.00008 1.34815 1701.279 2310.167
A_24_P69 BX640887 Hypothetic RNU71B, 1.34801 0.00039 1.34801 3444.969 4675.173
A_24_P94 BC017179 Hypothetic FLJ35867 1.34769 0.00009 1.34769 590.9092 798.3765
A_23_P15 NM_0323 hypothetic C8orf53,M 1.3474 0.00001 1.3474 2747.485 3725.608
A_24_P70 AL832246 Heterogen HNRPA3 1.34705 9.88E-06 1.34705 3208.459 4354.582
A_23_P83 NM_0327 reserved SYAP1,P 1.34619 6.99E-06 1.34619 11677.22 15810.72
A_23_P38 NM_0019 Homo sapieE2F3,E2F- 1.3457 0.00013 1.3457 5979.243 8064.443
A_24_P63 NM_0162 U6 snRNA LSM8,YJR0 1.34568 3.14E-09 1.34568 14951.86 20017.36
A_23_P11 M15530 Human B- BCGF1 1.34568 1.26E-12 1.34568 58927.23 79278.59
A_24_P161655 Unknown ENST000 1.34546 3.03E-08 1.34546 12234.34 16493.54
A_24_P12 NM_01241 rab3 GTP RAB3GAP2 1.34506 1.08E-07 1.34506 6595.008 8909.866
A_24_P8049 AF180473 THC19780 1.34481 0.00007 1.34481 1684.884 2287.326
A_23_P21 NM_0122 Homo sapieCENTB2, 1.34477 0.00039 1.34477 1469.339 1982.328
A_32_P55 BX537816 MRNA; cD BX537816 1.34445 2.99E-06 1.34445 14269.69 19080.82
A_23_P94 NM_0067 Homo sapieSLC20A2, 1.34329 0.00026 1.34329 1061.099 1434.655
A_23_P15 AB040906 Zinc finger ZNF492 1.3429 0.00011 1.3429 351.8152 472.3554
A_24_P24 NM_1706 Homo sapiedJ222E13.2 1.34278 0.00007 1.34278 12175.44 16363.7
A_32_P180199 Unknown A_32_P18 1.34262 0.00068 1.34262 718.343 968.833
A_23_P12 NM_0051 ubiquitin s USP8,UB 1.34218 8.77E-06 1.34218 1199.293 1615.192
A_24_P17 NM_0045 ubiquitin s USP6,HR 1.34202 0.00006 1.34202 399.0892 535.5604
A_23_P33 NM_1707 Homo sapiePGBD2 1.34201 4.62E-08 1.34201 1172.031 1572.757
A_23_P20 NM_0043 Homo sapieCTBS,CT 1.3415 3.72E-06 1.3415 740.3729 995.1857
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A_23_P21 NM_00291 Homo sapieREV3L,P 1.34145 8.85E-08 1.34145 1448.767 1946.292
A_23_P15 NM_1534 Homo sapieMED19,L 1.3414 0.00006 1.3414 2311.685 3117.264
A_24_P14 NM_0152 chromoso POFUT2,F 1.34131 0.00001 1.34131 3408.244 4563.249
A_23_P44 NM_0320 eukaryotic eIF2A,CD 1.3411 0.00023 1.3411 3043.939 4117.961
A_24_P391960 Unknown ENST000 1.3411 8.92E-11 1.3411 41079.42 55021.59
A_23_P21 NM_01901 Homo sapiePLEKHA5, 1.341 4.65E-07 1.341 924.46 1241.888
A_23_P12 NM_0180 Homo sapieTMEM51, 1.34087 0.00003 1.34087 2049.488 2766.505
A_24_P22 NM_0321 hypothetic ZRANB3, 1.34071 0.00002 1.34071 428.4023 574.3481
A_23_P12 NM_00551 Major hist HLA-B 1.34065 1.50E-10 1.34065 6631.061 8884.207
A_23_P51 NM_0072 Homo sapieSTXBP3,PS 1.34043 5.89E-07 1.34043 2889.037 3888.855
A_23_P33 NM_0205 Homo sapieADCY2,H 1.34029 4.64E-08 1.34029 617.525 827.5364
A_23_P11 NM_0150 Homo sapieJMJD2C,G 1.3399 0.00035 1.3399 1097.172 1471.905
A_24_P67 NM_1785 Homo sapieNM_1785 1.33953 0.00017 1.33953 2511.677 3379.185
A_32_P82 BC034583 Hypothetic LOC40065 1.33944 0.00019 1.33944 309.943 415.2416
A_24_P213396 Unknown A_24_P21 1.33932 2.95E-08 1.33932 49236.14 65746.03
A_32_P11723 Unknown ENST000 1.33914 2.25E-11 1.33914 48324.6 64680.4
A_23_P10 NM_0068 Homo sapieZFP36L2, 1.33893 9.79E-10 1.33893 4736.597 6336.262
A_23_P20 NM_0166 Homo sapieWAC,Wwp 1.3388 3.45E-10 1.3388 10732.25 14351.66
A_23_P65 NM_0041 Homo sapieWARS,IFI 1.33875 4.63E-12 1.33875 5951.148 7966.96
A_23_P12 NM_0165 Homo sapieUBAP1,U 1.33873 1.01E-06 1.33873 2719.916 3633.481
A_23_P20 NM_0328 Homo sapieTNS4,CTE 1.33852 0.00022 1.33852 2319.056 3115.201
A_23_P84 NM_0166 HDCMA18 HDCMA18 1.33847 0.00025 1.33847 2953.354 3995.389
A_23_P14 NM_03221 Homo sapieANKRD17, 1.3384 4.38E-08 1.3384 4634.65 6216.777
A_23_P11 NM_0182 Homo sapieSEC3L1,S 1.33837 0.00057 1.33837 839.5432 1128.589
A_23_P15 NM_0037 Homo sapieCTNNAL1, 1.33812 9.69E-07 1.33812 14336.23 19130.3
A_24_P17 NM_0179 hypothetic FLJ10081,K 1.33769 2.60E-12 1.33769 14550.78 19461.51
A_23_P82 NM_0208 Homo sapieZBTB2,ZNF 1.33769 6.05E-07 1.33769 689.2516 921.1932
A_23_P21 NM_0240 Homo sapieZNF655,VI 1.33747 0.00001 1.33747 1512.409 2025.158
A_23_P63 NM_1446 Homo sapieSAMD8,F 1.33742 0.00009 1.33742 539.3074 721.4584
A_23_P43 NM_1737 Homo sapieNM_1737 1.33693 2.28E-07 1.33693 7632.672 10203.88
A_23_P18 NM_0221 Homo sapieMCCC2,M 1.33651 1.75E-07 1.33651 976.3372 1305.959
A_23_P76 AF173389 Early endosEEA1 1.33634 0.00094 1.33634 2072.941 2796.447
A_32_P14 AL049969 PDZ and L PDLIM5 1.33631 0.00004 1.33631 2306.213 3105.478
A_24_P18 NM_0324 aspartate ASPH,BA 1.33571 3.35E-09 1.33571 10187.94 13580.98
A_24_P37 NM_0044 fatty-acid- ACSL3,AC 1.3353 0.00061 1.3353 3283.711 4424.054
A_23_P34 NM_0014 Homo sapieFOXO3A, 1.33509 6.83E-09 1.33509 833.5491 1113.135
A_23_P45 BC017665 Chromoso CXorf39 1.33503 7.64E-06 1.33503 6075.251 8159.884
A_23_P11 NM_0062 Homo sapieVRK2 1.33441 1.40E-08 1.33441 4392.081 5867.397
A_23_P75 NM_0147 Homo sapieZFYVE16, 1.33429 8.66E-06 1.33429 1356.946 1805.32
A_23_P20 NM_1779 Homo sapieH2AFJ,M 1.33428 7.18E-12 1.33428 20462.76 27309.88
A_23_P15 NM_0042 Homo sapieSTK17B,DR 1.33426 0.00006 1.33426 1804.314 2406.907
A_23_P73 AK124904 FYVE, Rh FGD6 1.33408 1.54E-06 1.33408 1519.487 2028.797
A_23_P38 NM_01621 Homo sapiePOLK,DIN 1.33356 3.98E-10 1.33356 969.0479 1292.208
A_23_P35 NM_0053 Homo sapiePPP1R3C, 1.33339 2.29E-07 1.33339 3239.851 4316.448
A_23_P31 NM_1816 Homo sapieNCOA3,A 1.33333 0.00011 1.33333 424.1435 565.5776
A_23_P99 NM_19821 Homo sapieING1,p33, 1.33314 6.42E-07 1.33314 1237.732 1654.069
A_32_P15 NM_0152 Homo sapieKIAA1033 1.33286 6.11E-08 1.33286 4460.627 5953.976
A_24_P64 AK054814 Meis1, my MEIS4 1.33284 0.00034 1.33284 1846.411 2484.746
A_24_P375573 Unknown ENST000 1.33262 0.00002 1.33262 5929.046 7875.254
A_23_P36 NM_03351 Homo sapieLIMS3 1.33247 0.00003 1.33247 907.1675 1204.999
A_23_P40 NM_1449 RNA (gua RG9MTD3 1.33243 0.00034 1.33243 363.2094 484.1368
A_32_P58029 Unknown A_32_P58 1.3323 0.00001 1.3323 492.3641 655.7681
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A_23_P12 NM_0150 Homo sapiePPRC1,P 1.3319 7.12E-07 1.3319 5040.396 6733.931
A_23_P69 NM_03271 hypothetic MGC1132 1.33158 0.00004 1.33158 7832.459 10526.68
A_23_P13 AK026695 Paxillin PXN 1.33131 1.14E-10 1.33131 122769 163294.3
A_23_P45 NM_0120 Homo sapieGLUD2,G 1.33123 0.00028 1.33123 1176.018 1571.468
A_24_P152793 Unknown ENST000 1.33105 7.20E-09 1.33105 23434.68 31229.59
A_23_P13 NM_0139 chloride int CLIC4,H1, 1.3309 8.13E-06 1.3309 1886.391 2528.144
A_24_P577289 Unknown A_24_P57 1.3308 0.00002 1.3308 354.1431 471.2794
A_23_P65 NM_0034 Homo sapieZBTB17,M 1.33073 2.95E-06 1.33073 900.0258 1196.193
A_32_P58 NM_02471 hypothetic C15orf29, 1.33056 3.04E-06 1.33056 4983.12 6619.885
A_23_P54 NM_0132 transcripti HCNGP,H 1.32909 6.89E-08 1.32909 712.7861 947.698
A_23_P41 NM_0122 zinc finger ZNF212,MG 1.32888 3.23E-06 1.32888 938.366 1245.58
A_24_P10 NM_0208 Homo sapieSH3MD2, 1.32886 0.00004 1.32886 1713.218 2285.124
A_24_P95 NM_0060 Tax1 (humaTAX1BP1, 1.32877 3.36E-06 1.32877 23255.14 31028.63
A_32_P13 AL137304 Intersex-lik IXL 1.32822 4.05E-08 1.32822 964.9424 1281.673
A_24_P89 NM_1979 Homo sapieC9orf90,KIA 1.32788 0.00077 1.32788 1885.474 2539.301
A_24_P41309 Unknown ENST000 1.32767 1.28E-11 1.32767 2351.262 3121.587
A_23_P21 NM_0160 palladin KIAA0992,S 1.32702 0.00023 1.32702 6472.759 8655.582
A_32_P14 NM_0069 nuclear po NPIP 1.32677 6.87E-10 1.32677 33295.55 44219.07
A_24_P33 NM_1815 Homo sapieBTN2A2,BT 1.32663 5.59E-06 1.32663 597.5101 792.5389
A_23_P33 NM_1524 Homo sapieZNF578,F 1.32652 4.41E-06 1.32652 538.4827 714.3882
A_24_P89 NM_0034 zinc finger TRIM26,A 1.32645 4.77E-11 1.32645 4202.642 5575.151
A_23_P21 NM_0065 Homo sapiePOLQ,PO 1.32609 4.65E-09 1.32609 1357.985 1800.23
A_32_P13 NM_1989 Homo sapieSS18L1,C 1.32581 1.17E-06 1.32581 887.8827 1177.677
A_23_P30 NM_0012 Homo sapieCCNH,CA 1.3247 6.37E-09 1.3247 5546.615 7359.646
A_24_P22 NM_01781 hypothetic RAB20,FL 1.32361 0.00046 1.32361 524.4957 693.3095
A_23_P30 NM_1471 Homo sapieNFX1,NFX 1.32315 2.89E-10 1.32315 3760.671 4975.375
A_23_P50 NM_1451 Homo sapieLIPT1,MG 1.32276 0.0001 1.32276 449.7584 595.0693
A_32_P123589 Unknown A_32_P12 1.32213 6.34E-06 1.32213 900.5848 1190.068
A_23_P201521 Unknown A_23_P20 1.32197 5.93E-06 1.32197 131989.3 173555.6
A_24_P18 NM_0153 Nipped-B NIPBL 1.32196 0.0003 1.32196 1031.138 1372.542
A_32_P40 BC047332 Zinc finger ZEC 1.32187 7.95E-07 1.32187 978.4361 1294.433
A_32_P22989 Unknown A_32_P22 1.32184 0.00033 1.32184 131832.5 173002.6
A_24_P502660 Unknown A_24_P50 1.32136 0.00004 1.32136 420.9603 556.2221
A_23_P86 NM_0056 Homo sapieZNF239,MO 1.32118 4.92E-08 1.32118 1630.861 2156.828
A_32_P10 NM_0037 UDP-Gal:b B4GALT4, 1.32094 1.68E-06 1.32094 871.6884 1153.551
A_23_P38 AK055693 Zinc finger FLJ35036 1.32073 3.71E-11 1.32073 4820.948 6368.903
A_23_P40 NM_1758 hypothetic FLJ36031 1.32071 4.75E-08 1.32071 1471.221 1945.192
A_23_P25 NM_0055 Homo sapieDMXL1 1.32054 0.00088 1.32054 547.7094 724.9379
A_24_P13 AK025245 KIT ligand KITLG 1.32044 3.08E-06 1.32044 2379.11 3150.725
A_24_P479065 Unknown A_24_P47 1.32042 4.49E-08 1.32042 1478.666 1952.579
A_32_P87 AB046850 Homo sapieKIAA1630 1.3202 0.00023 1.3202 1038.776 1370.54
A_24_P33 AB107355 FLJ16231 FLJ16231 1.31992 4.59E-07 1.31992 883.3005 1166.353
A_23_P66 NM_0156 Homo sapieNAT9,EBS 1.31989 5.33E-06 1.31989 7678.469 10095.51
A_32_P171921 AB017004 THC18654 1.31981 0.00013 1.31981 378.8735 500.0009
A_23_P14 AK021784 Acidic (leu ANP32A 1.31978 1.57E-07 1.31978 49091.8 64951.2
A_23_P14 NM_0045 Homo sapiePCK2,PE 1.31956 8.78E-10 1.31956 15347.19 20231.25
A_23_P15 NM_0043 Homo sapieDDX5,p68, 1.31937 3.10E-09 1.31937 40068.05 52947.65
A_24_P20 NM_0247 MICAL-lik MICAL-L2 1.31919 0.00004 1.31919 1433.594 1891.858
A_23_P15 NM_0148 Homo sapieFAM3C,G 1.31901 1.85E-09 1.31901 4556.443 6004.914
A_23_P20 NM_0183 hypothetic FLJ11029 1.31888 6.88E-06 1.31888 27855.29 36559.71
A_23_P38 NM_0146 KIAA0336 gGCC2,GC 1.31885 1.52E-06 1.31885 509.6915 672.2296
A_24_P666795 Unknown A_24_P66 1.31826 0.00009 1.31826 1864.417 2445.141
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A_23_P92 NM_0043 Homo sapieCASP3,C 1.3181 3.36E-09 1.3181 6773.043 8936.277
A_23_P36 NM_2073 Homo sapieNM_2073 1.31802 0.00079 1.31802 780.8832 1029.632
A_23_P50320 Unknown A_23_P50 1.31765 1.27E-11 1.31765 62339.71 82140.31
A_23_P50 NM_1758 Homo sapieCBFA2T2, 1.31753 0.00093 1.31753 339.3862 447.3696
A_23_P56 NM_0327 hypothetic MGC1563 1.31674 1.48E-10 1.31674 90937.38 119670.6
A_23_P32 NM_0190 hypothetic FLJ20054,R 1.31669 0.00035 1.31669 924.0523 1222.521
A_23_P43 NM_0247 Homo sapieZBTB3,FL 1.31636 0.00007 1.31636 1094.582 1439.22
A_23_P46 NM_0211 Homo sapiePTBP2,PTB 1.31607 8.20E-07 1.31607 1441.219 1901.152
A_23_P14 NM_0017 Homo sapieCANX,CN 1.31601 0.00003 1.31601 20761.48 27485.78
A_24_P41 NM_0181 Sec61 alp SEC61A2, 1.31601 5.06E-09 1.31601 1636.093 2151.323
A_24_P31 NM_0057 protein dis PDIA6,P5, 1.31592 4.19E-06 1.31592 8448.797 11158.37
A_23_P59 NM_0003 cyclin-dep CDKN1A, 1.31583 2.14E-08 1.31583 7263.936 9566.186
A_32_P68 NM_1759 hypothetic LOC28563 1.3157 0.00006 1.3157 4131.838 5423.858
A_24_P23 NM_0038 tumor necroTNFSF14, 1.31551 2.06E-06 1.31551 494.2853 650.1943
A_32_P215900 Unknown A_32_P21 1.31544 0.00035 1.31544 536.5212 704.5668
A_24_P32 NM_0003 tuberous s TSC1,LAM 1.31532 0.00017 1.31532 859.4998 1137.189
A_24_P24 AK025794 PI-3-kinas SMG1 1.31527 0.00014 1.31527 1559.45 2062.952
A_24_P724886 Unknown A_24_P72 1.31483 0.00037 1.31483 346.3288 455.3191
A_24_P47 BX118521 BX118521 BX118521 1.31478 3.61E-10 1.31478 9975.357 13117.3
A_23_P53 NM_1785 Homo sapieDTX3,RN 1.31439 0.00038 1.31439 4932.823 6523.188
A_24_P11 NM_0069 nuclear po NPIP 1.31423 2.46E-09 1.31423 24741.66 32554.96
A_32_P37 NM_14531 Homo sapieLACE1 1.31396 0.00041 1.31396 518.855 682.5882
A_23_P55 NM_0037 Homo sapieRNMT,ME 1.31394 0.00014 1.31394 1254.396 1653.802
A_23_P27 NM_0183 Homo sapieZNF444,E 1.31388 3.64E-06 1.31388 6288.17 8309.276
A_24_P12 NM_03341 hypothetic MGC1313 1.31382 0.00016 1.31382 1050.055 1382.809
A_23_P99 NM_0034 zinc finger ZNF198,FI 1.31319 2.33E-08 1.31319 1435.945 1886.763
A_23_P14 NM_0314 Homo sapieC10orf45, 1.31317 7.09E-06 1.31317 5412.416 7133.452
A_24_P63 NM_0147 KIAA0141 gKIAA0141 1.31288 6.04E-06 1.31288 2552.864 3362.008
A_23_P21 NM_0140 DKFZP56 CHMP2B, 1.31269 4.77E-06 1.31269 2880.109 3803.89
A_23_P13 NM_0057 YY1 assoc YAF2 1.31257 0.00014 1.31257 1329.374 1754.375
A_32_P15 NM_0036 protein ph PPM1D,W 1.31229 0.00016 1.31229 2074.615 2723.719
A_23_P84 NM_0240 hypothetic SECISBP 1.31207 0.00007 1.31207 624.3018 820.4475
A_24_P366465 Unknown ENST000 1.31163 5.15E-09 1.31163 3474.691 4560.43
A_23_P35 NM_17851 Homo sapieANKK1,P 1.31146 0.00001 1.31146 160781.1 209878.1
A_24_P23 NM_2074 FLJ42953 FLJ42953 1.31146 1.76E-06 1.31146 678.8185 889.7672
A_23_P13 NM_0063 HIV-1 Tat i HTATIP,TIP 1.31121 1.58E-09 1.31121 1052.168 1379.555
A_24_P76 AK097724 Ariadne ho ARIH2 1.31111 0.00003 1.31111 381.9552 500.769
A_24_P58 NM_00381 tumor necroTNFSF9,4 1.31104 6.56E-06 1.31104 1970.285 2596.018
A_32_P51 BC015790 Hypothetic LOC40057 1.3109 0.00002 1.3109 2486.096 3237.974
A_23_P34 NM_0149 KIAA0971 KIAA0971 1.31084 7.93E-08 1.31084 4178.72 5492.099
A_23_P16 NM_01651 Pipecolic a PIPOX 1.3108 2.29E-08 1.3108 4218.306 5525.769
A_32_P20 AK096653 Hypothetic LOC91664 1.31045 4.38E-08 1.31045 2938.943 3848.898
A_23_P20 NM_0224 Homo sapieNOC3L,A 1.31022 4.05E-06 1.31022 4399.616 5805.903
A_32_P22 NM_0320 CDA11 pr TATDN1, 1.31002 1.81E-10 1.31002 4834.794 6331.496
A_24_P12 NM_0053 Heat shoc HSPA1A 1.30943 4.42E-09 1.30943 8931.879 11687.45
A_23_P13 NM_00501 Homo sapieNUCB2,N 1.3091 0.00007 1.3091 3404.814 4493.199
A_24_P58 NM_0306 Homo sapieCPEB4,KI 1.30909 0.00014 1.30909 658.0826 859.736
A_23_P11 NM_0120 activating t ATF5,ATF 1.30903 1.11E-06 1.30903 710.7648 929.9735
A_23_P21 NM_0148 KIAA0354 gZBTB5 1.30903 0.0002 1.30903 2796.294 3645.821
A_32_P11 NM_1522 Homo sapieZNF561,MG 1.30886 0.00013 1.30886 924.4623 1207.78
A_32_P55987 Unknown THC19826 1.30815 0.00018 1.30815 352.8459 461.611
A_23_P15 NM_0034 Homo sapieZNF133,Z 1.30781 3.96E-07 1.30781 2175.333 2849.51
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A_24_P289043 Unknown ENST000 1.30773 0.00092 1.30773 1914.705 2525.82
A_23_P79 BC004943 LAG1 long LASS1 1.30756 1.17E-08 1.30756 374255.9 488680.3
A_24_P17 AB002321 KIAA0323 KIAA0323 1.30741 0.00005 1.30741 697.4764 912.2087
A_23_P13 NM_01601 Homo sapiePHF20L1, 1.30741 0.00001 1.30741 1926.17 2517.765
A_23_P13 NM_0218 Homo sapieC6orf75,M 1.30637 5.10E-06 1.30637 491.561 642.1266
A_23_P51 NM_0123 Homo sapiePFDN2,PF 1.30631 4.89E-08 1.30631 40614.39 52924.57
A_32_P53 NM_0058 putative tr EIF1,A121, 1.30625 2.30E-08 1.30625 256945.7 335997.9
A_23_P13 NM_0160 Homo sapieRBM7,FLJ 1.30622 0.00016 1.30622 1097.315 1438.738
A_24_P10 NM_0321 implantatio DKFZp564 1.3059 0.00001 1.3059 3684.394 4799.97
A_23_P16 NM_0041 Homo sapieGBF1,KIA 1.30569 3.08E-07 1.30569 4775.581 6220.451
A_32_P166693 Unknown THC19104 1.30563 8.21E-06 1.30563 5364.491 7002.964
A_24_P18 NM_0183 hypothetic FLJ11171 1.30507 0.00001 1.30507 1126.787 1471.628
A_23_P75 NM_0248 Homo sapiePDZK7 1.30505 0.00003 1.30505 121065.5 157136.3
A_23_P14 NM_02411 hypothetic MGC4504 1.30504 9.47E-07 1.30504 13210.38 17287.3
A_24_P84 M27126 Major hist HLA-DRB1 1.30409 0.00003 1.30409 502.7695 655.8606
A_24_P49860 Unknown A_24_P49 1.30382 8.21E-07 1.30382 717.0684 935.2377
A_23_P10 NM_13911 Homo sapieYY1AP1,YA 1.30378 3.96E-08 1.30378 4369.401 5707.521
A_32_P12 NM_0309 small GTP RAB1B 1.3037 3.01E-09 1.3037 10578.47 13793.46
A_24_P68 NM_0053 Heat shoc HSPA1A 1.30352 0.00047 1.30352 4334.627 5666.624
A_23_P43 NM_1738 hypothetic YIPF6,Fin 1.30343 0.00034 1.30343 9035.727 11879.9
A_23_P39 NM_0149 Homo sapieGLS,GLS1 1.30325 0.00021 1.30325 3358.136 4399.524
A_24_P41530 Unknown A_24_P41 1.30279 6.86E-06 1.30279 3049.456 3961.218
A_23_P32 NM_0332 Homo sapieC16orf45, 1.30271 0.00002 1.30271 1531.77 2002.542
A_24_P25 NM_0209 Homo sapieZNF317,KI 1.3023 0.00009 1.3023 1277.441 1670.813
A_23_P12 NM_0124 Homo sapieSETDB1,E 1.30186 0.00005 1.30186 549.986 716.0113
A_23_P13 NM_0156 Homo sapieARRDC2, 1.3016 0.00002 1.3016 1016.2 1317.854
A_23_P16 NM_0018 Homo sapieCPM 1.30145 0.00025 1.30145 529.5037 688.4868
A_23_P13 NM_0219 Homo sapieZNF148,B 1.30078 0.00096 1.30078 3479.94 4571.263
A_32_P15 AK127081 Ubiquitin s USP54 1.30011 0.00005 1.30011 1162.868 1518.354
A_24_P31 AK026491 Homo sapieRPL12 1.30003 1.11E-07 1.30003 40198.94 52128.06
A_23_P34 NM_1384 Homo sapieZNF655,VI 1.30002 0.0001 1.30002 1787.272 2326.459
A_23_P60753 TRUA_HU THC20026 1.29961 2.32E-10 1.29961 244341.6 317615.2
A_23_P11 NM_0049 Homo sapieMECP2,R 1.29918 2.96E-06 1.29918 5101.608 6627.076
A_23_P13 NM_0250 Thrombos TSRC1 1.29896 9.18E-08 1.29896 3735.843 4850.058
A_23_P14 NM_0189 Homo sapieHLA-F,HL 1.29886 3.93E-06 1.29886 4877.125 6328.487
A_24_P32 BC006474 U2-associ SR140 1.29821 0.00004 1.29821 6391.592 8332.881
A_23_P86 NM_0045 Homo sapieKIF5B,KN 1.29732 0.00073 1.29732 622.6592 809.7568
A_23_P59 AB018259 Dedicator DOCK4 1.29723 0.00002 1.29723 824.8256 1069.386
A_23_P34 NM_00311 Homo sapieSP3,SPR- 1.297 8.53E-08 1.297 4226.754 5473.929
A_23_P31 NM_1782 Homo sapiePILRA,FD 1.29699 0.00017 1.29699 596.7608 773.6652
A_23_P46 NM_1452 kinesin lig KLC3,KLC2 1.29657 0.00003 1.29657 257023.1 331332.9
A_24_P493100 Unknown A_24_P49 1.29638 0.0002 1.29638 990.9985 1283.265
A_23_P12 NM_02101 Homo sapieKCNJ12,I 1.29614 0.00098 1.29614 895.1544 1151.202
A_24_P247576 Unknown ENST000 1.29603 8.31E-09 1.29603 4402.003 5701.043
A_23_P32 BC007811 Similar to FLJ22795 1.29588 6.23E-07 1.29588 674.6248 874.3666
A_24_P221475 Unknown A_24_P22 1.29586 6.49E-06 1.29586 2914.562 3786.377
A_23_P76 NM_0134 Homo sapieBAZ1A,AC 1.29538 1.39E-06 1.29538 2462.129 3205.871
A_24_P14 NM_0047 DEAD (As DDX21 1.29535 0.00009 1.29535 15271.76 19925.34
A_23_P21 NM_0182 Homo sapieRSAFD1,F 1.29527 6.25E-06 1.29527 2497.011 3243.133
A_23_P40 NM_0067 Homo sapieMYST3,M 1.29515 0.00077 1.29515 1625.167 2124.058
A_23_P78 NM_0177 hypothetic FBXL12,F 1.2951 0.00037 1.2951 541.0021 700.4343
A_23_P11 NM_0219 Homo sapieMAP2K1I 1.29481 3.48E-08 1.29481 2155.736 2794.565
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A_23_P41 NM_1524 Homo sapieEVER2,E 1.29468 0.00009 1.29468 737.9551 953.2941
A_23_P12 NM_0206 Homo sapiePELI1,pelli 1.29465 0.00005 1.29465 1254.518 1613.933
A_23_P48 NM_0011 Homo sapieARHGAP5 1.2944 1.49E-07 1.2944 703.3422 910.4166
A_32_P34 AK056119 CDNA FLJ3AK056119 1.29423 0.00097 1.29423 299.4373 387.5505
A_23_P90 NM_1525 hypothetic FLJ40432 1.29387 1.12E-06 1.29387 1611.273 2087.51
A_24_P40 NM_0146 KIAA0446 gKIAA0446, 1.29341 3.69E-06 1.29341 3288.218 4263.478
A_32_P64 AK026852 Similar to ZNF694,Z 1.29326 9.33E-07 1.29326 973.7066 1259.913
A_23_P94 AY260738 Zinc finger ZKSCAN1 1.29323 9.21E-08 1.29323 99884.2 129326.1
A_23_P38 NM_2073 zinc finger ZFPL,DKFZ 1.29302 5.51E-06 1.29302 567.6802 734.0738
A_24_P40 AK057725 Matrilin 1, MATN1 1.29295 0.00067 1.29295 894.0439 1157.916
A_23_P71 BC034271 Fanconi a FANCC 1.29276 1.75E-08 1.29276 14421.81 18654
A_24_P27 NM_1990 Homo sapieNSUN4,M 1.29246 0.00004 1.29246 1004.347 1296.956
A_24_P41 AK093442 Zinc finger ZNF596 1.29173 5.75E-06 1.29173 7919.088 10293.35
A_23_P16 NM_1447 hypothetic FLJ31951,D 1.29168 0.00012 1.29168 3654.661 4752.119
A_23_P21 AB014535 Homo sapieKIAA0635 1.29131 2.08E-09 1.29131 3718.092 4799.471
A_24_P36 NM_0161 hypothetic LOC51149 1.29094 5.38E-07 1.29094 3581.956 4616.793
A_32_P20884 ALU7_HU THC19762 1.29079 0.00088 1.29079 594.4699 767.8296
A_23_P32 NM_0034 Homo sapieZNF134,p 1.29062 0.00031 1.29062 1367.771 1755.121
A_24_P21 NM_0247 modulator FLJ13213,F 1.29044 8.89E-10 1.29044 3270.191 4219.909
A_23_P20 NM_0032 Tight juncti TJP1 1.29042 3.40E-06 1.29042 1495.921 1932.999
A_23_P76 NM_0014 Homo sapieEMP1,TM 1.29037 0.00001 1.29037 2948.259 3804.05
A_23_P97 NM_0221 Rag C prot RRAGC,G 1.29021 0.00002 1.29021 3829.646 4925.572
A_23_P12 NM_0248 Homo sapieC9orf82,F 1.29016 2.13E-06 1.29016 1013.436 1308.593
A_23_P17 NM_0021 Homo sapieIL1RAP,IL 1.28979 6.16E-07 1.28979 653.2115 842.5768
A_24_P13 NM_1522 Homo sapieZFP276,Z 1.28975 8.30E-06 1.28975 1671.135 2161.579
A_32_P11 AK091308 NMDA rec NARG1 1.28945 2.98E-06 1.28945 660.1144 851.3978
A_23_P45 NM_0058 putative tr EIF1,A121, 1.28943 2.80E-07 1.28943 311765.4 402869.4
A_24_P572974 Unknown A_24_P57 1.28934 0.00004 1.28934 530.3701 683.5947
A_23_P12 M21539 Small proli SPRR2C 1.28902 0.00021 1.28902 4372.502 5570.128
A_23_P35 U68019 SMAD, mo SMAD3 1.28817 0.00009 1.28817 1660.483 2146.856
A_24_P21 NM_03281 hypothetic TBRG1,T 1.28764 0.00017 1.28764 920.5256 1189.426
A_23_P11 NM_19431 FRBZ1 pr FRBZ1 1.2875 0.00004 1.2875 546.9985 704.3596
A_24_P26 AK055669 Transporti TNPO1 1.28728 0.00002 1.28728 5107.287 6605.785
A_24_P13 NM_0033 ubiquitin-c UBE2D1,S 1.28662 0.0001 1.28662 5250.372 6797.6
A_23_P41 NM_0143 Homo sapieGNL3,NS, 1.28659 1.83E-07 1.28659 21759.74 27915.7
A_24_P33 NM_0321 implantatio DKFZp564 1.28614 4.54E-07 1.28614 12706.53 16373.68
A_23_P39 NM_0023 Homo sapieMAFG,MGC 1.28611 5.68E-10 1.28611 19146.42 24624.77
A_32_P17 AB002293 Zinc finger ZNF609 1.28578 0.00068 1.28578 9223.809 11948.53
A_24_P22 NM_0040 cysteine a CSRP1,C 1.28542 3.76E-07 1.28542 822.3028 1057.192
A_24_P332471 Unknown A_24_P33 1.28529 2.76E-06 1.28529 37847.43 48842.98
A_23_P89 AL080108 KIAA0753 gKIAA0753 1.28464 0.00002 1.28464 1870.074 2408.373
A_23_P12 NM_0062 Homo sapieDPF2,RE 1.28453 4.71E-08 1.28453 4405.774 5652.042
A_23_P20 AL353936 Pleckstrin PSD3 1.28423 0.00004 1.28423 652.4528 837.57
A_23_P57 NM_0061 Homo sapieTMEM50B, 1.28417 0.00031 1.28417 1284.198 1652.521
A_23_P14 AK026323 Alpha-kina ALPK1 1.2841 2.67E-09 1.2841 160543.4 206243
A_23_P39 BC037316 Zinc finger ZNF630 1.28403 0.00062 1.28403 4315.569 5495.141
A_24_P29 NM_1532 Heat shoc HSPA8 1.28354 0.00001 1.28354 9848.959 12635.58
A_23_P93 AK098134 Similar to AK098134 1.28331 9.38E-06 1.28331 5069.791 6522.459
A_24_P25 NM_0018 casein kin CSNK1A1, 1.28301 0.0004 1.28301 4017.897 5128.415
A_23_P15 AK021957 Collagen, tyCOL27A1 1.28254 0.0002 1.28254 2416.706 3086.241
A_32_P16 NM_0322 hypothetic ANKRD20 1.28241 0.00062 1.28241 374.9847 480.9252
A_32_P22 NM_1817 Homo sapieSPRED2, 1.28224 0.00067 1.28224 519.0997 666.2019
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A_24_P913005 AF124394 THC18472 1.28217 0.0001 1.28217 1109.068 1426.985
A_23_P15 AK027372 Hypothetic FLJ14466 1.28196 2.72E-07 1.28196 133737 171156.8
A_23_P20 NM_0060 Homo sapieNDRG1,G 1.28158 0.00001 1.28158 5445.292 6964.266
A_23_P21 NM_0177 Homo sapieANKHD1, 1.28145 0.00005 1.28145 1615.054 2077.297
A_23_P16 NM_0183 hypothetic FLJ11184 1.28138 0.0001 1.28138 3843.594 4936.703
A_23_P15 NM_0230 ankyrin re ANKRA2, 1.28111 4.88E-07 1.28111 2263.122 2899.137
A_32_P146450 Unknown A_32_P14 1.2804 4.19E-07 1.2804 7738.759 9924.258
A_23_P15 NM_0028 Homo sapiePTPRM,R 1.28038 5.61E-09 1.28038 1635.75 2094.444
A_23_P54 NM_0059 Homo sapieMT1A,MT1 1.28025 0.00003 1.28025 72072.63 92574.56
A_24_P37 NM_0189 cytochrom CYCS,CY 1.28019 0.00003 1.28019 31074.22 39666.04
A_23_P15 AF338191 Homo sapieFKSG62 1.28007 0.00006 1.28007 6744.516 8674.066
A_23_P38 NM_1525 hypothetic DKFZp762 1.27975 0.00038 1.27975 1075.471 1376.076
A_24_P41 NM_0134 potential tu LRP12,ST 1.2797 0.00013 1.2797 1582.952 2040.54
A_23_P15 NM_0160 Bcl-2 inhibi BIT1,CGI- 1.27947 1.87E-09 1.27947 16700.99 21370.87
A_23_P17 NM_0069 stress 70 STCH 1.27932 0.00047 1.27932 444.0095 568.0571
A_23_P23 NM_0160 CGI-115 p CGI-115 1.2793 4.62E-07 1.2793 8098.307 10381.56
A_23_P90 NM_1489 Homo sapieOTOS,OT 1.27917 0.00045 1.27917 2765.538 3562.701
A_23_P63 NM_0072 Homo sapieDDX20,D 1.27911 0.00021 1.27911 3212.884 4099.209
A_23_P32 NM_1532 Homo sapieNPHP3,N 1.27888 0.00001 1.27888 1085.954 1387.173
A_23_P77 AK024389 C-Maf-ind CMIP 1.2787 3.82E-08 1.2787 3045.203 3896.969
A_23_P31 NM_0040 Homo sapieEMX1 1.27859 3.84E-08 1.27859 13943.77 17824.07
A_32_P81 NM_0143 putative nu GNL3,NS, 1.27844 0.00006 1.27844 30490.11 38832.16
A_23_P13 NM_0245 hypothetic FLJ21616,P 1.27767 1.99E-06 1.27767 3107.567 3973.62
A_23_P21 NM_0034 Homo sapieZNF35,HF 1.27724 0.00003 1.27724 487.6641 622.8716
A_23_P21 NM_0149 Homo sapieUBOX5,UI 1.27676 1.98E-07 1.27676 263758.9 337339.9
A_23_P11 NM_0048 Homo sapieATG5,AS 1.2766 6.13E-06 1.2766 3189.14 4081.498
A_23_P26 NM_0247 modulator FLJ13213,F 1.27641 9.43E-06 1.27641 2959.434 3785.959
A_23_P11 NM_0163 hydroxyste HSD17B7,P 1.27604 0.001 1.27604 825.4517 1056.623
A_23_P21 NM_0020 guanine n GNAZ 1.27571 1.51E-08 1.27571 6593.481 8416.037
A_24_P49 AB037853 KIAA1432 KIAA1432 1.27569 0.0003 1.27569 940.5531 1198.852
A_23_P98042 Unknown A_23_P98 1.27566 0.00007 1.27566 15369.44 19690.91
A_24_P12 NM_0016 ADP-ribos ARF4L,AR 1.2755 7.47E-06 1.2755 698.1168 890.469
A_24_P36 NM_0179 hypothetic NOL8,Nop 1.27542 6.26E-06 1.27542 9350.615 11959.61
A_24_P10 NM_01591 Thioredoxi TXNDC11 1.27539 0.00012 1.27539 4265.741 5451.861
A_32_P28 NM_1721 Homo sapieNASP,FLB 1.27531 9.02E-06 1.27531 6673.458 8483.616
A_23_P33 XM_37095 similar to n LOC38823 1.27529 2.50E-07 1.27529 15108.16 19292.29
A_23_P16 AF151059 Formin bin FNBP3 1.27527 0.00058 1.27527 10485.03 13456.59
A_23_P99 NM_00531 Homo sapiePDIA3,P5 1.27508 8.31E-06 1.27508 13748.27 17593.27
A_32_P125558 Unknown A_32_P12 1.27498 0.00051 1.27498 3282.285 4206.799
A_24_P487766 Unknown A_24_P48 1.27486 1.05E-06 1.27486 1876.847 2395.592
A_24_P33 D31888 REST cor RCOR1 1.27485 2.80E-06 1.27485 2678.839 3426.815
A_23_P80 NM_0068 Homo sapieBTG3,AN 1.27483 0.00003 1.27483 6742.735 8645.48
A_32_P214969 Unknown A_32_P21 1.27471 0.00007 1.27471 786.8256 1002.606
A_24_P16 NM_0001 GTP cyclo GCH1,GC 1.27465 1.95E-07 1.27465 921.9121 1175.06
A_23_P21 NM_0229 Homo sapieACSL4,AC 1.27407 0.00035 1.27407 1546.177 1972.979
A_24_P37 NM_0009 ribosomal RPL12 1.27345 1.67E-06 1.27345 72983.67 92655.45
A_23_P15 NM_1533 hypothetic MGC3321 1.27322 0.00018 1.27322 3741.071 4768.196
A_23_P10 AF077204 GTP bindi GTPBP1 1.27319 0.00025 1.27319 1596.063 2036.281
A_23_P15 NM_0221 leucine zip FKSG14,P3 1.27301 0.00078 1.27301 2873.13 3691.327
A_24_P30 NM_0034 zinc finger ZNF155,p 1.27263 0.00002 1.27263 830.6883 1056.057
A_23_P11 NM_14521 Homo sapieTRIM11,BIA 1.27262 0.00016 1.27262 1704.85 2174.028
A_23_P13 NM_0062 Homo sapiePROP1 1.27249 0.00094 1.27249 21403.7 26956.19
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A_24_P281853 Unknown A_24_P28 1.27205 0.00005 1.27205 3390.195 4332.317
A_23_P20 NM_0020 Homo sapieGABPB2, 1.272 7.92E-09 1.272 4323.982 5498.97
A_23_P20 NM_1987 Homo sapieMAP4K5, 1.27179 0.0005 1.27179 1029.157 1315.374
A_23_P20 NM_0007 Homo sapieCYP2B6,C 1.27175 0.00026 1.27175 7187.839 9173.77
A_32_P67 BC045163 Homo sapieBC045163 1.27161 0.00023 1.27161 1174.658 1493.04
A_24_P37 XM_37271 Homo sapieXM_37271 1.27154 0.00004 1.27154 41766.95 53463.37
A_24_P85 AI791206 MRNA (fet APG12L,AP 1.2708 0.00047 1.2708 384.1207 488.11
A_24_P10 NM_00531 glucose re PDIA3,P5 1.27058 9.68E-08 1.27058 15794.55 20084.84
A_23_P14 NM_0219 Homo sapieOPTN,NR 1.27019 4.83E-08 1.27019 2003.106 2545.011
A_24_P34 XM_37181 Homo sapieXM_37181 1.26992 3.44E-08 1.26992 129910.2 164826
A_24_P47 AK093640 CDNA FLJ3AK093640 1.26987 0.00048 1.26987 3668.459 4697.468
A_23_P39 NM_0250 Thrombos TSRC1 1.26978 2.89E-06 1.26978 862.4924 1095.554
A_23_P12 NM_0016 activating t ATF4,CRE 1.26963 8.17E-07 1.26963 17026.98 21643.86
A_23_P11 AF249273 BCL2-ass BCLAF1 1.26941 0.00086 1.26941 5038.934 6442.979
A_23_P14 NM_0147 Homo sapieZFHX1B,S 1.26937 0.0001 1.26937 910.0101 1152.486
A_23_P81 NM_0806 Homo sapieTJAP1,PILT 1.26872 0.00003 1.26872 1355.774 1719.99
A_23_P20 NM_01221 Homo sapieMGEA5,M 1.26861 4.75E-06 1.26861 10695.42 13588.19
A_23_P97 NM_0122 Homo sapieNT5C2,G 1.26809 0.00015 1.26809 982.3973 1249.166
A_24_P65 AK125790 Hypothetic LOC40135 1.26793 0.0001 1.26793 6810.076 8577.2
A_32_P61 AF290475 Round spe RSBN1L 1.2678 2.77E-07 1.2678 879.4421 1114.935
A_24_P765053 ALU5_HU THC18911 1.26763 0.00052 1.26763 406.2131 514.9318
A_24_P26 NM_0058 Bet1 (S. c BET1,hbet 1.26688 0.00035 1.26688 1525.573 1941.617
A_23_P71 NM_0179 Homo sapieNOL8,Nop 1.26668 1.64E-08 1.26668 10628.7 13458.19
A_32_P15 BC033829 A kinase ( AKAP12 1.26658 1.03E-06 1.26658 2599.842 3289.615
A_24_P110541 Unknown A_24_P11 1.26644 1.41E-06 1.26644 50061.02 63581.93
A_32_P71 AL049987 FLJ40092 FLJ40092 1.26635 0.00003 1.26635 1546.502 1960.397
A_23_P16 NM_0031 signal reco SRP54 1.26633 0.00065 1.26633 2267.857 2890.318
A_23_P42 NM_0202 Homo sapieC9orf102, 1.2663 1.43E-06 1.2663 1446.14 1830.549
A_24_P38 NM_00171 carcinoem CEACAM1 1.26499 0.00008 1.26499 1527.748 1922.522
A_23_P50 NM_0071 Homo sapieZXDA 1.26494 0.0009 1.26494 470.2337 595.0486
A_23_P336854 DJ999L4.1 RPL12L3 1.26466 1.87E-06 1.26466 125946.1 159780.9
A_23_P136013 Unknown A_23_P13 1.26452 0.00079 1.26452 5461.702 6959.69
A_24_P26 NM_1537 Homo sapieC21orf88 1.26443 2.24E-07 1.26443 5817.241 7355.478
A_32_P17 D86974 KIAA0220- KIAA0220 1.26419 2.20E-07 1.26419 40389.42 51035.8
A_23_P51 NM_0072 Homo sapieDUSP12,Y 1.26414 0.00031 1.26414 9265.242 11782.29
A_24_P34 NM_0149 Homo sapieDAAM1,KI 1.26412 0.0007 1.26412 942.8012 1189.227
A_23_P13 NM_0063 nuclear R NXF1,TAP 1.26404 0.00039 1.26404 1342.606 1697.148
A_23_P14 NM_0179 Homo sapiePHIP,ndrp, 1.26373 8.99E-09 1.26373 5289.284 6684.321
A_24_P26 NM_1332 Homo sapieLRPPRC, 1.26368 0.00003 1.26368 8752.191 11104.96
A_24_P602348 ALU6_HU THC19585 1.26366 0.00011 1.26366 10611.14 13343.32
A_24_P40 XM_37231 Homo sapieXM_37231 1.26359 0.00002 1.26359 47997.49 60350.25
A_24_P46 AK022083 Hypothetic FLJ12750 1.26347 0.00014 1.26347 460.256 581.4894
A_23_P50 NM_1723 Homo sapieIL4I1,FIG1 1.26346 0.00008 1.26346 745.1948 941.7758
A_23_P99 NM_0225 Homo sapieMESDC1, 1.26341 0.00001 1.26341 2124.64 2690.094
A_32_P45 AL049265 Interleukin IL6ST 1.26249 1.35E-08 1.26249 3971.108 5013.483
A_23_P27 NM_1992 multidrug r MGC1317 1.2621 0.00002 1.2621 10241.84 12908.4
A_23_P48 NM_0064 Homo sapieNPC2,HE1 1.2617 9.83E-06 1.2617 19731.48 24938.55
A_32_P222060 Unknown THC18266 1.26164 0.00068 1.26164 961.848 1215.121
A_32_P76853 AF263742 THC20011 1.26137 0.00061 1.26137 966.4484 1221.198
A_24_P73 BI041703 Cisplatin r CRR9 1.26089 0.00029 1.26089 16737.27 21135.53
A_23_P21 NM_0198 Homo sapieCYP26B1, 1.26077 0.0005 1.26077 4768.853 6035.374
A_23_P11 NM_0122 DnaJ (Hsp DNAJB5 1.26076 0.00091 1.26076 816.5429 1025.93



9 2
7
8 4
1 7 m
6 9
9 3 M
0 0
8 9 D
5 9
6 5 g E

5
2 3
3 9 e
0 6
8 4 P
8 6
3 4 T
1
5
7 H
5 5 M A
6 0 E
5 0 a M
4
3 8 ,
4 7 K
2 8
1 6 f
1 3
4 2 C
1 8 n 5

6 2 C
5 4

1
4

3 2 a
6 5 T
5 6 r

0
5 3
4
5 9 P
9 2 P
9 8
3
5
3 3
8 3 a
5
0 4 A
7 4 a

A_23_P10 NM_1759 Homo sapieILDR1,MGC 1.26045 4.16E-06 1.26045 160651.6 201961.8
A_24_P35 XM_37331 Homo sapieXM_37331 1.25999 0.00048 1.25999 13334.46 16907.61
A_23_P79 NM_0528 Homo sapieEMILIN3,E 1.25965 0.00025 1.25965 6416.209 8045.17
A_23_P30 NM_0144 Chromoso C10orf28 1.25928 0.00004 1.25928 540.9055 681.0898
A_23_P25 NM_0133 Homo sapieUSP25,US 1.25925 0.00017 1.25925 2152.159 2721.608
A_23_P47 NM_0153 Homo sapieTHRAP2, 1.25899 1.17E-06 1.25899 1621.064 2042.422
A_23_P20 NM_0148 KIAA0435 gPCNXL2,F 1.25898 0.00055 1.25898 2081.738 2625.187
A_32_P11 NM_0156 Homo sapiePDZK6,P 1.25786 0.00042 1.25786 864.1372 1082.56
A_23_P14 NM_0035 Homo sapieTPST1 1.25764 1.98E-07 1.25764 1661.112 2089.634
A_24_P17 NM_0052 GA-bindin GABPB2, 1.25696 0.00011 1.25696 588.9392 740.0704
A_32_P80532 Unknown A_32_P80 1.25694 0.00062 1.25694 754.2685 947.885
A_23_P10 BX647159 TSPY-like TSPYL3 1.25688 0.00045 1.25688 10879.63 13650.65
A_24_P57 NM_0184 COBW-lik CBWD1 1.25645 0.0003 1.25645 1096.434 1382.954
A_23_P21 NM_0182 Homo sapieASXL2,ASX 1.2564 0.00027 1.2564 3727.923 4703.478
A_23_P48 NM_0047 Homo sapieCCPG1,C 1.25616 0.00032 1.25616 4663.408 5887.068
A_23_P21 NM_0325 Homo sapieKIAA2010,S 1.25509 2.77E-08 1.25509 6693.362 8400.766
A_23_P25 NM_0008 Homo sapieGSTA3,G 1.25484 1.02E-06 1.25484 1742.589 2187.923
A_23_P21 AK096769 Lanosterol LSS 1.25468 0.00032 1.25468 818.4016 1024.609
A_32_P13 AF086472 Homo sapieAF086472 1.2545 0.00029 1.2545 486.1108 609.7803
A_24_P24 XM_29357 similar to LOC34474 1.25442 0.00014 1.25442 1741.745 2191.163
A_24_P26 NM_0206 sentrin/SU SENP7,KI 1.25415 0.00003 1.25415 1703.376 2134.646
A_23_P16 NM_0163 Homo sapieDNAJB11, 1.25415 3.44E-06 1.25415 10962.18 13718.41
A_23_P25 NM_0251 hypothetic CCDC2,C 1.25396 7.35E-06 1.25396 1148.824 1442.237
A_32_P23 NR_001434Homo sapieHLA-H 1.2539 0.00083 1.2539 3795.838 4750.211
A_23_P32 NM_1445 Zinc finger ZFYVE27 1.25385 0.00003 1.25385 6441.473 8101.479
A_23_P12 NM_0012 Homo sapieCHKA,CH 1.25356 0.00001 1.25356 3653.137 4581.288
A_23_P15 NM_0245 Homo sapieEFTUD1,FA 1.25351 2.89E-07 1.25351 2880.013 3611.021
A_24_P26 NM_0045 6-phospho PFKFB3,PF 1.25344 0.00018 1.25344 2339.161 2926.006
A_32_P95 NM_1721 Homo sapieWFDC10B 1.25317 6.69E-07 1.25317 21775.81 27286.64
A_23_P87 NM_0207 Homo sapieFAM62B, 1.25299 0.00058 1.25299 4557.401 5720.251
A_23_P50 NM_0017 cell divisio CDC2L1,p 1.25296 0.0008 1.25296 2987.046 3737.592
A_23_P201998 AF320996 THC19433 1.25274 0.00004 1.25274 7686.512 9666.883
A_23_P15 NM_0005 Homo sapieHEXB,EN 1.2527 7.96E-07 1.2527 7798.663 9758.925
A_23_P68 NM_0207 KIAA1271 KIAA1271 1.25193 0.00092 1.25193 4037.164 5073.138
A_23_P211603 Unknown A_23_P21 1.25189 2.88E-08 1.25189 13146.02 16457.51
A_24_P914208 Unknown A_24_P91 1.2518 0.00033 1.2518 7250.987 9027.988
A_24_P18 NM_0245 hypothetic FLJ20986 1.25169 5.70E-07 1.25169 6642.616 8326.394
A_23_P97 NM_0221 Homo sapieRRAGC,G 1.25169 0.00059 1.25169 2165.566 2724.705
A_23_P11 NM_0072 suppresso HSGT1 1.25136 1.99E-07 1.25136 5822.681 7289.323
A_24_P170309 Unknown A_24_P17 1.25064 0.00006 1.25064 3420.922 4292.249
A_23_P87 NM_0065 Homo sapieYEATS4,G 1.25045 0.00004 1.25045 4014.515 5031.884
A_32_P22 AB014574 KIAA0674 KIAA0674 1.24981 0.00001 1.24981 1540.314 1928.704
A_24_P33 NM_0190 nudix (nucl NUDT4,DI 1.24922 0.00012 1.24922 5534.222 6936.308
A_23_P11 NM_0009 Homo sapiePDE4C,D 1.24911 0.00028 1.24911 44673.99 55535
A_23_P42 NM_1817 Homo sapieHKR1 1.2491 0.00071 1.2491 410.887 513.2265
A_23_P12 NM_00271 Homo sapiePPP2R2A, 1.24905 5.59E-06 1.24905 2815.608 3519.348
A_32_P21 AL049250 Homo sapieDKFZp547 1.24881 0.0002 1.24881 1332.803 1669.724
A_23_P88 NM_0068 Homo sapiePLEKHC1, 1.2486 1.33E-06 1.2486 1560.809 1947.662
A_23_P11 NM_0177 hypothetic THUMPD1 1.24834 0.00005 1.24834 2953.33 3700.995
A_32_P15 NM_14571 Homo sapieATXN2L,A2 1.2479 0.00047 1.2479 18346.01 22831.63
A_23_P42 NM_0037 Homo sapieSOCS1,J 1.24777 0.00002 1.24777 4034.191 5010.635
A_23_P11 NM_0180 hypothetic BSDC1,FLJ 1.24765 0.00017 1.24765 4259.99 5320.666
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A_23_P75 NM_0212 Homo sapieARHGAP22 1.24741 0.00016 1.24741 1365.386 1703.085
A_24_P49687 Unknown ENST000 1.24707 6.95E-07 1.24707 131061.3 163214.3
A_23_P15 NM_0221 golgi phos GOLPH3, 1.24706 0.00074 1.24706 2773.029 3475.716
A_24_P25 NM_0037 phosphopr PEA15,PED 1.2466 0.0003 1.2466 6552.839 8195.818
A_23_P16 NM_01571 Misshapen MINK1 1.24643 1.77E-06 1.24643 6730.908 8388.564
A_23_P11 NM_0023 Homo sapieMDK,MK, 1.24643 0.00028 1.24643 12372.28 15475.74
A_32_P14 AB029033 IQ motif an IQSEC3 1.24631 0.00019 1.24631 7036.368 8723.545
A_23_P11 NM_1749 hypothetic LOC20189 1.24621 0.00006 1.24621 2681.597 3343.651
A_23_P15 NM_0186 elaC (E.col ELAC1,D29 1.24619 0.00031 1.24619 901.797 1125.762
A_32_P53713 CLN3_HU THC19788 1.246 0.00014 1.246 3598.694 4472.897
A_32_P73 NM_1707 Homo sapieBDNF,MG 1.24553 0.0006 1.24553 363.8953 453.2383
A_32_P122494 Unknown A_32_P12 1.24553 0.00006 1.24553 661.9334 824.4517
A_23_P20 NM_00321 Homo sapieTEGT,BI-1 1.2454 0.00002 1.2454 21430.38 26759.46
A_24_P10 AK026491 Homo sapieRPL12 1.24528 0.00024 1.24528 59029.62 73033.92
A_32_P34 AB051482 Formin ho FHOD3 1.24521 2.32E-06 1.24521 1436.177 1789.344
A_23_P30 NM_00551 Major hist HLA-E 1.24512 0.00014 1.24512 2046.825 2541.272
A_23_P11 NM_0177 Homo sapieTEX10,FL 1.24485 0.00021 1.24485 6029.214 7547.745
A_23_P72583 Unknown A_23_P72 1.24483 0.00003 1.24483 39124.73 48622.04
A_23_P66 NM_0012 Homo sapieCDC27,A 1.24483 0.00022 1.24483 2656.942 3326.299
A_24_P135830 Unknown A_24_P13 1.24442 0.00014 1.24442 833.3579 1038.362
A_23_P10 AK027211 Dynein, ax DNAH3 1.24408 5.38E-06 1.24408 27050.41 33714.59
A_23_P11 NM_0042 cofactor re CRSP6,M 1.24393 0.00075 1.24393 1207.672 1506.479
A_24_P92 AK026155 Chromoso C2orf17 1.24373 0.00004 1.24373 3215.311 3976.257
A_32_P11 AK022044 Ribosomal RPL10A 1.24341 5.53E-06 1.24341 1419.688 1764.014
A_32_P85 AK056739 CDNA FLJ3AK056739 1.24293 0.00046 1.24293 1998.974 2499.13
A_24_P323715 Unknown ENST000 1.24283 9.12E-07 1.24283 38799.01 48178.59
A_24_P35 AK025305 CDNA: FL AK025305 1.24276 0.00062 1.24276 796.3401 991.9773
A_23_P37 NM_1452 similar to LOC19733 1.24261 0.00071 1.24261 504.6578 627.2639
A_24_P71 NM_2073 hypothetic LOC15356 1.24245 0.00007 1.24245 1457.412 1815.464
A_32_P27209 Unknown THC19258 1.2424 0.00097 1.2424 598.5309 742.7811
A_23_P40 NM_0201 Homo sapieC7orf36,G 1.24215 0.0005 1.24215 3105.567 3871.754
A_32_P99 NM_0022 karyopheri TNPO1,MIP 1.24208 2.72E-06 1.24208 17315.17 21533.91
A_23_P40 NM_1785 Homo sapieNM_1785 1.24193 0.00009 1.24193 655.0886 813.53
A_24_P40 NM_0174 cat eye sy CECR1,ID 1.24137 0.00024 1.24137 10654.57 13207.67
A_24_P31 NM_0147 mastermin MAML1,M 1.24134 0.00011 1.24134 6994.022 8675.75
A_23_P25 NM_0070 Homo sapieWDHD1,A 1.24083 0.00033 1.24083 2451.988 3060.283
A_32_P19 AB033066 KIAA1240 KIAA1240 1.24081 0.00004 1.24081 2528.864 3133.432
A_32_P61 BC036622 CDNA clo BC036622 1.24049 0.0002 1.24049 960.8993 1194.168
A_23_P16 NM_0180 Homo sapieRBM28,FLJ 1.2402 0.00033 1.2402 4905.522 6106.601
A_24_P358215 Unknown A_24_P35 1.24004 0.0008 1.24004 1553.107 1932.732
A_23_P11 NM_0033 Homo sapieUSP1,UB 1.23938 1.83E-07 1.23938 15177.21 18807.4
A_24_P15 NM_0006 serine (or SERPINE1 1.23924 8.77E-06 1.23924 1816.904 2245.561
A_24_P30 NR_000039Homo sapieRAB9P1 1.23912 3.44E-06 1.23912 1058.807 1311.738
A_23_P33 NM_1738 hypothetic MGC3951 1.23896 0.00083 1.23896 758.1141 940.9594
A_23_P10 NM_0314 Homo sapieC18orf21, 1.23878 0.00086 1.23878 2876.821 3577.465
A_23_P13 NM_0529 Homo sapieDNTTIP1, 1.23832 8.58E-07 1.23832 5311.099 6574.354
A_24_P50 NM_0174 telomeric r TERF1,TR 1.23782 1.47E-06 1.23782 3854.235 4774.417
A_24_P192338 AF167441 THC18072 1.23777 5.56E-06 1.23777 922.9686 1142.524
A_23_P21 NM_0313 heterogen HNRPDL, 1.23776 0.00004 1.23776 10125.92 12499.95
A_23_P13 NM_1985 Homo sapieSLC27A1, 1.23768 5.97E-07 1.23768 37973.34 46979.43
A_23_P65 NM_0224 BTB/POZ ENC2,FLJ 1.23671 0.00016 1.23671 3984.189 4920.907
A_32_P219554 Unknown A_32_P21 1.23623 0.00002 1.23623 878.0188 1085.234
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A_23_P15 XM_37243 Olfactory r ENST000 1.23584 0.00071 1.23584 3414.094 4198.227
A_23_P50 NM_1386 Homo sapieBCL2L12, 1.23579 0.00004 1.23579 10315.62 12776.78
A_23_P78 NM_0070 Homo sapieSFRS16,C 1.23559 0.00029 1.23559 5725.962 7077.937
A_32_P11 BX537851 Hypothetic RP11-19J 1.23553 2.23E-06 1.23553 2165.838 2674.274
A_24_P50157 Unknown A_24_P50 1.23536 0.00073 1.23536 95707.45 117457.5
A_23_P11 NM_0808 Homo sapieASB16,FL 1.23512 0.00003 1.23512 10056.2 12441.81
A_23_P11 AF116688 Homo sapiePRO2133 1.23479 0.00013 1.23479 6051.973 7479.311
A_23_P30 AK023110 HSPC182 HSPC182 1.23473 6.12E-06 1.23473 2794.222 3454.902
A_23_P16 NM_1522 Homo sapieZFP276,Z 1.23408 0.00012 1.23408 1133.31 1397.384
A_23_P12 AK090619 KIAA0241 KIAA0241 1.23376 0.00023 1.23376 758.1617 935.5721
A_23_P40 NM_1533 Homo sapieLNX2,PDZ 1.23368 0.00058 1.23368 1041.246 1289.737
A_23_P17 NM_0062 Homo sapieTFPI,EPI, 1.23351 0.00003 1.23351 13029.74 16120.41
A_23_P14 NM_0031 Homo sapieADAM17, 1.23323 0.00002 1.23323 2815.129 3469.56
A_23_P49 NM_0045 homeo bo HOXB7,H 1.23306 0.00012 1.23306 3110.868 3822.835
A_32_P92 AK092715 Homo sapieAK092715 1.233 0.00001 1.233 4186.706 5150.838
A_23_P32 NM_0202 x 009 prot DTWD1,M 1.23275 7.42E-07 1.23275 2734.588 3370.305
A_23_P32 NM_0024 Homo sapieMNAT1,M 1.23262 0.00055 1.23262 4298.577 5320.722
A_23_P15 NM_03341 Homo sapieZNF622,Z 1.23257 0.00015 1.23257 4092.402 5060.44
A_23_P48 NM_0154 Homo sapieDKFZP58 1.23229 0.0004 1.23229 1273.031 1571.073
A_32_P98 NM_0224 hypothetic FLJ22405,F 1.23211 2.72E-07 1.23211 5138.757 6331.545
A_32_P82 BC029651 CTD-bindi KIAA1542 1.23204 0.00005 1.23204 21780.51 26897.98
A_24_P10 NM_0183 LIN-7 prot LIN7C,VE 1.23201 0.00024 1.23201 1654.518 2043.018
A_23_P78 NM_0055 lectin, man LMAN1,M 1.23128 0.00003 1.23128 3742.839 4613.722
A_23_P39 NM_01211 CCR4-like CCRN4L, 1.23125 0.00019 1.23125 15037.32 18558.18
A_23_P94 NM_1750 Homo sapieST6GALN 1.23117 2.22E-06 1.23117 2784.102 3430.812
A_23_P13 NM_0227 Homo sapieTBC1D15, 1.23108 0.00098 1.23108 3130.292 3863.605
A_23_P37 NM_0065 cell growth CGRRF1, 1.23005 0.001 1.23005 1534.278 1897.754
A_24_P10 XM_37757 similar to 6 LOC40194 1.22995 3.95E-07 1.22995 17750.4 21828.86
A_24_P23 NM_0061 dynein, cytoDNCLI2,LI 1.22942 0.00002 1.22942 956.0804 1175.129
A_23_P31 NM_0060 tubulin, be TUBB2 1.22915 2.57E-06 1.22915 15913.21 19540.94
A_24_P14 NM_0163 Homo sapieNUP98,A 1.22844 0.0005 1.22844 705.0817 865.5949
A_23_P96 NM_0061 Homo sapieDNCLI2,LI 1.228 0.00003 1.228 8225.055 10121.77
A_23_P10 NM_1452 LOC12449 LOC12449 1.22784 0.00001 1.22784 2801.675 3434.886
A_23_P95 NM_00211 Major hist HLA-C 1.22771 0.00004 1.22771 14305.08 17567.38
A_24_P11 NM_1452 Homo sapieZNF626 1.22749 0.00006 1.22749 1124.359 1380.37
A_24_P25 NM_1985 Homo sapieNM_1985 1.2267 0.0002 1.2267 698.3608 857.0636
A_23_P35 AK057602 Ribosomal RPL12 1.22657 0.00018 1.22657 229408.3 280163.1
A_24_P66 NM_0066 stromal an STAG2,S 1.22642 0.00008 1.22642 3828.553 4708.049
A_24_P88 AK026213 Homo sapieWDR42A, 1.22626 0.00002 1.22626 1225.133 1503.13
A_24_P74 AI140519 LIM domai LMO2 1.22572 0.00072 1.22572 1670.746 2053.312
A_23_P34 NM_0150 Homo sapieKIAA0261, 1.22506 0.00036 1.22506 1941.498 2385.603
A_24_P28 BC008094 Retinal G RGR 1.22505 0.00002 1.22505 1354.147 1657.605
A_24_P19 NM_1825 hypothetic MGC2981 1.22448 0.00031 1.22448 5679.899 6970.346
A_23_P69 NM_0002 Homo sapieMLH1,FC 1.2241 0.0003 1.2241 16569.81 20237.61
A_24_P56 AK023803 ADP-ribos ARF1 1.22396 0.00058 1.22396 3384.857 4127.514
A_23_P27 NM_0015 Homo sapieIRF3 1.22383 3.39E-06 1.22383 1126.772 1378.978
A_23_P77 NM_0124 TERF1 (T TINF2 1.22375 9.73E-06 1.22375 6813.138 8333.987
A_24_P585004 Unknown A_24_P58 1.2237 5.32E-06 1.2237 2498.057 3059.19
A_24_P92 XM_29283 Homo sapieZNF66,FL 1.22361 0.00089 1.22361 1516.837 1848.126
A_23_P41 NM_0151 Homo sapieBAT2D1,XT 1.22359 0.00015 1.22359 5817.808 7102.077
A_23_P26 NM_0144 copine VII CPNE7,M 1.2235 8.71E-06 1.2235 4175.589 5106.964
A_23_P25 NR_001543Homo sapieTTTY14 1.22309 1.45E-06 1.22309 3217.911 3936.026
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A_24_P75 NM_0335 myosin reg MRLC2,M 1.22298 0.00008 1.22298 27939.2 34084.33
A_23_P37 AF147723 Homo sapieLSR68 1.22283 0.0002 1.22283 1078.14 1319.394
A_23_P25 NM_0051 Homo sapieENDOGL1 1.2228 0.00006 1.2228 754.0508 922.1739
A_23_P43 NM_0581 Homo sapieCDKN2A, 1.2225 0.00017 1.2225 6990.925 8572.706
A_23_P30 AF211119 Cyclin-dep CDKN2A 1.22209 0.00055 1.22209 2207.465 2707.389
A_23_P31 NM_0062 ubiquinol-c UQCRB,Q 1.22209 0.00014 1.22209 8635.535 10592.62
A_24_P38 NM_0328 hypothetic TNFRSF1 1.22202 0.00018 1.22202 14654 17892.44
A_24_P25 XM_37331 similar to ri LOC39238 1.22175 0.00008 1.22175 10590.02 12985.81
A_23_P87 BC025767 Rhophilin, RHPN1 1.22171 0.00005 1.22171 8262.138 10067.99
A_24_P51 NM_02011 hypothetic LARS,LEU 1.22157 0.00062 1.22157 8840.313 10792.04
A_23_P14 NM_0318 Homo sapieFTHL17 1.22138 0.00091 1.22138 97111.98 119050.5
A_23_P13 NM_00531 granzyme GZMM,ME 1.22119 0.00012 1.22119 5522.726 6716.112
A_23_P21 NM_1528 Homo sapieWTAP,MGC 1.22009 0.00038 1.22009 2282.282 2795.265
A_24_P34 NM_0028 RAB intera RABIF,MSS 1.2198 0.00062 1.2198 3380.15 4135.155
A_23_P39 NM_0062 Homo sapieSFRS7,9G 1.21979 6.01E-06 1.21979 36965.29 45126.61
A_23_P22 NM_1525 hypothetic FLJ38564,H 1.21961 0.00039 1.21961 870.7285 1062.698
A_23_P79 NM_1536 Homo sapiePANK2,H 1.2196 0.00006 1.2196 2962.165 3618.365
A_32_P20 AK128772 PI-3-kinas KIAA0220 1.2196 0.00021 1.2196 20339.19 24847.74
A_23_P36 NM_0148 KIAA0528 gKIAA0528 1.2191 0.00065 1.2191 2248.896 2752.443
A_23_P69 NM_0185 hypothetic C4orf16,G 1.21899 0.00004 1.21899 1305.778 1591.169
A_23_P21 AB018307 SPTF-ass STAF65(g 1.21883 0.00005 1.21883 6614.727 8078.334
A_32_P18523 Unknown A_32_P18 1.21878 0.00013 1.21878 17627.66 21455.77
A_23_P57 NM_0178 Homo sapieCKLFSF6, 1.21857 0.00041 1.21857 11796.43 14424.26
A_23_P21 NM_1528 Homo sapieDGKD,dgkd 1.21847 0.00017 1.21847 5689.604 6918.24
A_24_P69 XM_37170 hypothetic LOC38922 1.21787 0.00053 1.21787 1055.661 1283.697
A_23_P44 NM_0330 Homo sapieKRTAP4-14 1.21764 0.00095 1.21764 5669.46 6862.353
A_24_P102043 Unknown ENST000 1.21708 0.00017 1.21708 8859.743 10831.62
A_23_P25 NM_0247 Homo sapieZDHHC11, 1.21667 0.00002 1.21667 2567.775 3121.077
A_23_P21 NM_0009 Homo sapieRPL12 1.21661 0.00006 1.21661 349194.6 423934.2
A_23_P20 NM_0804 Homo sapiePTPN2,PT 1.21622 6.44E-06 1.21622 3047.761 3707.716
A_24_P29 NM_1738 Homo sapieBLOC1S2, 1.21551 0.00022 1.21551 10860.6 13241.88
A_23_P15314 PPRB_HU THC19795 1.21518 0.00004 1.21518 1886.4 2289.205
A_23_P69 NM_0011 Homo sapieANXA5,P 1.21501 9.34E-06 1.21501 23366.05 28416.86
A_23_P12 NM_0179 PAK1 interaPAK1IP1 1.21498 0.00033 1.21498 3794.088 4636.158
A_23_P34 NM_1721 Homo sapieNASP,FLB 1.2145 0.00001 1.2145 5699.686 6916.51
A_23_P31 NM_00391 G10 protei G10,EDG 1.21444 0.00001 1.21444 5277.439 6403.116
A_23_P25 NM_0028 Homo sapieRBBP8,RI 1.2141 0.00016 1.2141 4765.625 5802.359
A_32_P10 AX721252 Sequence 2AX721252 1.21373 0.00005 1.21373 51533.07 62406.93
A_24_P17 NM_0048 APG5 (aut ATG5,AS 1.21333 0.0005 1.21333 627.1144 760.7257
A_23_P21 NM_0182 Homo sapieNGLY1,P 1.21306 0.00022 1.21306 12430.97 15118
A_23_P41 AK027663 Stanniocal STC2 1.2128 0.00005 1.2128 1052.543 1276.073
A_23_P61 NM_0044 Homo sapieETFDH,M 1.21273 7.88E-06 1.21273 4616.62 5595.206
A_24_P32 NM_0055 heterogen HNRPH1, 1.2127 0.00011 1.2127 20717.13 25160.82
A_23_P13 NM_0139 Neuregulin NRG1 1.21251 0.00028 1.21251 985.8541 1196.531
A_23_P74 NM_1826 hypothetic FLJ39963 1.21247 0.00002 1.21247 56674.84 68764.97
A_23_P38 NM_1527 Homo sapieMGC2659 1.21243 0.00017 1.21243 1927.066 2336.771
A_23_P35 NM_0007 Homo sapieCYP3A7,C 1.21174 0.00018 1.21174 1033.253 1253.376
A_24_P21 NM_0319 oculospani TSPAN10,O 1.21168 3.13E-06 1.21168 11035.25 13370.22
A_24_P94 NM_1980 hypothetic LOC28400 1.21139 0.0006 1.21139 3556.158 4284.909
A_24_P16 AK096509 ADP-ribos ARFIP1 1.21134 0.00017 1.21134 4225.157 5120.556
A_23_P16 NM_0056 Homo sapieTAF1C,SL 1.21123 0.00003 1.21123 3681.063 4462.598
A_32_P21 NM_1446 Homo sapieZBTB8,BO 1.21113 0.00059 1.21113 1023.652 1238.075
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A_23_P21 NM_0306 Homo sapieSERPINB1 1.21067 0.00002 1.21067 15231.98 18431.9
A_32_P20 NM_0529 similar to h PCMTD1, 1.21061 0.0007 1.21061 580.4616 702.7333
A_23_P82 NM_00101 Homo sapieRPS12 1.21045 0.00009 1.21045 270219.7 327961.7
A_23_P16 AK026132 PHD finge PHF17 1.21038 0.00003 1.21038 4072.865 4925.765
A_23_P13 NM_1527 Homo sapieC1orf62,M 1.21008 0.00005 1.21008 82195.55 99342.38
A_32_P92 NM_0067 SMA3 SMA3,b55 1.20996 0.00007 1.20996 1966.915 2380.393
A_24_P936282 Unknown A_24_P93 1.20984 0.00014 1.20984 3307.227 3999.533
A_23_P58 NM_0228 Homo sapieRANBP17, 1.20979 0.00018 1.20979 651.2404 787.9013
A_24_P82 AK024177 Hypothetic AK024177 1.20912 0.00028 1.20912 753.6445 910.9575
A_24_P93 BC005231 Serine/thr STK4 1.2091 0.00057 1.2091 1574.469 1903.331
A_23_P5512 Unknown A_23_P55 1.20866 0.00098 1.20866 532.8326 643.9624
A_24_P76 AY358240 IQ motif an IQSEC1 1.20842 0.00008 1.20842 10530.38 12695.32
A_24_P11 NM_0073 zinc finger ZNF236,Z 1.20823 0.00002 1.20823 1219.931 1474.025
A_24_P925334 Unknown A_24_P92 1.20806 7.38E-06 1.20806 3595.01 4345.037
A_23_P21 NM_0033 Homo sapieUBE2H,U 1.20784 0.00001 1.20784 3516.066 4247.416
A_23_P14 D79984 Suppresso SUPT6H 1.20674 0.00035 1.20674 4143.161 5003.734
A_24_P36 NM_1818 Homo sapieUBE2D3,U 1.20603 0.00001 1.20603 29664.28 35753.67
A_23_P24 NM_0034 Homo sapieCSRP3,C 1.20593 0.00021 1.20593 892.3276 1076.596
A_23_P16 NM_1984 Homo sapieZNF600,K 1.20562 0.00006 1.20562 2315.384 2795.894
A_32_P22 NM_1758 hypothetic FLJ37266 1.20423 0.00064 1.20423 4272.352 5136.917
A_23_P39 AK021860 Homo sapieFBXO17,FB 1.20406 0.00036 1.20406 10563.49 12782.22
A_23_P36 AK024423 FLJ00012 FLJ00012 1.204 0.0001 1.204 859.4909 1034.967
A_24_P39 AW30276 xr55h07.x1AW30276 1.20391 0.00019 1.20391 72045.35 86479.42
A_23_P96 NM_0025 Homo sapieNVL 1.2038 0.00058 1.2038 9669.787 11665.45
A_32_P94 BC042589 Homo sapieBC042589 1.20347 0.00012 1.20347 3893.75 4698.506
A_23_P11 NM_0027 Homo sapiePRB4,Po 1.20311 0.00022 1.20311 5200.997 6278.455
A_23_P213468 Unknown A_23_P21 1.20305 0.00007 1.20305 4816.312 5802.194
A_23_P34 NM_03191 Homo sapieSETDB2, 1.20304 0.00013 1.20304 2153.459 2589.336
A_24_P17 NM_0201 GK001 pro GK001 1.20247 0.00017 1.20247 6688.69 8028.409
A_32_P11 NM_0020 Ferritin, heaFTH1 1.2024 0.00004 1.2024 351399.8 422096.7
A_23_P23 NM_02481 Homo sapieC1orf82,F 1.20235 0.0002 1.20235 4201.488 5033.43
A_32_P20 AK025669 Hypothetic KIAA1991 1.202 0.00069 1.202 885.4993 1065.417
A_23_P13 NM_0180 hypothetic FLJ10374 1.20187 0.00006 1.20187 1202.693 1445.146
A_32_P31 NM_0124 splicing fa SF3B1,PRP 1.20164 0.00006 1.20164 12055.12 14507.89
A_23_P25 NM_0029 Homo sapieRSN,CLIP, 1.20152 0.00006 1.20152 6598.479 7920.634
A_23_P89 NM_0221 Homo sapieFN3K 1.20151 0.00014 1.20151 1626.565 1957.975
A_23_P25 NM_0010 ATP-bindi ABCF1,AB 1.20124 0.00045 1.20124 6773.071 8116.197
A_24_P912818 AJ251787 tTHC18588 1.20084 0.00023 1.20084 1014.439 1217.527
A_23_P12 NM_0041 Homo sapieSREBF1,S 1.20013 0.00037 1.20013 51954.91 62414.17
A_23_P59 NM_0066 Homo sapieTPBG,5T4, 1.20007 0.00002 1.20007 2866.804 3439.268
A_23_P97 NM_0145 Estrogen r ERBP 1.19999 0.00009 1.19999 6561.331 7899.633
A_23_P33 AX721087 Sequence 4AX721087 1.19933 0.00011 1.19933 3769.997 4516.111
A_24_P20 NM_0240 hypothetic TMEM38A, 1.19908 0.00017 1.19908 8988.941 10786.2
A_24_P290314 Unknown ENST000 1.1988 0.00005 1.1988 38845.47 46516.85
A_32_P47 BX393727 Transcribe BX393727 1.19864 0.00082 1.19864 725.4096 869.204
A_23_P25 NM_00361 Homo sapieOFD1,71- 1.19833 0.00022 1.19833 865.0039 1036.84
A_23_P14 NM_0164 Homo sapieABI3,NES 1.19826 0.00047 1.19826 3702.709 4426.479
A_24_P152753 Unknown A_24_P15 1.19805 0.00002 1.19805 67496.32 80927.25
A_23_P33 AK097598 Olfactory r OR4N4 1.19801 0.00074 1.19801 783.479 939.2437
A_23_P208579 Unknown A_23_P20 1.19677 0.00079 1.19677 695.6289 832.6361
A_24_P28 NM_08091 Homo sapieDGUOK,d 1.19646 0.00002 1.19646 6395.949 7649.852
A_23_P36 NM_0056 Homo sapieSYT1,P65, 1.19591 0.00008 1.19591 975.1401 1166.117
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A_23_P83 NM_1450 Homo sapieRNF183,M 1.19581 0.00004 1.19581 3395.003 4058.425
A_23_P370707 Unknown A_23_P37 1.19512 0.00031 1.19512 3377.982 4040.832
A_32_P31355 Unknown A_32_P31 1.19494 0.00024 1.19494 1455.279 1740.74
A_24_P606663 Unknown A_24_P60 1.19446 0.00002 1.19446 71518.37 85398.5
A_23_P47220 Unknown A_23_P47 1.19443 0.0001 1.19443 23020.15 27460.63
A_23_P24 NM_0321 hypothetic DKFZP56 1.19364 0.00089 1.19364 6076.917 7240.511
A_23_P64184 Unknown A_23_P64 1.19337 0.00088 1.19337 19532.84 23359.49
A_23_P40 NM_0002 Homo sapieMUT,MCM 1.19335 0.00098 1.19335 1648.535 1969.3
A_23_P12 NM_0201 Homo sapieSARA1,S 1.19304 0.00016 1.19304 23743.78 28367.26
A_24_P92771 Unknown A_24_P92 1.19284 0.0002 1.19284 250422.8 298155.4
A_23_P33 NM_0141 CD274 ant PDCD1LG 1.19192 0.00031 1.19192 4178.147 4989.021
A_23_P48 NM_0807 Homo sapieRNF36,Tri 1.19127 0.00022 1.19127 9055.041 10777.45
A_23_P20 NM_0240 Homo sapieGJB3,CX3 1.19121 0.00006 1.19121 3710.331 4417.617
A_32_P82 NM_0020 Ferritin, heaFTH1 1.19084 0.0006 1.19084 275701.8 329096.4
A_23_P21 NM_0020 Homo sapieFGF2,BFG 1.18933 0.00005 1.18933 2395.497 2848.07
A_23_P70 NM_0146 Trace ami GPR58 1.18867 0.00007 1.18867 2930.292 3479.754
A_24_P306527 Unknown A_24_P30 1.18862 0.00005 1.18862 65027.52 77344.73
A_23_P20 NM_0246 Homo sapieZC3HAV1,Z 1.18854 0.00045 1.18854 2435.878 2891.242
A_32_P79152 Unknown THC19758 1.18814 0.00028 1.18814 30257.97 35940.11
A_32_P13 NM_0165 Ras-assoc RBJ,RabJ 1.18805 0.00006 1.18805 4217.597 5006.711
A_23_P85 NM_0006 interleukin IL13RA2,I 1.18784 0.00006 1.18784 47707.44 56630.27
A_23_P47 NM_0042 Homo sapieBAG3,BIS, 1.1865 0.0009 1.1865 1798.748 2135.99
A_32_P39 U79275 Hypothetic HSU7927 1.18645 0.00009 1.18645 6022.542 7156.11
A_23_P35 NM_0042 Homo sapieBAG2,BA 1.18611 0.00094 1.18611 10282.24 12236.27
A_23_P59 NM_01621 Homo sapieHECA,HD 1.18609 0.00038 1.18609 1944.551 2304.844
A_32_P32 BC045677 Hypothetic FLJ25477 1.18582 0.00049 1.18582 5408.351 6440.217
A_23_P15 NM_0031 Homo sapieSSB,LAR 1.18543 0.00026 1.18543 47353.25 56248.95
A_24_P10 NM_0327 Homo sapieRSPO3,P 1.18424 0.0002 1.18424 1849.168 2189.442
A_23_P25 NM_0530 Homo sapieUBQLN1, 1.18403 0.00036 1.18403 5961.551 7069.567
A_23_P29 NM_0332 Homo sapieMRPS36, 1.18359 0.00006 1.18359 17799.16 21056.83
A_23_P76 NM_0059 Homo sapieNAB2,MA 1.18199 0.00008 1.18199 13238.02 15644.63
A_23_P12 NM_14841 Homo sapieATXN2L,A2 1.18198 0.00034 1.18198 8486.458 10041.68
A_23_P31 NM_1533 Ataxin 7-li ATXN7L2 1.18184 0.0004 1.18184 2518.056 2973.158
A_24_P11 NM_0151 KIAA0246 STAB1,FEE 1.18184 0.00065 1.18184 2645.479 3119.314
A_23_P16 NM_0003 Homo sapieVDR,NR1I 1.1812 0.00028 1.1812 3762.121 4448.106
A_24_P41 NM_0073 non-POU- NONO,P5 1.17969 0.00026 1.17969 6534.626 7715.51
A_23_P10 NM_0219 Homo sapieSCT 1.17948 0.00046 1.17948 979.651 1155.385
A_24_P14 NM_0221 G-protein GPSM3 1.17932 0.0002 1.17932 19696.61 23219.82
A_23_P10 NM_0143 Homo sapieORC6L,O 1.17868 0.00045 1.17868 4359.237 5132.782
A_23_P15 AL834362 GTPase a GARNL1 1.17865 0.00056 1.17865 1524.553 1798.89
A_23_P14 NM_0322 Homo sapieANKRD32, 1.17804 0.0001 1.17804 3430.284 4041.001
A_23_P15 NM_0140 LR8 protei LR8,FLJ2 1.17708 0.00008 1.17708 2493.008 2934.507
A_23_P30 NM_1985 HGS_RE4 UNQ1912,M 1.17707 0.00018 1.17707 2465.363 2903.183
A_23_P70 NM_0176 Homo sapieFAM46A,X 1.17701 0.00012 1.17701 14671.88 17276.89
A_23_P25 NM_0183 Homo sapieBXDC2,B 1.17679 0.00006 1.17679 14943.34 17585.85
A_24_P93 M64259 Major hist HLA-B 1.17634 0.00087 1.17634 1789.623 2107.47
A_23_P14 NM_0019 membrane MPP3,DL 1.17633 0.00044 1.17633 9644.222 11318.67
A_23_P13 NM_0006 Homo sapieADRA1D, 1.17633 0.00044 1.17633 11209.35 13158.14
A_24_P25 AK092418 Fc fragme FCGR1A 1.17591 0.00081 1.17591 2725.43 3201.292
A_23_P31 NM_17371 Homo sapieNM_17371 1.1756 0.00007 1.1756 9251.738 10875.25
A_23_P93 NM_0054 Homo sapieARHGEF5, 1.17556 0.00026 1.17556 1998.738 2350.781
A_32_P15 AB037847 Chromoso C16orf34 1.17519 0.00099 1.17519 2883.9 3394.087
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A_23_P34 NM_0010 Homo sapieRPL39 1.1749 0.00035 1.1749 131666.7 154956.9
A_24_P17 NM_0066 MHC class HCP5,P5- 1.17462 0.00022 1.17462 5666.73 6646.897
A_24_P22 AK057676 RNA bindi RBM18 1.17346 0.00018 1.17346 1557.498 1827.714
A_32_P12 AW93892 PM4-DT00 AW93892 1.17245 0.00057 1.17245 1092.321 1280.653
A_32_P20 NM_1334 Homo sapieCITED4 1.17202 0.00015 1.17202 8042.854 9426.036
A_24_P11 XM_20818 similar to l LOC28423 1.17128 0.00063 1.17128 100548.2 117561.4
A_23_P86 BC048281 Zinc finger ZRANB1 1.17107 0.00022 1.17107 4743.642 5554.133
A_23_P129258 Unknown A_23_P12 1.17103 0.00061 1.17103 139613.8 163695.2
A_23_P36 NM_1332 WIRE prot WIRE,WIC 1.17097 0.00063 1.17097 3008.38 3524.697
A_23_P25 NM_0062 Homo sapieSSR4,TR 1.17019 0.00049 1.17019 22355.39 26117.64
A_24_P91 L79986 Homo sapienuclear au 1.16988 0.00017 1.16988 15825.17 18513.07
A_32_P16 AL833530 Nuclear fa NFE2L1 1.16974 0.00036 1.16974 9318.053 10908.8
A_24_P10 BC022822 Immunogl IGLC2 1.16962 0.00019 1.16962 26960.39 31532.93
A_24_P17 NM_0179 hypothetic FLJ10081,K 1.16938 0.00049 1.16938 1333.324 1559.614
A_23_P34 NM_1527 hypothetic FLJ23834 1.1692 0.00015 1.1692 3815.358 4460.347
A_32_P71437 ALU5_HU THC19106 1.16875 0.00011 1.16875 17239.94 20149.63
A_24_P20 NM_0059 MAD (mot SMAD2,J 1.16846 0.00052 1.16846 1761.556 2059.312
A_24_P30 NM_0132 transcripti HCNGP,H 1.16837 0.00053 1.16837 1253.542 1464.862
A_24_P56 BC035751 Homo sapieTAFA5 1.16837 0.00093 1.16837 21618.73 25264.99
A_23_P36 NM_0152 Homo sapieUBR2,C6o 1.1679 0.00039 1.1679 2643.88 3089.355
A_24_P25 NM_0060 tubulin, be TUBB3,M 1.16784 0.0003 1.16784 22995.7 26870.91
A_32_P127492 Unknown A_32_P12 1.16759 0.00024 1.16759 1809.344 2112.438
A_23_P25 NM_0069 Homo sapieSCGN,SE 1.16712 0.00016 1.16712 4040.962 4716.668
A_23_P55 NM_1523 Homo sapieZNF440,F 1.16659 0.00073 1.16659 2301.037 2685.649
A_24_P362100 SKI_HUM THC18331 1.16483 0.00019 1.16483 2463.303 2869.337
A_24_P38 NM_0203 eukaryotic EIF5A2,EI 1.16475 0.00054 1.16475 1307.338 1522.707
A_32_P9707 Unknown A_32_P97 1.16468 0.00016 1.16468 14419.38 16794.02
A_23_P11 NM_01541 Homo sapieLETMD1, 1.16462 0.00051 1.16462 4389.43 5110.823
A_32_P172198 Unknown A_32_P17 1.16401 0.0007 1.16401 27536.37 32091.8
A_23_P37 NM_0246 hypothetic FLJ11506,D 1.16394 0.00039 1.16394 13137.09 15290.84
A_23_P16 NM_0319 Homo sapieTBC1D10 1.16332 0.00059 1.16332 3152.176 3670.343
A_23_P38 NM_0065 Homo sapieC18orf43, 1.16316 0.00063 1.16316 1591.759 1852.029
A_32_P125820 Unknown THC18366 1.16281 0.00061 1.16281 1533.495 1783.248
A_23_P14 NM_0067 Homo sapieRBM3,RN 1.16184 0.00086 1.16184 19921.68 23120.88
A_32_P14 BX092209 BX092209 BX092209 1.16071 0.00092 1.16071 5000.543 5799.284
A_23_P58 NM_0048 Homo sapieHAND1,H 1.16058 0.00079 1.16058 5028.965 5825.74
A_32_P11 AW90195 Protein kin PRKCB1 1.15939 0.001 1.15939 1178.986 1366.72
A_24_P72 AK123446 CDNA FLJ4AK123446 1.15866 0.00091 1.15866 6223.57 7205.825
A_24_P91 AK022038 Similar to na,ARVP6 1.15859 0.00085 1.15859 14752.77 17074.58
A_23_P17 NM_0012 Homo sapieCASQ1,C 1.1584 0.00048 1.1584 7649.783 8856.745
A_24_P28 NM_1758 Homo sapieELYS 1.15826 0.00069 1.15826 2553.656 2958.033
A_24_P24 BC029274 CXYorf1 p CXYORF1 1.15801 0.00081 1.15801 8580.609 9930.959
A_23_P43 NM_0327 hypothetic MFSD2,F 1.15792 0.00096 1.15792 2672.863 3090.918
A_23_P34 NM_0021 Homo sapieIL9R 1.15422 0.00038 1.15422 11865.55 13695.85
A_24_P50509 Unknown A_24_P50 1.15174 0.00061 1.15174 7913.179 9115.389
A_23_P15 NM_0001 Homo sapieGAA,LYA 1.15132 0.00061 1.15132 8245.911 9494.855
A_32_P187143 ALU1_HU THC18956 1.14935 0.001 1.14935 6193.877 7114.35
A_23_P42 NM_01421 homeo bo HOXD9,H 1.14889 0.00068 1.14889 3545.056 4073.066
A_24_P32 BC010562 Homo sapieMGC1541 1.14877 0.00096 1.14877 3904.793 4483.77
A_24_P358534 Unknown A_24_P35 1.14858 0.00073 1.14858 5472.298 6284.732
A_23_P13 NM_0064 Homo sapieIVNS1AB 1.14809 0.00064 1.14809 8244.716 9465.346
A_23_P39 AK022001 Latrophilin LPHN1 1.14787 0.00079 1.14787 11826.34 13578.6
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A_23_P26 NM_01601 Homo sapieNDUFAF1, -1.14732 0.00098 0.8716 10326.88 9003.784
A_24_P27 BC040043 Steroid rec SRA1 -1.14807 0.00087 0.87103 2695.905 2348.084
A_24_P67408 Unknown ENST000 -1.14913 0.00077 0.87022 12418.33 10804.63
A_23_P21 NM_0040 Homo sapieTIMM8A,D -1.14955 0.00065 0.86991 6471.866 5630.303
A_23_P80 NM_1522 kleisin bet hCAP-H2, -1.14958 0.00099 0.86988 4445.065 3865.969
A_23_P14 NM_0143 Homo sapieMTCH1,P -1.15021 0.00078 0.86941 22259.67 19346.82
A_23_P81 NM_0018 Cytochrom COX7A2 -1.15106 0.00091 0.86877 70561.9 61257.97
A_23_P20 NM_0027 Homo sapieMAP2K6, -1.15131 0.00071 0.86857 4509.938 3917.78
A_23_P21 M74817 Tropomyo TPM2 -1.15201 0.00069 0.86805 30787.71 26715.95
A_23_P30 NM_0028 Homo sapiePSMC2,S -1.15228 0.00054 0.86784 18511 16067.72
A_23_P15 NM_0246 hypothetic VPS37B,F -1.15295 0.00099 0.86734 1518.136 1316.727
A_23_P21 NM_0221 Homo sapiePERP,TH -1.15313 0.00074 0.8672 8966.575 7779.428
A_24_P41 NM_0806 similar to MGC1960 -1.15331 0.00068 0.86707 5561.586 4821.989
A_24_P15 NM_0061 neural pre NEDD8,N -1.15432 0.00052 0.86631 13665.92 11834.86
A_23_P29 NM_0206 Homo sapieC3orf14,H -1.15446 0.00054 0.86621 7965.047 6897.053
A_23_P16 XM_37482 Homo sapiePDCD11 -1.15493 0.00037 0.86585 10128.98 8769.939
A_32_P13 NM_2070 Homo sapieFAM45A -1.15504 0.00084 0.86577 2161.8 1872.147
A_23_P29 NM_0121 Homo sapieFBXO7,FB -1.15549 0.00059 0.86543 6036.999 5225.54
A_32_P15 NM_0009 CDNA seq RPL17 -1.15564 0.00038 0.86532 72444.81 62699.15
A_23_P46 NM_0183 Homo sapieSLC29A3, -1.15695 0.00048 0.86434 2760.656 2386.178
A_23_P53 NM_0208 Homo sapieOSBPL5, -1.15696 0.00053 0.86433 4182.857 3614.98
A_24_P152845 Unknown A_24_P15 -1.15698 0.0004 0.86432 19269.59 16651.5
A_23_P63 BC025793 Chromoso C1orf31 -1.15711 0.00082 0.86422 59656.1 51522.96
A_24_P118341 Unknown A_24_P11 -1.15821 0.00068 0.8634 1560.76 1347.595
A_23_P61 NM_0164 brain prote C8orf30A, -1.15861 0.00076 0.86311 2049.899 1769.019
A_24_P41250 Unknown A_24_P41 -1.15869 0.00027 0.86304 168061.8 145055.8
A_23_P63 NM_0154 DKFZP58 C1orf43,NI -1.15871 0.00037 0.86303 20340.61 17551.02
A_24_P25 NM_0528 hypothetic C20orf72, -1.15912 0.00071 0.86272 1596.438 1377.317
A_23_P14 NM_0018 cytochrom COX4I1,C -1.15995 0.0008 0.86211 32176.04 27713.64
A_23_P74 NM_01871 RCC1-like RCC2,TD- -1.15997 0.00039 0.86209 4061.747 3501.321
A_24_P370484 Unknown A_24_P37 -1.15997 0.00056 0.86209 1883.407 1623.516
A_23_P51 NM_0529 Homo sapieLRRC42, -1.1601 0.00097 0.86199 7328.24 6319.104
A_23_P14 NM_0068 Homo sapieRAB31,Rab -1.16042 0.001 0.86175 2679 2307.178
A_23_P12 NM_0160 Exosome EXOSC3 -1.16089 0.00065 0.86141 9356.082 8052.153
A_24_P19 NM_0016 ADP-ribos ARF1 -1.16101 0.00048 0.86132 55006.73 47403.2
A_32_P16 NM_1532 Homo sapieFAM10A5 -1.16117 0.00083 0.8612 8566.85 7381.471
A_23_P54 NM_0212 Homo sapieSNX6,TFA -1.16136 0.0008 0.86106 5981.224 5155.798
A_32_P49 BC036909 Hypothetic LOC28488 -1.16156 0.00062 0.86091 4583.277 3942.924
A_24_P21 NM_0027 Homo sapiePRKAR1B -1.16161 0.00084 0.86088 1477.281 1271.746
A_24_P109973 Unknown A_24_P10 -1.16236 0.00073 0.86032 130132.3 112113.9
A_23_P14 BC030119 Chromoso C14orf109 -1.16384 0.0003 0.85922 2280.17 1959.041
A_32_P99 NM_1445 hypothetic MGC2993 -1.16456 0.0002 0.85869 4392.595 3771.652
A_32_P21 BC019241 Hypothetic FLJ33297 -1.16476 0.00077 0.85854 1768.973 1517.816
A_24_P37 NM_0045 nuclease seYBX1,YB1, -1.16549 0.00018 0.85801 15177.15 13024.23
A_32_P67 BX647764 Keratin as KRTAP4-7 -1.16633 0.00034 0.85739 8178.746 7016.421
A_32_P88 NM_0322 hypothetic AE2,DKFZ -1.16652 0.00061 0.85725 1586.431 1359.797
A_32_P10 NM_0009 Ribosomal RPL24 -1.16804 0.00017 0.85614 119694.4 102513.7
A_23_P39 NM_0002 Homo sapieLIG1 -1.16805 0.00016 0.85613 4058.318 3474.783
A_23_P10 NM_00141 Homo sapieEIF2B1,EI -1.16851 0.00018 0.85579 11302.71 9670.723
A_23_P13 NM_0177 GPI7 prote GPI7,PRO4 -1.16999 0.00023 0.85471 4037.448 3451.78
A_24_P16 NM_0329 DC32 TMEM60, -1.17006 0.00012 0.85466 4195.8 3585.913
A_23_P25 NM_0031 Homo sapieTBCC,CF -1.17015 0.00039 0.85459 3615.96 3090.521
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A_23_P11 NM_0051 DnaJ (Hsp DNAJA3,TI -1.17076 0.00019 0.85415 16475.8 14076.55
A_23_P74 D50923 KIAA0133 KIAA0133 -1.17082 0.00053 0.8541 2739.369 2340.627
A_23_P36 NM_1749 hypothetic LOC14796 -1.17123 0.00047 0.85381 1823.581 1556.868
A_23_P16 NM_0045 Homo sapieMYBPC2, -1.17124 0.00084 0.8538 2171.15 1853.686
A_32_P78 BC043390 Glucagon-l GLP2R -1.17153 0.00085 0.85358 8573.442 7325.044
A_24_P15 AK092522 Zinc finger ZNF545 -1.17157 0.00094 0.85355 1100.136 939.0916
A_23_P78 NM_0014 Homo sapieFBL,FIB,F -1.1716 0.00072 0.85354 83306.5 70983.98
A_23_P15 NM_0323 Homo sapieC6orf125, -1.17233 0.00012 0.853 11400.46 9727.172
A_23_P52 NM_00271 Homo sapiePPP2R1B, -1.17287 0.00031 0.85261 2944.601 2511.313
A_23_P88 NM_0019 Homo sapieDUT,dUT -1.17311 0.00051 0.85243 29752.28 25402.23
A_32_P37 AB051443 KIAA1656 KIAA1656 -1.17351 0.00066 0.85214 1363.892 1162.554
A_24_P27 NM_01551 DKFZP56 DKFZp566 -1.17357 0.00019 0.8521 1791.519 1526.521
A_23_P25 BC015230 Chromoso C9orf115 -1.17357 0.00079 0.8521 1877.698 1598.878
A_32_P99 NM_0045 heat shock HSF2,MG -1.17368 0.00058 0.85202 1592.932 1357.637
A_23_P38 AL833405 Transmem TMEM16F -1.17413 0.00025 0.85169 4355.307 3712.223
A_24_P33595 AJ249551 THC18320 -1.17414 0.00026 0.85169 2379.938 2027.481
A_23_P13 NM_0029 reticulocal RCN1,RC -1.17496 0.00072 0.85109 3886.646 3313.097
A_23_P15 NM_0153 Homo sapieSCRIB,CR -1.17503 0.00006 0.85104 26989.57 22969.59
A_23_P19 NM_0312 Homo sapieSF3B5,SF -1.17513 0.00093 0.85097 42719.02 36259
A_23_P98 NM_0063 Homo sapieSSSCA1,p2 -1.1752 0.00082 0.85092 6275.169 5335.815
A_24_P43 NM_0184 TPA regul TPARL,T -1.17533 0.00015 0.85083 2942.169 2502.991
A_24_P12 NM_0024 NADH dehyNDUFA2, -1.17606 0.00033 0.8503 15438.43 13148.1
A_23_P25 NM_0046 Homo sapieSTX4A,p3 -1.17631 0.00023 0.85012 3396.287 2885.68
A_23_P31 NM_0032 transmem TSPAN4,N -1.17633 0.00015 0.8501 7918.488 6729.545
A_24_P86 NM_0189 chromoso C9orf9 -1.17654 0.00091 0.84995 2934.546 2492.332
A_23_P92 NM_0045 Homo sapiePET112L, -1.17665 0.00027 0.84987 1191.995 1013.048
A_23_P12 NM_00281 Homo sapiePSMD4,A -1.17684 0.00065 0.84973 14174.88 12036.31
A_23_P61 NM_1307 Homo sapieRAB24 -1.17788 0.00028 0.84898 3610.916 3064.122
A_23_P14 NM_0314 Homo sapieGRWD1,G -1.17797 0.00024 0.84892 3236.33 2749.552
A_24_P32 NM_0018 solute carri SLC31A1, -1.17805 0.00083 0.84886 1173.78 995.8412
A_23_P10 NM_0164 hypothetic LOC51255 -1.17829 0.00021 0.84869 17172.39 14581.08
A_23_P34 NM_0314 Homo sapieMRPL9,L9m -1.17867 0.00005 0.84842 29235.89 24802.73
A_32_P16 AK021744 CDNA FLJ AK021744 -1.17876 0.00011 0.84835 2269.846 1925.932
A_24_P29 NM_1308 hypothetic LOC13361 -1.17887 0.00013 0.84827 1473.409 1249.86
A_23_P15 NM_0178 Homo sapieASB6,MG -1.17913 0.00034 0.84808 1869.885 1585.824
A_23_P20 NM_0179 Homo sapieCDCA4,H -1.17915 0.00072 0.84807 1038.193 880.5883
A_23_P14 NM_0018 cytochrom COX4I1,C -1.17946 0.00045 0.84785 63448.04 53899.71
A_23_P11 NM_0202 Homo sapieTNFSF5IP -1.17947 0.00018 0.84784 4141.449 3510.514
A_23_P17 BC059410 Hypothetic LOC28514 -1.17961 0.00039 0.84774 12154.61 10285.79
A_23_P27 NM_0155 DKFZP56 DKFZP56 -1.17994 0.00036 0.8475 1377.627 1167.858
A_23_P78 NM_0328 hypothetic FLJ14775 -1.18002 0.00015 0.84744 5102.006 4326.66
A_24_P166789 ALU6_HU THC19528 -1.18012 0.00062 0.84737 1854.302 1570.552
A_23_P67 NM_0017 Homo sapieCAPNS1,3 -1.18057 0.00097 0.84705 5792.069 4898.554
A_23_P71 NM_0175 Homo sapieWBSCR22 -1.18087 0.00028 0.84683 7529.209 6374.661
A_23_P70 NM_0063 JTV1 gene JTV1,P38, -1.18088 0.00018 0.84683 14523.93 12312.57
A_23_P31 NM_00591 malate de MDH2,MD -1.18102 0.0002 0.84673 19284.57 16311.27
A_23_P56 NM_0012 cytoskelet CKAP1,C -1.18148 0.00031 0.84639 7559.739 6405.683
A_23_P40 NM_1384 Homo sapieC6orf51,b -1.18156 0.00007 0.84634 30916.71 26154.46
A_24_P34 NM_0150 SMART/H SPEN,MIN -1.18248 0.00099 0.84568 1199.958 1014.601
A_23_P16 NM_0163 LPAP for l ACP6,LPA -1.18256 0.00095 0.84562 834.7864 705.9418
A_23_P41 NM_0048 Homo sapieSEC22L1, -1.18267 0.00049 0.84554 3520.567 2974.052
A_24_P15 NM_0120 peroxiredo PRDX5,PL -1.18282 0.00046 0.84544 16077.57 13619.97
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A_23_P21 NM_0047 cell cycle TBRG4,C -1.18305 0.00021 0.84527 5806.168 4900.846
A_32_P202708 Unknown A_32_P20 -1.18337 0.00033 0.84505 1210.134 1022.733
A_23_P36 NM_0035 Homo sapieHYAL3,LUC -1.18344 0.00015 0.845 1781.919 1505.495
A_23_P11 NM_0177 hypoxia-in PH-4 -1.18347 0.00007 0.84497 14288.73 12072.58
A_24_P84 BC032295 Ribosomal RPL22 -1.18352 0.00008 0.84493 2880.713 2433.558
A_23_P45 NM_0121 Homo sapieFBXO2,FB -1.18376 0.00072 0.84477 1780.315 1505.313
A_23_P13 NM_0041 Homo sapieUCHL1,P -1.18376 0.00012 0.84477 237551.9 200860.2
A_23_P50 NM_0215 breakpoint BCR,ALL, -1.18376 0.00019 0.84477 1376.427 1162.86
A_32_P166152 Unknown A_32_P16 -1.18413 0.00094 0.8445 973.3724 822.082
A_23_P15 NM_0329 hypothetic MGC1428 -1.18445 0.00031 0.84427 42325.08 35678.43
A_23_P83 NM_0027 Homo sapiePPP1CB, -1.18447 0.00039 0.84426 2153.85 1817.101
A_23_P19 NM_0022 Homo sapieITPR3,IP3 -1.18484 0.00019 0.84399 1584.85 1337.71
A_23_P13 NM_01401 Homo sapieASCC3L1,H -1.18498 0.00004 0.84389 14019.15 11833.18
A_23_P12 NM_0001 fumarylac FAH -1.18509 0.00009 0.84382 5227.599 4412.695
A_23_P72 NM_0067 Homo sapieYWHAE,M -1.18561 0.00074 0.84344 9679.113 8187.829
A_24_P37 NM_0021 Homo sapieHSPA4,R -1.18567 0.00027 0.8434 9507.084 8033.697
A_23_P35 NM_0031 Homo sapieSRI,SCN -1.18608 0.0001 0.84311 33108.69 27889.7
A_23_P97 NM_02021 Homo sapieRNPEP,D -1.18614 0.00006 0.84307 2144.451 1808.177
A_23_P21 BM805607 Caspase r CARD9 -1.18645 0.00033 0.84285 3796.857 3205.918
A_24_P75 AF274938 PNAS-13 PNAS-13 -1.1865 0.00099 0.84281 1759.844 1487.262
A_23_P44 NM_0143 linker for a LAT,LAT1, -1.18679 0.00096 0.84261 847.4983 714.1739
A_24_P39 NM_0202 x 003 prot TNFSF5IP -1.1869 0.00024 0.84253 2950.154 2486.567
A_23_P40 NM_1387 Homo sapieC9orf112, -1.18701 0.00009 0.84245 5160.242 4346.431
A_32_P73507 Unknown THC18821 -1.18702 0.00073 0.84245 2599.73 2192.325
A_24_P12 NM_1388 hypothetic ZFAND2B -1.18703 0.00011 0.84244 1432.776 1207.118
A_23_P16 NM_0003 Homo sapieABCA4,FF -1.18725 0.00003 0.84228 10831.75 9121.17
A_32_P70 NM_0123 transmem TSPAN15,N -1.18728 0.0007 0.84226 1251.607 1054.211
A_32_P222335 Unknown A_32_P22 -1.18743 0.00008 0.84216 8420.281 7089.174
A_23_P11 AK025895 Hypothetic FLJ32731 -1.18755 0.00012 0.84207 2348.441 1976.557
A_23_P32 AB037814 KIAA1393 KIAA1393 -1.1878 0.00036 0.84189 57708.82 48672.7
A_24_P10 NM_1458 Homo sapieANXA11,A -1.18787 0.00066 0.84184 1366.479 1150.928
A_24_P32 NM_17851 hypothetic FLJ39421 -1.18798 0.00009 0.84177 2531.852 2131.071
A_23_P44 NM_0042 Homo sapieCOX5A,V -1.18803 0.00003 0.84173 26957.82 22681.62
A_23_P16 NM_0036 KH-type s KHSRP -1.18809 0.00017 0.84169 27221.55 22901.35
A_32_P15 NM_00551 high-mobili HMGN2,H -1.18827 0.00066 0.84156 78004.03 65785.01
A_23_P37 AK000815 Homo sapieC9orf63,F -1.18843 0.00062 0.84145 1160.954 977.6033
A_23_P12 NM_0056 Homo sapieTAF6,TAF -1.18854 0.00014 0.84137 16062.67 13507.96
A_23_P68 NM_0133 ubiquinol-c UCRC,HS -1.1888 0.00004 0.84118 40265.8 33858.48
A_24_P13 NM_0042 ring finger RNF14,AR -1.18895 0.00007 0.84108 1710.418 1438.701
A_23_P81 NM_0305 hypothetic NDFIP1,N -1.18951 0.00024 0.84068 5880.578 4933.632
A_32_P10100 Unknown A_32_P10 -1.18961 0.00033 0.84061 66752.96 55966.32
A_24_P18 NM_01401 mitogen-a MAPBPIP,H -1.18964 0.00059 0.84059 11046.4 9256.894
A_23_P10 NM_1382 Homo sapieNUP35,M -1.18993 0.00098 0.84038 5933.77 4993.563
A_23_P91 NM_0327 Homo sapieMINA,MDI -1.18995 0.00024 0.84037 1952.406 1641.745
A_24_P25 NM_0158 unknown p LOC51035 -1.19008 0.00024 0.84028 5460.542 4581.733
A_23_P13 NM_01791 Homo sapieC19orf24, -1.1901 0.00088 0.84027 5113.913 4303.657
A_24_P17 BC013295 Homo sapieHK2 -1.19011 0.00055 0.84026 947.2731 796.1603
A_23_P392897 Unknown A_23_P39 -1.19015 0.00029 0.84023 3523.035 2960.156
A_23_P14 NM_0037 eukaryotic EIF3S5,eI -1.19029 0.00004 0.84013 4503.994 3782.881
A_23_P10 NM_0206 Homo sapieDECR2,P -1.19055 0.00052 0.83995 6274.057 5277.718
A_23_P55 AF217993 Hypothetic MGC1552 -1.1906 0.00004 0.83991 7331.702 6160.502
A_24_P358474 Unknown A_24_P35 -1.19065 0.00023 0.83988 2637.262 2214.544
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A_24_P12 NM_0141 HSPC160 ORMDL2, -1.19074 0.00011 0.83982 1110.537 932.6392
A_24_P724106 Unknown A_24_P72 -1.19084 0.0007 0.83974 31197.18 26136.67
A_24_P707543 Unknown A_24_P70 -1.19085 0.00015 0.83973 101004.2 84665.81
A_24_P54 AK026687 Signal seq SSR1 -1.1909 0.00036 0.8397 1320.267 1108.842
A_23_P25 NM_0183 hypothetic FLJ11305,F -1.1911 0.00003 0.83956 4235.522 3556.101
A_24_P16 NM_1993 similar to LOC37439 -1.19136 0.00016 0.83938 1387.958 1164.922
A_23_P20 NM_0242 leukocyte r LENG4,B -1.19172 0.00009 0.83912 12190.63 10224.02
A_23_P39 AK124717 Purkinje c PCP2 -1.19199 0.00006 0.83893 14265.26 11976.98
A_23_P20 NM_0055 Homo sapieSTMN1,Lag -1.19272 0.00098 0.83842 24939.82 20962.96
A_23_P34 AK090472 Kelch-like KLHL21 -1.19284 0.00003 0.83833 6186.182 5187.165
A_23_P46 NM_0047 BUB3 (bud BUB3,BU -1.19303 0.00004 0.8382 7701.639 6452.39
A_23_P10 NM_0060 Homo sapieBPNT1,PI -1.19313 0.0003 0.83813 3817.971 3200.243
A_24_P57 NM_0006 S-adenosy AHCY,SA -1.19321 0.00032 0.83807 1137.81 953.7639
A_24_P42 NM_0028 proteasom PSMD2,S -1.19392 0.00005 0.83758 4098.144 3430.61
A_24_P38 NM_0160 CGI-92 pr COQ4,CGI -1.19394 0.0002 0.83756 1331.336 1114.751
A_24_P238896 Unknown A_24_P23 -1.194 0.00003 0.83752 3323.289 2782.488
A_24_P152792 Unknown A_24_P15 -1.19408 0.00035 0.83746 5208.745 4369.631
A_23_P20 NM_0026 Homo sapieSERPINB -1.19415 0.00044 0.83742 875.147 732.7839
A_24_P234871 Unknown A_24_P23 -1.19431 0.00002 0.8373 2281.032 1909.884
A_23_P42 NM_1736 Homo sapieC15orf21, -1.19435 0.00049 0.83728 149807.8 125691.9
A_23_P34 NM_00311 Homo sapieSP100,FL -1.19472 0.00024 0.83701 108167 90751.63
A_23_P50 NM_0219 ubiquitin-c UBE2V1,C -1.19476 0.00041 0.83699 6288.339 5270.533
A_23_P11 NM_0252 hypothetic MGC2744 -1.19484 0.00005 0.83693 2787.207 2331.754
A_23_P36 NM_1457 Homo sapieMGST1,M -1.19486 0.00033 0.83692 53624.7 44739.41
A_32_P17 AK057740 Laminin, al LAMA5 -1.19487 0.00006 0.83691 1795.919 1502.928
A_23_P14 NM_0225 Homo sapieVPS16,hV -1.19506 0.00016 0.83678 1823.883 1526.594
A_23_P35 NM_0190 Homo sapieTMCO1,P -1.19506 0.00019 0.83678 17106.94 14285.64
A_32_P29 NM_00551 high-mobili HMGN2,H -1.19515 0.00005 0.83671 52379.41 43793.33
A_32_P98 NM_0042 cytochrom COX5A,V -1.19518 0.00001 0.83669 41497.37 34714.11
A_23_P93 NM_00591 Homo sapieMCM7,MC -1.19528 0.00006 0.83663 61267.41 51206.59
A_24_P30 NM_0206 SCY1-like SCYL1 -1.19538 0.00079 0.83655 11301.61 9435.445
A_23_P72 NM_0002 Homo sapieIF,FI,facto -1.1954 0.00029 0.83654 2077.437 1734.828
A_23_P10 NM_0182 Homo sapieMOBK1B, -1.19543 0.00015 0.83652 1069.947 895.1279
A_23_P50 NM_0321 Williams B WBSCR20 -1.19545 0.00004 0.83651 27574.76 23052.11
A_23_P14 NM_0054 Homo sapiePAPSS1,S -1.19561 0.00053 0.83639 2372.044 1987.34
A_24_P14 NM_0053 protein-L-i PCMT1 -1.19593 0.00071 0.83617 4900.488 4108.439
A_24_P16 NM_0143 replication REPIN1,A -1.19641 0.00002 0.83584 3470.396 2900.926
A_23_P22 NM_0190 Homo sapieGNL3L,FL -1.19649 0.00016 0.83578 2021.174 1688.06
A_24_P18 NM_0182 hypothetic TMEM30A, -1.19692 0.00025 0.83548 1042.491 870.8465
A_24_P39 NM_0132 like mouse ATXN10,E4 -1.19692 0.00035 0.83548 3760.849 3147.421
A_24_P229833 Unknown A_24_P22 -1.19711 0.00001 0.83534 323082.6 269836.2
A_23_P99 NM_0039 Homo sapieSLC7A7,L -1.19726 0.00002 0.83524 2850.812 2380.656
A_24_P19 NM_0026 promyeloc PML,MYL, -1.19739 0.00009 0.83515 2913.77 2433.979
A_32_P11 AB029025 KIAA1102 KIAA1102 -1.19747 0.00004 0.83509 10142.6 8475.902
A_23_P70 NM_0072 Homo sapieMRPL3,M -1.1976 0.00008 0.835 5867.918 4903.286
A_23_P21 NM_0160 Ubc6p ho UBE2J1,U -1.19764 0.00014 0.83497 1001.199 836.0194
A_32_P91 BE779749 CDNA clo BE779749 -1.19782 0.00011 0.83485 1193.748 996.7386
A_24_P35 AK057071 Homo sapieAK057071 -1.19842 0.00006 0.83443 34178.77 28562.48
A_23_P20 D21262 Nucleolar NOLC1 -1.1986 0.0001 0.83431 6116.085 5109.066
A_32_P69 NM_1942 protein co MOPT,BL -1.19864 0.0006 0.83428 4874.621 4080.853
A_24_P161074 Unknown A_24_P16 -1.19872 0.00002 0.83422 6716.486 5606.095
A_23_P60 AF152351 Homo sapieTIMM13a -1.1992 0.00001 0.83389 9486.654 7913.09
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A_32_P47616 Unknown A_32_P47 -1.19927 0.0002 0.83384 1664.771 1388.361
A_23_P12 NM_0056 RNA bindi RBM10,M -1.19943 0.00001 0.83373 11247.13 9379.158
A_32_P19460 AP003240 THC19590 -1.19943 0.00009 0.83373 2566.357 2139.668
A_24_P80 AK024496 Kelch dom JPH3 -1.19944 0.00041 0.83372 1119.089 933.2578
A_23_P20 NM_0022 Homo sapieLAMC1,L -1.19999 8.74E-06 0.83334 5177.166 4314.085
A_24_P32 BC067760 Mitogen-a LOC40783 -1.20011 0.00083 0.83326 1498.539 1250.533
A_24_P20 NM_0064 multifuncti PAICS,AI -1.20061 0.00088 0.83291 10125.52 8455.686
A_23_P35 NM_1458 Homo sapieANXA11,A -1.20121 0.00015 0.83249 11097.5 9220.85
A_23_P21 NM_0048 ATP synth ATP5J2,A -1.20143 0.0005 0.83234 28156.21 23508.68
A_23_P31 NM_1781 Homo sapieCXorf40A, -1.20152 0.00005 0.83228 6888.32 5736.266
A_32_P17 AK091332 CDNA FLJ3AK091332 -1.20165 0.00021 0.83219 3982.217 3319.253
A_23_P16 NM_0240 Homo sapieC17orf39, -1.20179 0.00014 0.83209 1219.002 1014.026
A_23_P13 NM_0323 K+ channe BTBD10,G -1.20218 0.00052 0.83182 1518.35 1263.43
A_23_P41 NM_1446 Homo sapieNOXO1,P -1.20238 0.00041 0.83168 1361.869 1133.951
A_23_P15 NM_0181 Homo sapieZDHHC4, -1.20241 0.00002 0.83167 13146.14 10936.82
A_32_P82251 Unknown A_32_P82 -1.20248 8.92E-06 0.83162 2322.567 1931.496
A_24_P10 NM_0064 Homo sapieDRAP1,N -1.2026 0.00025 0.83153 2536.919 2112.173
A_23_P30 NM_0013 Homo sapieECM2,MG -1.20287 0.00026 0.83135 877.1785 729.3451
A_24_P11 AK022629 Homo sapieFLJ12567 -1.20294 0.0002 0.8313 1373.71 1142.195
A_23_P79 NM_0001 Homo sapieHADHB,H -1.20295 0.00095 0.83129 15503.57 12932.88
A_24_P63 NM_0178 nucleolar NOLA2,N -1.20308 0.00022 0.8312 16187.07 13420.69
A_24_P280873 Unknown ENST000 -1.20335 0.00001 0.83102 2945.736 2447.966
A_23_P25 NM_0149 KIAA0843 ABLIM3,H -1.20345 0.00003 0.83094 1477.912 1227.933
A_24_P20 NM_0072 dynactin 3 DCTN3,D -1.20346 7.76E-06 0.83094 5529.427 4593.575
A_23_P20 NM_0024 Homo sapieMAP3K3, -1.20348 0.00012 0.83093 1048.147 871.0436
A_32_P41 NM_00551 high-mobili HMGN2,H -1.20359 5.09E-06 0.83085 164045.8 136307.8
A_32_P86009 Unknown A_32_P86 -1.20376 0.00075 0.83073 2548.436 2118.803
A_24_P27 NM_0190 Homo sapieTMCO1,P -1.20421 0.00022 0.83042 12307.54 10209.73
A_23_P13 AL832747 Guanine n GNAQ -1.20429 0.00021 0.83037 3954.652 3290.105
A_23_P11 NM_0063 Homo sapieZNHIT1,C -1.20448 0.00074 0.83023 9117.958 7594.074
A_24_P93 NM_0247 hypothetic AGMAT,F -1.2045 0.00003 0.83022 2696.287 2238.95
A_23_P10 NM_0045 Homo sapieRAB5C,R -1.20463 0.00025 0.83013 5311.399 4405.143
A_23_P46 NM_0160 Homo sapieBOLA1,C -1.20474 0.00016 0.83005 7274.688 6039.247
A_23_P32 NM_1451 Homo sapieSFT2D1,p -1.20477 0.00008 0.83003 13388.32 11118.62
A_23_P25 NM_0063 Homo sapieSTK25,SO -1.20478 0.00077 0.83003 3434.39 2858.598
A_23_P86171 FXD2_HU THC18578 -1.20481 0.00001 0.83 2358.837 1957.617
A_24_P14 NM_0037 RuvB (E c RUVBL1, -1.20495 0.0009 0.82991 1002.334 831.3518
A_24_P930707 Unknown A_24_P93 -1.20512 0.00089 0.82979 808.2143 670.8765
A_24_P94 NM_0063 ariadne (D ARIH2,ARI -1.2052 0.00009 0.82974 11298.59 9388.023
A_23_P65 NM_0328 Homo sapieZFYVE19, -1.20546 0.00037 0.82956 3779.516 3133.596
A_24_P50639 Unknown A_24_P50 -1.20573 0.00014 0.82937 10059.64 8320.123
A_24_P27 AB032986 Homo sapieKIAA1160 -1.20577 0.00016 0.82935 1564.503 1296.969
A_23_P12 NM_0008 Homo sapieGSTM3,G -1.20585 6.01E-06 0.82929 72601.35 60197.55
A_23_P18 NM_0069 polymeras POLS,PO -1.20585 0.00014 0.82929 2349.591 1950.781
A_32_P26443 AF010144 THC19676 -1.20598 9.29E-06 0.8292 2021.726 1676.378
A_23_P13 NM_1445 Homo sapieRPIA,RPI -1.20614 0.00003 0.82909 8234.115 6829.555
A_32_P19 BC035417 Homo sapieBC035417 -1.20616 0.0001 0.82907 1557.824 1291.197
A_23_P17 NM_0013 Homo sapieDPAGT1, -1.20656 0.00003 0.8288 1817.704 1506.82
A_23_P25 NM_0132 Homo sapieNXT1,P15, -1.20658 8.03E-06 0.82879 15109.64 12526.54
A_23_P15 NM_0062 X-ray repai XRCC1,R -1.20684 0.00044 0.82861 4432.399 3680.179
A_24_P17 NM_0053 hydroxyac HAGH,GL -1.20684 0.00003 0.82861 3393.298 2809.419
A_23_P38 NM_0064 Homo sapieRABAC1, -1.20692 0.00025 0.82855 10788.02 8952.97
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A_23_P94 NM_01231 Homo sapieLETM1 -1.20714 0.00004 0.8284 3439.155 2847.076
A_32_P60 NM_0030 succinate SDHD,PG -1.20744 0.00002 0.8282 3868.545 3206.817
A_24_P350136 Unknown A_24_P35 -1.2076 0.00042 0.82809 30048.04 24822.71
A_23_P91 NM_0019 Homo sapieECGF1,T -1.20774 0.00012 0.82799 3303.062 2737.593
A_24_P17 NM_0016 ras homol RHOA,AR -1.2078 0.00004 0.82795 3674.844 3045.161
A_32_P50005 C40201 ar THC18368 -1.20793 0.00085 0.82786 788.4055 652.5898
A_24_P18 NM_1781 hypothetic LOC16242 -1.20797 0.00052 0.82784 980.2956 811.4502
A_24_P91 NM_0323 hypothetic SPATA11, -1.20805 0.00001 0.82778 2144.06 1775.053
A_23_P16 NM_0153 S-phase 2 DERP6,H -1.20815 4.05E-06 0.82771 4721.926 3908.222
A_32_P12 AK001369 Chromoso C6orf70 -1.20819 0.00007 0.82769 1653.068 1367.656
A_24_P23 BC009463 CDNA FLJ3BC009463 -1.2082 0.00016 0.82768 3130.372 2596.122
A_24_P83 NM_0032 transmem TSPAN6,T2 -1.20852 0.00033 0.82745 2413.759 2002.167
A_23_P31 NM_0208 Homo sapieWDR56,KIA -1.20884 0.00015 0.82724 936.6403 774.9332
A_23_P16 NM_0211 TNF recep TRAF2,TRA -1.20887 0.00002 0.82722 1499.916 1240.915
A_23_P15 NM_0140 Homo sapieBZW2,MS -1.20895 0.00031 0.82716 32651.96 26930.84
A_23_P31 AB095939 Chromoso C14orf78 -1.20928 0.00015 0.82694 1272.674 1052.09
A_32_P34201 Unknown A_32_P34 -1.2096 3.08E-06 0.82672 52319.14 43249.55
A_24_P12 NM_1768 TR4 orpha TRA16 -1.21023 4.98E-06 0.82629 2901.546 2397.767
A_24_P22 NM_0190 UDP glyco UGT1A3,U -1.21038 0.00008 0.82619 1405.06 1161.292
A_24_P75 XM_16725 similar to t LOC22187 -1.21065 0.00011 0.826 1919.104 1586.638
A_24_P178663 Unknown A_24_P17 -1.21069 0.00007 0.82597 25503.57 21089.73
A_24_P23 AB007963 KIAA0494 gKIAA0494 -1.21071 0.00002 0.82596 1967.45 1624.802
A_23_P16 BC044842 TetratricopeTTC19 -1.21091 0.00011 0.82582 1587.714 1312.404
A_23_P20 NM_00271 Homo sapiePPP1CC, -1.21092 2.39E-06 0.82582 25743.47 21260.91
A_23_P32 NM_0319 SVH protei SVH,MGC -1.21122 0.00024 0.82561 6224.053 5150.03
A_23_P13 NM_0009 Homo sapieRPL7A,TR -1.21134 0.00002 0.82554 449363.3 370404.2
A_23_P90 NM_0185 amyotroph ALS2CR2,P -1.21166 0.00006 0.82531 2320.802 1916.412
A_23_P5171 Unknown A_23_P51 -1.21188 0.0001 0.82516 2669.524 2203.24
A_23_P25 NM_00501 phosphate PCYT1A, -1.21196 0.00004 0.82511 1218.055 1005.027
A_32_P19 NM_0018 CDC28 pr CKS1B,C -1.2123 0.00009 0.82488 84807.18 70102.19
A_32_P2354 ALU8_HU THC19686 -1.21245 0.0004 0.82477 742.046 611.9635
A_23_P86 NM_0040 annexin A ANXA7,S -1.21275 6.63E-06 0.82457 7257.375 5981.371
A_23_P20 NM_0068 Homo sapieRAB35,R -1.21278 6.09E-06 0.82455 5852.36 4823.934
A_23_P10 NM_0164 hypothetic LOC51234 -1.21282 0.00011 0.82453 15014.44 12409.16
A_23_P59 NM_0030 Homo sapieSNRPC,F -1.21282 1.94E-06 0.82452 29337.54 24188.34
A_23_P11 NM_1785 Homo sapieLOC33879 -1.21303 0.00004 0.82438 4348.59 3589.89
A_23_P52 NM_0154 deleted in RP11-529I -1.21326 0.00015 0.82422 3094.273 2547.393
A_32_P19 AA167144 zp06e02.r1AA167144 -1.21334 0.00054 0.82417 1346.224 1110.324
A_24_P19 NM_0068 tyrosine 3- YWHAQ,1 -1.21348 0.00008 0.82408 62050.92 50995.38
A_24_P575336 Unknown A_24_P57 -1.21365 0.00018 0.82396 27673.65 22862.25
A_23_P37 NM_0322 hypothetic FLJ22875 -1.21384 0.00008 0.82383 42095.02 34739.43
A_23_P31 NM_0124 six transm STEAP1,ST -1.21389 0.00098 0.82379 3312.064 2737.625
A_23_P20 NM_0123 Homo sapieMYCBP,A -1.21389 0.00064 0.8238 5623.816 4646.878
A_24_P24 BC006177 Metastasis MTA1 -1.21393 0.0002 0.82377 1036.147 854.0801
A_24_P418386 Unknown ENST000 -1.21394 0.00015 0.82376 1221.856 1006.847
A_23_P11 NM_0240 Homo sapieMRP63,b -1.21431 2.80E-06 0.82352 14348.94 11813.55
A_23_P32 NM_17561 Homo sapieNDUFA11, -1.21459 0.00028 0.82333 15188.42 12553.31
A_23_P83 NM_0015 Homo sapieING2,ING1 -1.21472 0.00059 0.82324 1988.067 1639.971
A_23_P71 NM_0182 hypothetic CCDC25, -1.21474 0.00028 0.82322 703.6284 579.2231
A_23_P20 NM_0000 presenilin PSEN1,A -1.21488 0.00005 0.82313 1434.79 1181.187
A_23_P33 NM_0028 Homo sapiePYGB,MG -1.21509 2.10E-06 0.82298 2983.369 2455.265
A_23_P36 NM_0016 Homo sapieARF3 -1.21539 0.00084 0.82278 750.5266 617.2995



1 0 a
0 a 5
9 H
7 3 A
0
2 4
9 a F
5 0 P
5 7 m B
2

4
8 9 a
6 7
2 e
7
8 3 P
4 a
5 7
8 a
2 8
0
3 2 a
7 2 a
6 6
2 6
7 3 A
9 2 K
2 m
4 4 o C
5 5 O
2 5
4 9
0 5 A

7
9

6 6 P
9 a 0
3 5 G
9 P
4 m
4 4 a
3 0
5
1 4 a
7 2 P
7 7 i

8 2 A
4 m

4

3 9

A_24_P33 NM_1825 hypothetic LOC14450 -1.21562 0.00003 0.82262 1415.234 1164.592
A_32_P94 BC059396 Hypothetic MGC7173 -1.21562 0.00051 0.82263 1183.275 975.2603
A_32_P17 XM_37988 similar to LOC40256 -1.21565 0.00002 0.8226 78635.41 64582.34
A_23_P14 NM_0166 Homo sapieSPG21,M -1.21593 5.91E-06 0.82242 15238.96 12534.32
A_24_P71 NM_17371 Homo sapieNM_17371 -1.21608 0.00001 0.82232 7509.791 6178.313
A_23_P63 NM_0061 stratifin SFN -1.2161 0.00029 0.8223 1164.298 958.1334
A_32_P15 NM_01781 hypothetic CHCHD3, -1.21612 4.67E-06 0.82228 3902.068 3209.567
A_23_P16 NM_0244 Homo sapieNDUFS7, -1.21613 1.46E-06 0.82228 7708.552 6338.882
A_24_P74 NM_0153 chromoso PGEA1,C -1.21623 0.00032 0.82222 661.1069 543.5917
A_24_P65 AK098360 Homo sapiePKM2 -1.21635 0.00049 0.82213 1713.377 1408.509
A_24_P50489 Unknown A_24_P50 -1.21643 0.00069 0.82207 26288.31 21709.34
A_23_P40 NM_1523 hypothetic FLJ30834 -1.21646 0.00001 0.82206 2737.934 2252.397
A_23_P87 NM_0051 Homo sapieATP5G2 -1.21653 0.00001 0.82201 75605.48 62082.89
A_32_P75 BC034247 F-box prot FBXO10 -1.21658 0.00005 0.82198 35773.01 29461.18
A_23_P43 D83781 Nucleopori NUP160 -1.21675 0.00002 0.82186 3505.797 2881.255
A_23_P32 NM_0015 Homo sapieHSBP1,N -1.21699 3.61E-06 0.8217 39387.55 32351.13
A_23_P56 BC015995 General tr GTF3C3 -1.2171 0.00006 0.82163 2884.445 2369.573
A_23_P32 NM_0032 Homo sapieTMPO,TP,L -1.21735 0.00043 0.82146 2331.735 1921.8
A_23_P41 AK024480 Hypothetic LOC12691 -1.21747 2.67E-06 0.82137 1993.183 1637.154
A_24_P73 NM_0016 ATPase, C ATP2A2,DD -1.21768 0.00039 0.82123 2553.417 2105.238
A_32_P36 BX436400 BX436400 BX436400 -1.21773 0.00003 0.8212 2327.791 1908.76
A_24_P93 NM_0178 hypothetic COMMD4,F -1.21783 0.00001 0.82113 3641.98 2988.796
A_23_P10 NM_0181 hypothetic FLJ10534,K -1.21786 0.00011 0.82111 3235.261 2652.584
A_23_P13 NM_0028 Homo sapieALDH18A1 -1.21787 0.00026 0.82111 6631.594 5443.089
A_23_P16 NM_0055 Lysosomal-LAMP1 -1.21794 0.0004 0.82106 40792.49 33278.14
A_23_P14 NM_0186 Homo sapieWSB2,SB -1.218 0.00002 0.82101 1656.522 1359.985
A_23_P45 NM_0018 Homo sapieCKS1B,C -1.21807 0.00002 0.82097 97239.55 79694.3
A_24_P61 AL833755 Chromoso C6orf89 -1.21808 0.00002 0.82096 4537.875 3719.683
A_24_P41 NM_0009 protein ph PPP3CA, -1.21817 0.00002 0.8209 3555.345 2917.922
A_23_P13 NM_0147 KIAA0097 gCKAP5,T -1.21831 0.00008 0.82081 2790.406 2293.342
A_23_P20 NM_0064 Homo sapieSPFH1,KE -1.2184 0.00079 0.82075 8080.361 6664.051
A_23_P16 NM_0063 Homo sapieRNASEH2A -1.21854 1.98E-06 0.82066 16258.16 13343.07
A_23_P41 NM_0323 Homo sapieMON1A,S -1.2187 9.08E-06 0.82055 3241.817 2660.167
A_32_P157671 Unknown A_32_P15 -1.21874 0.00017 0.82052 11270.33 9248.061
A_24_P229807 Unknown A_24_P22 -1.21876 4.47E-06 0.8205 22509.61 18455.17
A_23_P15 NM_0571 Homo sapieKLHDC3, -1.21901 0.00066 0.82034 747.4137 613.1616
A_23_P32 AL110257 Hypothetic MGC2669 -1.21917 0.0004 0.82023 1278.184 1049.532
A_23_P88 NM_0147 Homo sapieDLG7,DL -1.21927 0.00017 0.82016 5892.402 4815.367
A_32_P12 BE018697 Similar to BE018697 -1.2194 0.00025 0.82008 1802.568 1479.749
A_24_P32 NM_03121 Chromoso C19orf27 -1.2198 5.54E-06 0.8198 3883.548 3183.331
A_23_P77 NM_0183 hypothetic FLJ11151,C -1.21993 0.00074 0.81972 807.6688 662.5212
A_23_P31 NM_0003 Homo sapiePON2 -1.22014 0.00009 0.81958 2161.196 1774.207
A_24_P75 XM_37330 Homo sapieXM_37330 -1.2202 0.00019 0.81954 3623.585 2963.276
A_24_P80 NM_0178 hypothetic FLJ20507,F -1.22034 5.03E-06 0.81944 1977.242 1620.276
A_23_P11 NM_0001 Homo sapieERCC5,X -1.22034 0.00022 0.81944 2793.154 2288.29
A_32_P14 NM_1824 Pyruvate k PKM2 -1.22049 0.00013 0.81935 6857.551 5600.929
A_24_P406591 AP003453 THC19028 -1.22058 0.00032 0.81928 749.2963 613.883
A_23_P12 NM_0227 Homo sapieFANCF,F -1.22063 0.00027 0.81925 1263.832 1033.67
A_32_P13 BC009510 Chromoso C9orf123 -1.22074 5.92E-06 0.81917 13252.2 10845.13
A_24_P204095 Unknown A_24_P20 -1.22079 0.00007 0.81914 90780.54 74538.53
A_32_P107833 AB072039 THC18587 -1.22085 0.00008 0.8191 2231.255 1828.469
A_23_P14 NM_0016 ATPase, H ATP6V1E1 -1.22088 0.00022 0.81908 1172.04 959.0731
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A_23_P64 AB029016 Trinucleoti TNRC6B -1.22095 0.00021 0.81904 1043.172 854.8524
A_23_P42 NM_0009 Homo sapiePPIC,CYP -1.22101 0.0002 0.819 6153.591 5033.389
A_24_P17 BC044624 Pre-B-cell l PBX1 -1.22105 0.00002 0.81897 16991.59 13892
A_24_P94 NM_0181 hypothetic FLJ10534,K -1.22107 0.00002 0.81895 4950.303 4058.035
A_23_P20 NM_00721 Homo sapieGALNT6, -1.22134 0.00054 0.81877 638.0023 522.418
A_23_P14 NM_0022 Homo sapieKRT8,K8, -1.22135 0.00009 0.81877 89937.86 73720.28
A_23_P94 NM_02521 G kinase a GKAP1 -1.22144 0.00013 0.81871 1349.691 1103.743
A_32_P19 NM_0311 heterogen HNRPA1, -1.22156 0.00005 0.81863 139045 113563.3
A_24_P34 NM_0066 unactive p PTGES3, -1.22162 0.00028 0.81859 10292.93 8422.268
A_23_P21 NM_0053 Homo sapiePODXL,P -1.22171 0.00004 0.81853 8616.193 7039.242
A_23_P20 NM_0144 Homo sapieTRAPPC3, -1.22176 0.00094 0.81849 2950.826 2412.174
A_24_P93111 Unknown A_24_P93 -1.22178 0.00036 0.81848 19734.16 16124.38
A_23_P21 NM_1988 Ras-relate RAC1 -1.22182 0.00017 0.81845 15722.58 12912.54
A_23_P13 NM_0012 cyclin-dep CDK8,K35, -1.222 0.0004 0.81833 998.2407 816.4956
A_23_P15 NM_0046 Homo sapieSLC16A5, -1.22204 0.00004 0.8183 15810.8 12957.2
A_23_P37 AK027341 KIAA1856 KIAA1856 -1.22225 0.00013 0.81816 4612.098 3776.246
A_24_P47 AL117621 ADP-ribos ARF6 -1.22232 0.0008 0.81812 1966.396 1612.435
A_32_P12 NM_1533 hypothetic LYSMD2, -1.22237 0.00056 0.81808 5270.548 4323.989
A_24_P13 NM_0007 cytochrom CYP51A1, -1.22237 0.00026 0.81808 6334.388 5189.064
A_23_P89 NM_0064 Homo sapieSPAG5,M -1.22254 0.00042 0.81797 9997.639 8215.637
A_23_P39 NM_0066 Homo sapieRUVBL2, -1.22276 9.04E-06 0.81782 3828.479 3131.804
A_24_P478940 Unknown A_24_P47 -1.22284 0.00001 0.81777 128153.6 104671.2
A_23_P77 NM_0048 Homo sapiePIGB,MG -1.22284 0.00047 0.81777 1441.154 1179.317
A_23_P58 NM_1344 Homo sapieHPCAL1,B -1.22284 9.00E-06 0.81777 2472.098 2020.849
A_23_P30 NM_0041 Homo sapiePPP2CB, -1.22302 4.69E-06 0.81765 3419.845 2796.292
A_23_P39 Z24727 Tropomyo TPM1 -1.22306 0.00005 0.81762 4731.721 3877.76
A_23_P33 NM_0028 Homo sapiePTPN1,PT -1.22312 0.00014 0.81758 1588.625 1300.659
A_23_P34 NM_0046 Homo sapieFAM50A,9F -1.2232 0.00002 0.81753 5231.043 4273.419
A_24_P14 NM_1779 Homo sapieDNCL2A, -1.22337 9.33E-07 0.81742 4299.389 3514.655
A_23_P25 NM_0189 Homo sapieDPM3,MG -1.22367 0.00027 0.81722 6433.009 5266.009
A_23_P42 NM_0064 Mad4 hom MXD4,MA -1.22383 0.00002 0.81711 1352.835 1105.197
A_23_P25 NM_0224 endoplasm SIL1,BAP -1.22396 0.0005 0.81702 6967.796 5676.08
A_23_P31 NM_0133 Homo sapieANAPC4, -1.22399 0.00048 0.817 3668.904 3008.096
A_32_P104263 AJ318213 THC19216 -1.22405 0.00012 0.81696 3771.222 3077.64
A_32_P15 NM_0068 tyrosine 3- YWHAQ,1 -1.2241 0.00003 0.81693 56606.84 46168
A_24_P186354 Unknown ENST000 -1.22419 0.00074 0.81686 11729.58 9602.527
A_23_P34 NM_0155 Homo sapieRPAP1,M -1.2242 0.00008 0.81686 6400.725 5218.627
A_24_P39 NM_0066 putative h PHTF1,PH -1.22448 0.0001 0.81667 972.8378 794.8106
A_23_P35 NM_0181 NAD syntheNADSYN1, -1.2246 0.00069 0.81659 1152.151 939.9231
A_24_P26 NM_0048 potassium KCNK6,T -1.22475 3.50E-06 0.81649 2312.075 1888.089
A_23_P38 NM_0009 Homo sapieRARG,RA -1.22491 0.00059 0.81638 833.6984 680.0437
A_24_P69 AK027214 CCR4-NO CNOT6L -1.22506 0.00091 0.81629 1709.442 1396.943
A_24_P40 S80864 cytochrom cytochrom -1.22515 0.00035 0.81622 1812.452 1482.293
A_23_P11 NM_0307 cisplatin resCRR9,DK -1.2255 0.00002 0.81599 12721.07 10395.38
A_24_P15 XM_37792 similar to LOC40224 -1.22554 0.00017 0.81597 3103.502 2536.697
A_32_P11 AL137938 PX domain PXK -1.2256 0.00033 0.81593 4936.346 4043.124
A_23_P15 NM_0323 hypothetic MGC4251 -1.22567 5.62E-06 0.81588 1754.87 1431.408
A_24_P91 NM_0008 glutathion GSTM3,G -1.22568 0.00011 0.81587 25916.29 21078.77
A_23_P20 NM_0017 Homo sapieCDC42,G -1.22568 0.0006 0.81588 13283.5 10884.51
A_23_P12 NM_0045 Homo sapieNDUFS6 -1.22599 9.63E-06 0.81566 46087.4 37544.32
A_24_P16 AK025511 ATPase, C ATP11A -1.22601 0.0002 0.81565 1159.793 946.1481
A_23_P65 NM_0063 Homo sapieCIB2,KIP2 -1.2261 0.00018 0.81559 3151.733 2570.373
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A_24_P315654 Unknown A_24_P31 -1.22625 0.00002 0.81549 128162 104249.3
A_24_P662972 Unknown THC18135 -1.22627 0.00039 0.81548 750.4422 612.1939
A_24_P91 NM_0041 Ornithine d OAZ1 -1.22639 0.00004 0.8154 421698.4 344437.1
A_23_P49 NM_0051 Calmoduli CALM3 -1.22652 5.30E-06 0.81532 3527.557 2874.319
A_23_P11 NM_0181 Homo sapiePAPD1,mt -1.22661 1.67E-06 0.81526 1986.035 1619.233
A_32_P14 BC028735 Hypothetic LOC40143 -1.22661 5.98E-06 0.81525 1376.3 1122.033
A_24_P17 NM_0309 DNA replicaCDT1,DU -1.22662 9.04E-06 0.81525 2905.685 2367.313
A_24_P23 NM_0039 RAB7, me RAB7L1,RA -1.22669 0.00003 0.8152 1066.477 869.5527
A_23_P27 NM_0155 DKFZP56 DKFZP56 -1.22677 0.00017 0.81515 2396.854 1956.027
A_23_P37 BC001774 Platelet-ac PAFAH1B -1.22678 1.54E-06 0.81514 4736.021 3859.27
A_23_P59 NM_0056 Homo sapieTAF11,TA -1.22688 0.00018 0.81507 2557.107 2079.766
A_23_P16 NM_0227 Homo sapieHIPK2,PR -1.2273 1.21E-06 0.8148 3966.803 3231.381
A_23_P37 NM_2032 Homo sapieCHCHD1, -1.22743 0.00002 0.81471 26631.38 21655.38
A_23_P44 NM_00131 Homo sapieCRIP1,CR -1.22757 0.00024 0.81461 9086.157 7431.926
A_23_P11 NM_2033 Homo sapieC9orf132, -1.22768 0.00034 0.81454 10062.4 8224.311
A_23_P88 AY359110 Mesoderm MESDC2 -1.22772 2.91E-06 0.81452 5650.399 4601.528
A_24_P85 NM_0122 sirtuin (sile SIRT3,SIR2 -1.22777 1.59E-06 0.81448 2534.022 2063.647
A_24_P28 NM_0186 HSVI bindi ARL6IP4, -1.2278 0.00024 0.81447 58642.08 47632.16
A_23_P49 NM_0165 Homo sapieMRPL27,L2 -1.22783 2.82E-06 0.81444 11239.83 9144.548
A_23_P21 NM_0122 sirtuin (sile SIRT5,SIR2 -1.22787 0.00001 0.81442 2563.686 2086.251
A_23_P14 NM_0016 Homo sapieATP5O,AT -1.228 0.00002 0.81433 58515.3 47741.29
A_23_P53 NM_0160 CGI-116 p CGI-116 -1.22803 2.81E-06 0.81431 3429.892 2794.469
A_24_P45 AY007126 Hypothetic LOC33922 -1.22805 9.79E-06 0.8143 7817.064 6358.88
A_24_P29 NM_0033 ubiquitin-c UBE2G1, -1.22814 0.00018 0.81424 1859.521 1514.3
A_24_P418498 Unknown ENST000 -1.22815 0.00036 0.81424 594.2901 483.886
A_24_P21 NM_0174 prostate tu PTOV1,M -1.22818 0.00025 0.81421 2585.591 2108.147
A_23_P74 NM_1784 Hypothetic MGC5428 -1.22824 7.74E-06 0.81417 1874.35 1526.456
A_23_P56 BC022086 Troponin T TNNT1 -1.22831 0.00001 0.81413 1033.101 841.0542
A_23_P25 NM_1733 LOC31767 LOC31767 -1.22832 0.00007 0.81412 1303.834 1060.875
A_24_P32 NM_0007 dihydrofol DHFR -1.22861 0.00024 0.81393 2744.353 2240.719
A_23_P13 NM_0164 hypothetic HSPC138,H -1.22884 4.02E-06 0.81378 10678.85 8683.049
A_24_P52 NM_1307 Homo sapieRAB24 -1.22916 7.66E-06 0.81356 2324.141 1890.048
A_32_P138178 Unknown A_32_P13 -1.22922 0.00027 0.81353 694.2012 564.6905
A_23_P21 NM_0039 Homo sapieUBE1C,U -1.22931 0.00014 0.81346 2099.258 1707.177
A_23_P31 NM_1988 Homo sapieNUP43,p4 -1.22934 0.00015 0.81344 4177.609 3385.758
A_23_P16 NM_0065 Homo sapieRRAGA,R -1.22957 0.00028 0.81329 9187.47 7447.21
A_32_P22 NM_0058 membrane M11S1,G -1.22958 0.00027 0.81328 689.0571 560.4493
A_24_P32 BC014228 Transcripti TFCP2 -1.2296 0.00021 0.81327 2288.876 1863.491
A_23_P43 NM_0149 Homo sapiePLEKHA6, -1.22992 0.00006 0.81306 1928.829 1569.646
A_23_P30 NM_0146 Homo sapieMEA1,HY -1.23007 0.00007 0.81296 8055.876 6534.052
A_24_P11 NM_1707 Homo sapieALDH5A1,S -1.2301 0.00075 0.81294 1178.31 959.0571
A_23_P13 NM_0240 Homo sapieTSEN34,L -1.23011 5.25E-06 0.81294 11139.52 9063.109
A_24_P84 XM_29392 similar to p LOC34564 -1.23045 0.00019 0.81271 8370.27 6824.52
A_23_P43 NM_14501 Homo sapieMRGPRF, -1.23048 0.00011 0.81269 1137.32 925.4572
A_24_P59 NM_0219 ubiquitin-c UBE2V1,C -1.23049 0.00094 0.81269 2470.197 2013.425
A_23_P21 NM_0065 S-phase r SPHAR,M -1.23067 0.00074 0.81257 1724.083 1404.636
A_24_P75708 Unknown ENST000 -1.23074 0.0004 0.81252 1253.874 1016.582
A_32_P115451 ALU7_HU THC19333 -1.23079 0.00017 0.81249 873.8729 709.6491
A_23_P27 NM_0326 Homo sapieZNF607,F -1.23083 1.73E-06 0.81246 5385.337 4378.217
A_24_P34 NM_0248 duodenal CYBRD1, -1.23087 0.0004 0.81243 669.1509 543.553
A_23_P49 NM_1993 hypothetic LOC37492 -1.23089 0.00018 0.81242 3261.844 2654.964
A_24_P25 NM_1387 HEPIS LOC11971 -1.23103 0.00013 0.81233 1169.323 951.1373
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A_32_P28 NM_0067 transaldol TALDO1,TA -1.23112 0.0003 0.81227 54798.14 44698.24
A_23_P12 NM_0029 Homo sapieSCP2,NLT -1.23113 0.00064 0.81226 4681.919 3818.836
A_23_P61 NM_0046 syntaxin 4 STX4A,p3 -1.23113 0.00066 0.81226 518.1838 420.8945
A_23_P64 NM_00641 Homo sapieHTATIP2, -1.2312 0.00002 0.81222 19808.89 16059.26
A_23_P12 NM_0176 Homo sapieLRRC49,FL -1.23125 6.30E-06 0.81218 1801.485 1462.725
A_32_P18 NM_0067 transaldol TALDO1,TA -1.23141 0.00009 0.81207 96395.25 78449.55
A_23_P210285 Unknown A_23_P21 -1.23144 0.00002 0.81206 240315.3 194364.7
A_23_P57 NM_0054 Homo sapieCHAF1B, -1.23163 6.54E-08 0.81193 4171.918 3394.255
A_23_P94 NM_0329 hypothetic MGC1414 -1.23166 0.00065 0.81191 10395.82 8406.936
A_23_P98 NM_02121 transposo LOC58486 -1.2317 0.00021 0.81189 5603.821 4534.964
A_32_P175098 Unknown ENST000 -1.23178 0.00003 0.81184 33756.48 27468.14
A_32_P21 NM_0007 dihydrofol DHFR -1.23178 0.00003 0.81183 6315.058 5115.969
A_24_P39 NM_0206 chromoso TMEM9B, -1.23209 9.01E-06 0.81163 1301.967 1056.633
A_23_P37 NM_15321 Homo sapieZNF524,MG -1.23251 6.52E-06 0.81135 1670.293 1354.937
A_24_P38 NM_00601 CD164 ant CD164,M -1.23276 0.00004 0.81119 1184.769 961.6067
A_23_P13 NM_0177 GPI7 prote GPI7,PRO4 -1.23283 1.41E-06 0.81114 1526.521 1238.248
A_23_P20 NM_0064 Acidic (leu ANP32B -1.23286 0.0001 0.81112 11266.86 9165.902
A_24_P212565 Unknown A_24_P21 -1.23305 0.00015 0.811 1495.586 1214.072
A_24_P13 NM_0181 elaC (E. c ELAC2,EL -1.23315 1.24E-06 0.81093 2831.153 2295.677
A_23_P25 NM_0009 natriuretic NPR3,NP -1.23319 0.00004 0.8109 951.3124 771.356
A_23_P90 AK127147 MBC3205 UNQ501 -1.23321 4.70E-07 0.81089 16989.06 13777.6
A_23_P48 NM_0124 Homo sapieUCK2,UK, -1.23326 6.04E-06 0.81086 26453.87 21427.9
A_24_P7470 Unknown A_24_P74 -1.23327 0.00002 0.81086 1376.776 1116.201
A_23_P38 NM_0147 Homo sapieSTARD8, -1.23331 0.00004 0.81082 954.2961 773.583
A_23_P32 NM_0020 Homo sapieGOT2,FLJ -1.23346 0.00016 0.81073 4019.61 3265.358
A_24_P18 NM_0184 Homo sapieLAPTM4B, -1.23371 0.00009 0.81056 9882.092 7995.947
A_23_P11 NM_0066 Homo sapiePGRMC1, -1.23375 6.50E-06 0.81054 10340.35 8368.301
A_23_P15 NM_0027 proteasom PSMB1,H -1.23379 0.00013 0.81051 30656.82 24951.48
A_23_P85 NM_0249 hypothetic DENND2D -1.23386 0.00018 0.81046 778.4773 631.0958
A_23_P38 NM_0248 Homo sapieZNF403,DI -1.2339 9.94E-06 0.81044 3099.531 2510.787
A_23_P50 NM_0016 Homo sapieATP5D -1.2339 0.00013 0.81044 5761.138 4653.962
A_24_P76 AK056691 Germ cell GSG2 -1.23398 4.56E-06 0.81039 4091.273 3316.227
A_32_P36 NM_0011 ADP-ribos ARL1,ARF -1.23398 0.00056 0.81039 3850.403 3132.586
A_23_P81 NM_0132 Homo sapieMAT2B,T -1.23434 5.32E-07 0.81015 3958.353 3207.235
A_23_P12 NM_0043 Homo sapieBUB1,BU -1.23461 0.00011 0.80997 2806.2 2279.995
A_23_P74 NM_0066 nuclear dis NUDC,HN -1.23485 0.00044 0.80981 8394.35 6766.968
A_24_P93 AK058065 G protein- GPR133 -1.23513 0.00004 0.80963 929.0082 752.3401
A_32_P19608 AF247786 THC18468 -1.23513 0.00011 0.80963 986.4462 798.4719
A_24_P10 BC013255 Hypothetic MGC1048 -1.23519 0.00002 0.80959 1848.714 1496.995
A_23_P86 NM_0037 Homo sapieEIF3S10,E -1.23538 0.00063 0.80946 59925.2 48681.66
A_32_P53 BG327427 Full-length BG327427 -1.23555 5.92E-07 0.80936 2196.708 1778.012
A_23_P70 U83115 Absent in AIM1 -1.23569 7.59E-07 0.80927 2605.049 2107.721
A_24_P17 NM_0145 solute carri SLC2A8,G -1.23573 1.93E-06 0.80924 1420.891 1149.754
A_23_P14 NM_0309 Homo sapieRNF170,DK -1.23577 0.00069 0.80921 1201.317 973.0391
A_32_P19 NM_0159 Kruppel-lik KLF13,BT -1.23586 0.00004 0.80915 6052.711 4898.069
A_23_P46 NM_0122 Homo sapieSLC27A5, -1.236 0.00094 0.80906 5994.844 4826.423
A_23_P20 NM_0161 Calcium bi Cab45 -1.23605 0.00022 0.80903 11881.23 9662.438
A_32_P23 NM_0334 Homo sapieDOCK7,KI -1.2362 0.00091 0.80893 2034.698 1645.739
A_23_P47 NM_00601 Homo sapieCLPP -1.2363 0.00068 0.80886 18200.16 14645.71
A_24_P17 NM_0043 cell divisio CDC34,U -1.2363 0.0002 0.80887 1782.467 1446.31
A_24_P80 NM_0143 protein tyr PTPN18,BD -1.23634 0.00004 0.80884 1568.382 1270.209
A_23_P53 NM_0332 Ku70-bindi KUB3 -1.23653 1.19E-06 0.80872 2733.599 2211.355
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A_23_P12 NM_0212 E-1 enzymeMASA,MS -1.23659 0.00013 0.80867 4100.88 3325.261
A_23_P20 NM_0029 Homo sapieRNH1,RAI -1.23659 0.00036 0.80867 51727.36 41922.11
A_23_P26 NM_0206 HSCARG HSCARG -1.23661 5.93E-07 0.80866 5426.857 4387.334
A_23_P129405 Unknown A_23_P12 -1.23678 1.46E-07 0.80855 12160.08 9832.082
A_23_P49 NM_0143 Proline-, gl PELP1 -1.23691 0.00002 0.80847 5248.895 4239.031
A_24_P14 NM_0122 glyoxylate GRHPR,G -1.23697 6.35E-06 0.80842 3974.499 3215.589
A_24_P170203 Unknown A_24_P17 -1.23709 0.0004 0.80835 2507.28 2031.653
A_23_P14 NM_0147 Family wit LOC34818 -1.23719 0.00003 0.80828 2225.202 1795.985
A_23_P11 NM_0048 Homo sapieMINPP1,M -1.23742 0.00001 0.80813 1723.599 1391.878
A_23_P80 NM_0064 Homo sapiePROCR,C -1.2375 0.00084 0.80808 10221.93 8215.186
A_32_P99 AK022020 MRNA; cD AK022020 -1.23753 0.00025 0.80806 1666.384 1345.337
A_32_P35 NM_0046 poly(A)-bin PABPN1, -1.23778 4.89E-07 0.8079 9398.972 7590.805
A_24_P13 NM_0040 eukaryotic EIF2S1,EI -1.23782 3.54E-06 0.80787 7861.317 6357.184
A_23_P99 NM_0179 Homo sapieRNF31,ZI -1.23795 0.00052 0.80779 1574.092 1271.901
A_24_P24 NM_0069 SMT3 (su SUMO3,S -1.23803 9.15E-06 0.80773 1706.928 1378.192
A_23_P42 NM_1735 Homo sapieTYSND1, -1.23804 0.00084 0.80773 965.381 780.0378
A_23_P50 NM_1336 Homo sapieRAD51L3, -1.23804 0.00004 0.80773 747.1567 603.5112
A_23_P41 NM_0058 Homo sapiePURA,PU -1.23808 0.00003 0.8077 5049.768 4077.79
A_32_P86 BC032913 Hypothetic LOC38902 -1.23815 0.00061 0.80766 1687.447 1364.326
A_23_P10 NM_0045 Homo sapieNDUFS5 -1.23817 9.83E-06 0.80764 113544.8 91875.47
A_23_P21 NM_0014 Homo sapieFLNB,AOI, -1.23818 0.00013 0.80764 3863.87 3124.207
A_23_P31 NM_2074 Homo sapieFLJ44896 -1.23836 0.00037 0.80752 1999.417 1616.834
A_23_P11 NM_0045 NADH dehyNDUFB10, -1.23839 0.00034 0.8075 50853.74 40826.55
A_24_P213256 Unknown A_24_P21 -1.2384 0.00094 0.80749 1056.73 854.1596
A_23_P13 NM_0122 Homo sapieSIRT3,SIR2 -1.23853 0.00002 0.80741 828.7648 669.1943
A_23_P20 NM_0029 Homo sapieSAFB,HA -1.23862 0.00013 0.80735 3210.842 2585.676
A_23_P14 NM_0328 Homo sapieATOH8,H -1.23965 0.00007 0.80668 827.812 667.795
A_24_P54 AK096279 Homo sapieAK096279 -1.23967 0.00014 0.80667 986.027 796.303
A_32_P22 NM_00691 Homo sapieRPE,RPE -1.23967 0.00002 0.80666 928.0569 748.7321
A_23_P169766 AF208291 THC18182 -1.23977 3.20E-06 0.8066 4416.389 3566.958
A_23_P13 NM_0068 Homo sapieYWHAQ,1 -1.23988 1.34E-06 0.80653 31898.52 25700.66
A_23_P78 NM_0784 Homo sapieMYO18A, -1.23992 0.00008 0.80651 1319.293 1063.315
A_23_P37 BC006267 Asparagin ASRGL1 -1.24003 0.00004 0.80643 2298.27 1851.212
A_24_P37 NM_0071 zinc finger ZMYM6,M -1.24017 1.84E-06 0.80634 1926.101 1553.019
A_23_P38 NM_0058 Homo sapieACAT2 -1.24019 0.00021 0.80633 2155.921 1734.111
A_23_P36 NM_00681 coated ves TMED2,P -1.24023 0.00006 0.8063 7552.717 6083.158
A_23_P31 NM_0031 single-stra SSBP1,SS -1.24025 0.00013 0.80629 29507.5 23664.5
A_23_P13 NM_01811 Homo sapieDALRD3,F -1.24027 0.00002 0.80628 1836.964 1481.778
A_24_P921264 ALU7_HU THC19452 -1.24041 4.31E-06 0.80619 1001.411 807.3231
A_23_P68 NM_0038 Homo sapieDPM1,MP -1.24044 0.00007 0.80616 20788.34 16818.12
A_23_P14 NM_0031 transcripti TCEA2,TFI -1.24051 1.57E-06 0.80612 1656.403 1335.639
A_23_P13 NM_0331 Homo sapieBAT4,G5, -1.24055 1.29E-06 0.80609 5621.196 4533.57
A_24_P278375 Unknown A_24_P27 -1.24058 0.00017 0.80608 2157.933 1741.007
A_23_P10 AB020637 KIAA0830 KIAA0830 -1.24079 0.00096 0.80594 1859.191 1492.207
A_24_P73 NM_1825 hypothetic MTERFD2, -1.24087 0.0002 0.80589 593.7794 478.5106
A_23_P42 NM_0140 Homo sapieTMEM14A, -1.24097 0.00002 0.80582 8457.273 6820.991
A_23_P28 NM_0045 Homo sapiePIGH,GPI- -1.24097 6.15E-06 0.80582 1302.955 1050.358
A_23_P12 NM_1458 Homo sapiePFDN5,M -1.24104 0.00005 0.80577 13399.38 10747.63
A_24_P38 NM_0021 H2A histon H2AFX,H2A -1.24107 0.00006 0.80576 17151.64 13836.4
A_23_P91 NM_14471 Homo sapieFNDC6,M -1.24135 1.59E-07 0.80558 6187.11 4985.011
A_24_P22 NM_14461 hypothetic MGC3212 -1.24137 0.00004 0.80556 828.5987 667.5582
A_24_P76 AB039791 Actin-relat ARP3BET -1.24146 0.00052 0.8055 498.1334 401.2443
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A_23_P22 NM_0020 Homo sapieGNB1 -1.24147 8.73E-06 0.8055 3312.653 2673.039
A_23_P25 NM_01791 hypothetic FLJ20647 -1.24149 0.00004 0.80548 2251.45 1812.337
A_23_P89 NM_01521 Homo sapieEXOC7,E -1.24155 3.26E-07 0.80544 4592.016 3697.597
A_23_P21 NM_02451 Homo sapieFYCO1,R -1.24157 0.00004 0.80543 887.5957 714.8052
A_24_P17 NM_0189 dolichyl-phoDPM3,MG -1.24176 1.29E-06 0.80531 6048.517 4866.095
A_24_P41 BC014384 CDNA FLJ3BC014384 -1.24196 0.00083 0.80518 4284.642 3473.181
A_24_P627678 Unknown A_24_P62 -1.24201 0.00001 0.80515 9340.41 7531.696
A_23_P78 NM_0140 HSPC023 HSPC023 -1.24207 0.00093 0.80511 3616.789 2919.994
A_24_P22 NM_0123 microtubul MAPRE1, -1.24235 0.00009 0.80493 6244.32 5040.316
A_23_P10 NM_0147 Homo sapieLCMT2,M -1.24238 1.52E-06 0.80491 3005.19 2421.262
A_24_P27 AK126559 Ash1 (abs ASH1L -1.24242 0.00043 0.80488 1947.102 1568.935
A_24_P29 NM_0239 hypothetic MGC3234 -1.2425 0.00035 0.80483 594.0749 478.126
A_24_P18 NM_0034 protein tyr PTP4A2,HH -1.24253 2.14E-07 0.80481 2659.922 2140.587
A_23_P16 NM_0124 Homo sapieSNAPAP, -1.24255 4.88E-06 0.8048 5947.9 4793.175
A_32_P19 NM_0006 alcohol de ADH5,FD -1.2426 2.16E-07 0.80476 2921.057 2350.912
A_23_P71 NM_0065 Homo sapieSLBP,HB -1.24265 0.00062 0.80473 11038.43 8907.61
A_23_P53 NM_0023 lymphotoxi LTBR,CD1 -1.24269 0.00028 0.8047 1115.196 898.0707
A_24_P46 NM_0178 Homo sapiePIGX,FLJ -1.24294 1.24E-06 0.80454 3452.029 2778.408
A_24_P68 BC044933 Hypothetic LOC14690 -1.24305 1.25E-06 0.80447 1745.796 1404.905
A_24_P28 NM_0041 solute carri SLC1A3,E -1.24351 0.00011 0.80417 1099.45 884.5642
A_23_P29 NM_0073 Synuclein, SNCA -1.2436 3.54E-06 0.80412 5326.414 4285.723
A_32_P14 AY026351 Similar to FKSG73 -1.24361 0.00046 0.80411 593.4341 477.236
A_23_P32 NM_0001 Homo sapieFANCC,F -1.2439 8.76E-06 0.80392 1737.619 1396.192
A_24_P77 AK093903 HBV preS1PS1TP4 -1.24421 0.00019 0.80373 1003.754 807.0133
A_23_P40 NM_0123 Homo sapiePFAS,PU -1.24431 0.00006 0.80366 1044.88 839.6838
A_24_P608790 UCRH_HU THC18041 -1.24437 0.00058 0.80362 64837.39 51759.41
A_23_P30 NM_03341 IMP4, U3 IMP4 -1.2445 0.00084 0.80354 4588.694 3671.34
A_23_P58091 BC011341 THC19337 -1.24455 0.00002 0.8035 4429.134 3559.96
A_24_P418536 Unknown A_24_P41 -1.24461 0.00009 0.80346 44164.39 35681.63
A_23_P35 NM_0182 Homo sapieCWF19L1, -1.24461 0.00002 0.80346 2153.274 1732.45
A_23_P13 NM_0025 prostatic bi PBP,HCN -1.24474 9.67E-08 0.80338 74248.7 59640.5
A_24_P22 NM_0050 RAD23 (S. RAD23A,H -1.24475 0.00003 0.80338 1742.262 1400.652
A_24_P87 BC061590 GTF2I rep GTF2IRD2 -1.24506 0.00036 0.80318 1880.787 1513.9
A_32_P43 NM_0057 accessory BCAP31,C -1.24533 0.00026 0.803 47367.61 37769.21
A_24_P25020 Unknown ENST000 -1.24545 0.00002 0.80293 2433.26 1954.988
A_24_P19 NM_0161 PTD008 pr PTD008 -1.24545 2.90E-07 0.80292 2702.855 2170.79
A_24_P674924 ALU8_HU THC19984 -1.24549 6.13E-06 0.8029 2189.996 1757.326
A_23_P15 NM_0056 reproducti UBXD6,R -1.24558 4.63E-07 0.80284 6072.118 4876.727
A_23_P39 NM_0134 Homo sapieDSCR1L2, -1.2456 0.00022 0.80282 624.485 501.2964
A_23_P21 NM_00671 Homo sapieFASTK,FAS -1.24565 0.0002 0.80279 6101.451 4894.887
A_24_P16230 Unknown ENST000 -1.24571 0.00002 0.80276 20786.95 16655.21
A_32_P14 BQ447618 Polymeras PTRF -1.24585 0.00016 0.80266 4130.45 3326.248
A_23_P38 NM_1523 Homo sapieC20orf158 -1.2459 3.51E-06 0.80263 3848.247 3087.321
A_24_P255914 Unknown A_24_P25 -1.24621 0.00003 0.80243 1784.253 1432.993
A_23_P50 NM_0033 Homo sapieTUB -1.24629 0.00007 0.80238 1486.499 1193.074
A_23_P15 NM_0039 Homo sapieMBD2,DM -1.24641 0.00035 0.80231 5751.333 4629.763
A_23_P69 NM_0016 acetyl-Coe ACAA1,A -1.24641 3.99E-06 0.8023 4531.074 3628.598
A_23_P13 NM_15241 hypothetic TMEM68, -1.24649 0.00009 0.80226 1500.351 1201.927
A_32_P12388 Unknown A_32_P12 -1.24674 0.00005 0.80209 840.1189 674.0434
A_32_P16 NM_1826 Homo sapieFAM33A,F -1.24677 0.00023 0.80207 2812.135 2259.698
A_24_P98 NM_0133 sorting ne SNX10,M -1.24679 4.60E-06 0.80206 1429.461 1146.672
A_23_P29 NM_0030 Homo sapieSLC19A1, -1.24696 0.00007 0.80195 1615.917 1297.283
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A_23_P46 AK126751 NHL repea NHLRC2 -1.24717 0.00022 0.80181 896.3236 719.3543
A_23_P35 NM_0161 60S acidic C1orf33,dJ -1.2472 8.54E-07 0.8018 4807.001 3849.791
A_24_P16 NM_0072 lung cance TUSC2,P -1.24738 0.00002 0.80168 4151.028 3325.31
A_24_P682601 Unknown A_24_P68 -1.2476 0.00002 0.80154 2188.4 1755.81
A_23_P13 NM_0329 phosphatid PIG-Y -1.24774 0.00001 0.80145 11584.84 9305.172
A_23_P31 AF356877 Acetyl-Co ACAT2 -1.24774 0.00003 0.80145 8278.782 6617.192
A_32_P17 BC014113 Hypothetic AFAP -1.24778 5.75E-06 0.80142 1470.343 1177.549
A_23_P40 NM_0040 E2F transc E2F2,E2F- -1.24806 3.61E-06 0.80125 4176.877 3348.386
A_24_P18 AK002097 Hypothetic FLJ11235 -1.2481 0.00002 0.80122 2527.879 2023.604
A_23_P16 NM_17071 Homo sapieDAZAP1, -1.24817 5.30E-07 0.80117 8482.635 6800.971
A_23_P14 NM_0324 Homo sapieLZTS2,LA -1.24824 4.10E-07 0.80113 2091.888 1675.348
A_23_P14 NM_0180 Homo sapieNLE1,Nle, -1.2483 8.89E-08 0.80109 8691.907 6964.407
A_23_P10 NM_0120 Homo sapieAKR7A3,A -1.24849 0.00004 0.80097 2667.229 2137.984
A_24_P35 NM_0151 Homo sapieARL6IP,AI -1.2486 4.51E-06 0.8009 33271.93 26696.6
A_32_P25 AK022962 Pre-B-cell l PBX1 -1.24869 0.00022 0.80084 4964 3988.844
A_24_P471121 Unknown A_24_P47 -1.24884 0.00012 0.80074 994.3202 796.9824
A_23_P51 NM_00381 Homo sapiePABPC4, -1.24887 0.00056 0.80073 516.7195 413.7374
A_23_P25 NM_0160 HSPC038 ZNF706,H -1.24922 6.85E-08 0.8005 21709.56 17381.38
A_24_P79 NM_0143 SEC11-lik SEC11L1 -1.24928 0.00002 0.80046 45042.68 35953.84
A_23_P65 NM_0022 Homo sapieITPKA -1.24949 0.00014 0.80033 2755.375 2205.072
A_23_P27 NM_0072 Homo sapieGABARAP -1.25003 0.00022 0.79998 4043.952 3221.801
A_23_P21 NM_0182 hypothetic FLJ10803 -1.25017 0.00011 0.79989 4635.883 3719.551
A_24_P16 NM_0175 Homo sapieEPDR1,U -1.25025 0.00007 0.79984 12835.3 10298.38
A_23_P11 NM_0063 Homo sapieUBE2E3,U -1.25032 6.79E-07 0.7998 8767.361 7015.72
A_23_P13 NM_0329 Homo sapieTBL2,WB -1.25038 3.55E-07 0.79976 9779.414 7827.173
A_23_P88 NM_0000 aldolase A ALDOA,A -1.25048 0.00031 0.79969 68841 55278.52
A_24_P340866 Unknown A_24_P34 -1.25048 0.00058 0.7997 2166.705 1742.246
A_32_P22 BC067856 Succinate SDHAL2 -1.25053 0.00057 0.79966 2580.606 2066.482
A_24_P26 NM_0031 sulfotransf SULT1A3, -1.25062 2.69E-07 0.7996 10962.44 8772.529
A_23_P50 NM_0154 Homo sapieANKRD25, -1.25068 1.80E-06 0.79957 10597.47 8476.871
A_23_P11 NM_0004 Homo sapieAPRT,AM -1.25081 0.00035 0.79948 42018.07 33416.43
A_24_P49421 Unknown ENST000 -1.25082 0.00011 0.79948 13018.29 10457.59
A_23_P16 NM_0036 Homo sapiePKP4,p00 -1.25094 0.00018 0.7994 814.6187 651.0949
A_23_P13 NM_0210 Homo sapieNDUFV2 -1.25145 6.12E-07 0.79907 22386 17868.15
A_24_P16 NM_1817 Homo sapiePRDX2,P -1.2515 0.00043 0.79904 808.6399 646.8066
A_23_P75 NM_0045 NADH dehyNDUFS3 -1.25162 0.00004 0.79897 13197.64 10512.37
A_23_P10 AK027315 Homo sapiePPIL3 -1.25185 2.55E-06 0.79882 6785.14 5415.927
A_23_P24 NM_0322 hypothetic FLJ37970,B -1.25193 8.60E-06 0.79877 2360.916 1885.811
A_23_P14 NM_0159 Homo sapieATP6V1D,V -1.25194 0.00035 0.79876 5529.238 4434.066
A_23_P88 NM_01221 Homo sapieMLYCD,M -1.25198 3.22E-06 0.79873 1268.459 1013.516
A_23_P10 NM_0039 Adaptor-re AP3D1 -1.25227 1.09E-07 0.79855 35004.28 27942.22
A_32_P14243 AE016951 THC20045 -1.25231 2.75E-06 0.79852 1508.269 1203.925
A_23_P89 NM_00611 acetyl-Coe ACAA2,D -1.25245 9.35E-06 0.79844 5277.376 4223.106
A_32_P189034 K1CR_HU THC19529 -1.25269 7.88E-08 0.79828 14510.93 11587.57
A_23_P94 NM_00331 Homo sapieTSTA3,FX -1.25269 0.00015 0.79828 1401.586 1119.12
A_23_P24 NM_0176 Homo sapieOTUB1,O -1.25275 0.00056 0.79824 1707.074 1355.65
A_23_P13 NM_0220 hypothetic MANBAL -1.25279 0.00074 0.79822 3278.323 2621.739
A_24_P94 NM_0063 SMC1 (str SMC1L1,S -1.25291 0.00055 0.79814 896.2628 716.0858
A_23_P40 NM_0034 Homo sapieXPO1,CR -1.25295 3.83E-08 0.79812 12898.06 10295.45
A_24_P94 NM_01461 C9orf10 pr C9orf10,D -1.25296 0.00008 0.79811 8561.055 6863.195
A_32_P11 NM_1522 hypothetic FLJ38663 -1.25302 0.00001 0.79807 3228.874 2578.292
A_23_P40 NM_0041 Ornithine d OAZ1 -1.25306 2.04E-06 0.79804 246633.8 197042.9
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A_23_P14 NM_0058 Homo sapiePRDX2,P -1.25306 1.11E-07 0.79805 9841.838 7858.084
A_24_P40 NM_1813 Homo sapieMRPL52 -1.25332 0.00007 0.79788 9553.025 7648.106
A_23_P20 NM_01961 WDR45-likeWDR45L -1.25365 0.00002 0.79767 12620.75 10097.12
A_24_P14 NM_0227 likely ortho ARV1 -1.25374 2.67E-06 0.79762 1581.218 1260.707
A_23_P42 NM_0151 KIAA0746 KIAA0746, -1.25378 3.59E-07 0.79759 5915.452 4713.568
A_23_P80 NM_0031 Homo sapieTAF4,TAF -1.25391 0.00002 0.7975 1218.813 972.5275
A_23_P20 AB007925 SLIT-ROB SRGAP2 -1.25398 4.07E-08 0.79746 3993.391 3184.368
A_23_P42 NM_0309 Homo sapieKAZALD1,B -1.25411 0.00015 0.79738 1769.975 1413.785
A_23_P18 NM_0072 mitochond MRPL3,M -1.25411 0.00062 0.79738 15525.78 12293.31
A_32_P17 BC059174 TNF recep TRAF3IP1 -1.2543 0.00009 0.79726 1836.27 1464.3
A_32_P20 NM_0068 tyrosine 3- YWHAQ,1 -1.25459 1.01E-06 0.79707 57935.24 46230.32
A_24_P38 NM_0309 HESB like dHBLD2 -1.25469 0.00007 0.79701 616.012 490.9765
A_24_P23 BC000821 Hypothetic LOC14960 -1.25472 2.76E-08 0.79699 6307.354 5026.9
A_23_P66 NM_0165 sirtuin (sile SIRT7,SIR2 -1.25478 0.00002 0.79695 1366.58 1090.084
A_23_P40 NM_0209 Homo sapieBCOR,MA -1.25488 7.89E-06 0.79689 903.3779 719.9193
A_23_P39 NM_2033 Homo sapieRKHD1,TI -1.2549 0.00006 0.79687 1279.958 1020.279
A_23_P77 NM_0048 Homo sapieWDR39,CIA -1.25495 4.43E-06 0.79684 23030 18388.83
A_24_P35 BC034573 Chromoso C6orf12 -1.2551 0.00014 0.79675 837.5596 667.9095
A_23_P11 NM_0058 Membrane-MARCH-V -1.25514 0.00006 0.79673 3305.946 2633.464
A_23_P29 NM_0157 CGI-96 pr CGI-96,B -1.25515 1.07E-06 0.79672 1366.485 1088.49
A_23_P21 NM_0336 Homo sapieTREX1,D -1.25518 5.46E-06 0.7967 2168.804 1726.046
A_23_P15 NM_0184 Homo sapieACTR10,AC -1.25531 3.92E-07 0.79662 9620.623 7673.24
A_23_P45 NM_0178 hypothetic C1orf109, -1.25554 1.23E-06 0.79647 2438.115 1942.654
A_23_P20 NM_0068 RAB35, m RAB35,R -1.25556 6.44E-08 0.79645 9477.139 7546.492
A_32_P109777 PHB_HUM THC19411 -1.25558 0.00015 0.79644 2170.606 1724.653
A_23_P50 NM_0058 Homo sapieRAMP1 -1.25562 0.00005 0.79642 1798.137 1434.127
A_23_P83 NM_0325 hypothetic HIATL1,FL -1.2558 0.00006 0.79631 3388.669 2689.544
A_23_P13 NM_0046 Homo sapieCDK2AP1, -1.25582 6.13E-06 0.79629 19416.94 15429.6
A_24_P29 NM_0068 chromobo CBX1,CB -1.2559 6.16E-07 0.79624 11167.45 8900.38
A_23_P10 NM_0045 RAB5C, m RAB5C,R -1.25595 0.00027 0.79621 1161.236 924.7366
A_23_P30 NM_0073 Wolf-Hirsc WHSC1,N -1.25598 0.00003 0.79619 814.0186 648.1273
A_23_P20 NM_0055 Homo sapieSCARB1, -1.25598 3.01E-07 0.79619 99682.99 79288.92
A_32_P17 NM_0185 amyotroph ALS2CR2,P -1.25628 0.00033 0.796 618.0281 492.0445
A_24_P41 NM_0056 transducin TBL1X,EB -1.25631 7.43E-07 0.79598 2398.526 1908.284
A_23_P15 NM_0124 Homo sapieC20orf14, -1.25637 0.00005 0.79594 7539.256 5981.343
A_23_P73 NM_0005 Homo sapieSPP1,OP -1.25653 1.32E-06 0.79585 209297.6 165931.3
A_23_P16 NM_1523 Homo sapieCPT1C,C -1.25656 2.25E-06 0.79583 1435.678 1141.734
A_23_P23 NM_0059 papillary r PRCC,TP -1.25659 0.00082 0.79581 792.7795 631.8641
A_23_P37 NM_1446 hypothetic HEXIM2,L -1.2566 1.34E-06 0.7958 4100.879 3260.646
A_24_P20 NM_0042 vesicle traffSEC22L3, -1.25662 0.00045 0.79578 2511.118 2007.628
A_24_P13 NM_0228 likely ortho ACTR8,A -1.25692 0.00004 0.79559 723.9154 575.9859
A_24_P16 NM_0016 ATP synth ATP5D -1.25693 0.00009 0.79559 7221.936 5714.663
A_24_P25 NM_01841 hypothetic DKFZp762 -1.25727 3.42E-06 0.79537 1849.38 1470.434
A_23_P124823 SPC4_HU THC19785 -1.25731 0.00028 0.79535 10543.94 8432.955
A_23_P20 NM_0141 HSPC163 CNIH4,HS -1.25736 0.00003 0.79531 36601.76 29005.98
A_24_P25 NM_0241 hypothetic MGC2747 -1.2574 3.90E-08 0.79529 2939.542 2337.896
A_23_P32 NM_0204 CGI-203 p C6orf149, -1.25747 1.03E-06 0.79524 3954.217 3146.928
A_24_P26 NM_0028 prothymosi PTMA,TM -1.25752 1.55E-07 0.79522 268512.6 213764.8
A_23_P20 NM_0251 melanoma ARMC9,A -1.25771 0.00001 0.7951 1497.773 1192.929
A_23_P11 NM_00611 HS1 bindin HAX1,HS1 -1.25782 0.00014 0.79503 18693.03 14786.69
A_32_P14 AI204246 Transmem TMED4 -1.25785 0.00049 0.79501 2326.55 1845.66
A_23_P75 NM_0153 Homo sapieBRMS1,D -1.25786 5.11E-07 0.795 2459.976 1954.188
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A_23_P81 NM_00651 Homo sapieTCTEL1,CW -1.25789 6.08E-06 0.79498 33602.87 26649.21
A_23_P30 NM_0012 chloride int CLIC1,G6,N -1.25795 0.00006 0.79494 20069.95 15898.98
A_24_P25 X64990 Olfactory r OR5L2 -1.25797 0.00098 0.79493 3515.988 2802.735
A_24_P97 NM_0166 hypothetic MRPL35 -1.25802 1.91E-07 0.7949 7654.012 6079.814
A_32_P11 NM_0324 Homo sapieMRPL41,B -1.25811 0.00018 0.79485 37121.83 29398.36
A_23_P88 NM_0032 Homo sapieTGFB3,TG -1.25819 9.31E-06 0.79479 754.4924 599.6871
A_32_P20 AK090739 CDNA FLJ3AK090739 -1.25821 0.00016 0.79478 6101.293 4857.579
A_24_P71 NM_0161 dynein lightDNCLI1 -1.25821 0.00066 0.79478 1552.795 1227.103
A_24_P41 NM_0806 similar to MGC1960 -1.25827 0.00001 0.79474 10019.6 7938.251
A_24_P118472 Unknown A_24_P11 -1.25842 0.00056 0.79465 6938.539 5545.104
A_23_P11 NM_0005 glutathion GSTM1,M -1.25887 1.18E-06 0.79437 5416.201 4306.352
A_24_P15 BC036012 Tripartite TRIM37 -1.2591 0.00048 0.79422 779.7376 619.4628
A_23_P33 NM_0046 Homo sapieHERC2,jdf2 -1.25921 8.56E-06 0.79415 1642.698 1306.053
A_23_P40 NM_0012 carbonyl r CBR3,hC -1.25923 3.89E-06 0.79413 1179.97 936.8054
A_23_P69 NM_0229 small EDR SERF1B,FA -1.25942 0.00006 0.79402 14767.04 11776.19
A_23_P12 NM_0153 Homo sapieBRI3,I3 -1.25943 6.80E-06 0.79401 47122.56 37311.41
A_23_P41 AL122036 Three prim TREX2 -1.25944 0.00012 0.794 2920.677 2307.924
A_23_P14 NM_0150 KIAA0251 KIAA0251, -1.25945 0.00004 0.794 3706.673 2951.426
A_23_P75 NM_0327 Homo sapieRPUSD4, -1.25994 0.00002 0.79369 3520.37 2800.414
A_32_P16 AK075484 Homo sapieAK075484 -1.26001 9.74E-08 0.79365 3974.758 3153.006
A_23_P20 AK027500 Leucine ric LRRN6A -1.26022 3.38E-06 0.79352 4675.142 3714.014
A_23_P14 NM_1445 Homo sapieC14orf149 -1.26026 0.00076 0.79349 2588.301 2059.853
A_23_P20 BC032831 G protein- GPR135 -1.26046 0.00018 0.79336 1467.159 1164.759
A_23_P16 NM_0027 Homo sapieMAPK9,JN -1.26047 0.00003 0.79335 858.1698 680.6199
A_23_P32 NM_0122 Homo sapieESPL1,ESP -1.26048 3.24E-06 0.79335 5169.078 4107.12
A_23_P21 NM_0159 Homo sapieC6orf82,C -1.26053 7.60E-08 0.79331 22034.2 17474.16
A_23_P38 NM_00411 Homo sapieFDXR,AD -1.26061 0.00035 0.79327 10190.42 8076.681
A_24_P94 NM_0149 spastic par SPAST,FS -1.26061 0.00091 0.79327 1276.429 1014.684
A_23_P58 NM_0211 Homo sapieRAP1GDS -1.26061 0.0004 0.79326 1096.618 868.7727
A_32_P12 AK002014 Chromoso C6orf70 -1.26061 2.37E-06 0.79327 1716.335 1363.025
A_24_P91 NM_0009 ribosomal RPL28 -1.26065 1.61E-06 0.79324 1198.159 950.6555
A_24_P84970 Unknown A_24_P84 -1.26079 2.91E-06 0.79315 14532.53 11546.78
A_24_P94 AK091153 AHNAK nu MGC5395 -1.26105 0.00005 0.79299 6859.948 5453.548
A_23_P37 NM_0132 FH1/FH2 d FHOD1,F -1.26109 0.00036 0.79296 4723.81 3733.25
A_23_P10 NM_1528 Homo sapieARPC2,A -1.2611 5.27E-07 0.79296 33951.61 26881.88
A_23_P20 NM_0047 Homo sapieMTA2,PID, -1.26115 3.00E-06 0.79293 1917.919 1521.233
A_23_P11 NM_0177 Homo sapieSEMA4C, -1.26116 8.57E-06 0.79292 3073.793 2437.503
A_23_P211899 Unknown THC19455 -1.26127 2.17E-06 0.79285 2270.635 1799.418
A_23_P426279 AB046417 THC18444 -1.26134 6.28E-06 0.79281 2310.956 1827.728
A_24_P90 NM_0054 heterogen HNRPDL, -1.26141 0.00039 0.79276 4409.474 3500.419
A_23_P44 NM_0140 Homo sapieMRPL13,L -1.26161 2.55E-08 0.79264 15038.23 11924.85
A_23_P80 NM_0033 Homo sapieUSP4,UN -1.26181 0.00009 0.79251 632.9733 501.6593
A_23_P77 NM_1523 Homo sapieSLC25A29 -1.26187 0.00019 0.79248 621.0015 492.0988
A_23_P61 NM_0057 Tyrosine ki TNK2 -1.2619 0.00012 0.79246 2213.211 1759.935
A_23_P12 NM_0046 Homo sapiePABPN1, -1.2622 0.00001 0.79227 14095.04 11197.84
A_24_P10 NM_0060 ubiquinol-c UQCRH -1.26233 0.00009 0.79218 97407.11 76731.17
A_23_P36 NM_1788 similar to LOC20116 -1.26243 0.00067 0.79213 805.943 638.6276
A_24_P74 NM_0581 Homo sapieC21orf51 -1.26243 6.24E-07 0.79212 2680.295 2124.585
A_24_P18 NM_0198 glycogen syGSK3A,D -1.2625 5.21E-07 0.79208 8888.654 7032.549
A_23_P25 NM_0327 hypothetic FLJ14466 -1.26294 0.00006 0.7918 666.726 527.9578
A_23_P70 NM_0056 Homo sapieSMO,Gx,S -1.26298 0.00094 0.79178 2448.7 1943.719
A_23_P11 NM_0325 Homo sapieRBM13 -1.26301 7.21E-06 0.79176 3803.491 3013.69
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A_24_P15 XM_37299 similar to coLOC39154 -1.26303 0.00066 0.79175 1081.25 857.9496
A_24_P18 NM_0011 BH3 intera BID,MGC1 -1.26305 1.54E-06 0.79174 11780.64 9311.848
A_24_P12 XM_37292 similar to LOC39137 -1.26309 0.0002 0.79171 1458.951 1155.033
A_24_P358406 Unknown A_24_P35 -1.26321 0.00062 0.79164 18051.39 14199.04
A_23_P10 NM_00191 Homo sapieCYB5,MC -1.26363 4.89E-08 0.79137 18437.48 14581.7
A_24_P68 BC041926 Homo sapieBC041926 -1.26366 0.00003 0.79135 660.526 522.6904
A_23_P66 NM_1446 hypothetic MGC2328 -1.26376 0.00025 0.79129 1713.255 1356.182
A_23_P34 NM_0054 Homo sapiePIGK,GPI -1.26387 0.00018 0.79122 2436.186 1927.975
A_24_P34 NM_0019 dCMP dea DCTD,MG -1.26402 2.52E-08 0.79113 2451.598 1939.437
A_24_P25 NM_1450 alpha tubul MGC1670 -1.26425 0.00008 0.79098 3630.122 2871.094
A_23_P44 NM_0003 Homo sapieABCC2,DJ -1.26434 3.13E-08 0.79093 8933.227 7066.56
A_23_P63 NM_0003 uroporphyr UROD,PC -1.26435 1.62E-07 0.79092 9739.632 7712.25
A_23_P84 NM_03351 Homo sapieSLC38A5, -1.26436 0.00003 0.79091 3008.473 2379.127
A_23_P21 NM_0179 hypothetic FLJ20625 -1.26437 3.41E-07 0.79091 4388.696 3468.707
A_24_P38 NM_0011 adaptor-rel AP1G1,A -1.26441 2.04E-07 0.79088 4872.085 3853.499
A_23_P11 NM_0064 Homo sapieHBXIP,XI -1.26445 1.06E-06 0.79086 26104.2 20689.63
A_23_P53 NM_0037 Homo sapieEED,HEE -1.26459 2.07E-07 0.79077 7411.349 5867.709
A_23_P91 NM_0028 Homo sapieRANBP1, -1.26469 0.00073 0.79071 69209.95 54252.03
A_23_P31 NM_0198 Homo sapieCHST7,C6 -1.26486 0.00039 0.7906 1169.417 925.0855
A_23_P38 NM_0143 SEC11-lik SEC11L1 -1.2652 4.25E-07 0.79039 56778.2 44794.31
A_23_P35 NM_0040 Homo sapieTIMM8A,D -1.26526 0.00004 0.79035 2200.757 1744.003
A_24_P17 NM_0150 KIAA0676 KIAA0676 -1.26543 0.00015 0.79024 5345.879 4236.352
A_23_P12 NM_0054 tumor prot TP53BP2, -1.26548 0.00033 0.79022 1535.277 1216.868
A_23_P74 AB020714 KIAA0907 KIAA0907 -1.26549 0.00009 0.79021 2292.947 1818.187
A_23_P23 NM_0142 Homo sapieITGB3BP, -1.26554 1.27E-06 0.79018 2798.966 2222.529
A_23_P12 NM_0048 Homo sapieGSTO1,P -1.26558 0.00008 0.79015 28831.88 22660.75
A_24_P87 AK093346 CDNA FLJ3AK093346 -1.2656 8.64E-06 0.79014 2895.014 2292.263
A_23_P36 NM_13841 hypothetic MGC1541 -1.26585 4.73E-08 0.78999 34437.66 27215.84
A_23_P71 NM_00071 Homo sapieBLVRA,BLV -1.26586 0.00007 0.78998 24995.6 19697.96
A_32_P203300 IF4E_HU THC18793 -1.26593 0.00035 0.78993 988.1337 779.9327
A_23_P14 NM_0323 hypothetic MGC1310 -1.26601 0.00002 0.78989 1316.354 1039.844
A_23_P64 NM_0124 translocas TIMM10,TI -1.26619 0.00019 0.78977 16300.77 12964.58
A_24_P118512 Unknown A_24_P11 -1.2662 0.00002 0.78977 950.2813 750.1879
A_23_P13 NM_0041 Homo sapieSNRPD3, -1.26635 0.00003 0.78967 38357.16 30176.17
A_24_P32 NM_0154 DKFZP43 ANKRD25, -1.2664 0.00015 0.78964 937.1141 740.4636
A_24_P36 NM_0178 hypothetic HRASLS2, -1.26642 0.00024 0.78963 1220.083 964.7119
A_23_P76 NM_0063 Homo sapieTUBGCP3, -1.26658 0.00046 0.78953 507.3796 400.5804
A_24_P315594 Unknown A_24_P31 -1.26663 0.00021 0.78949 979.7675 773.468
A_23_P25 NM_0042 Homo sapieRNF14,AR -1.26687 0.0001 0.78935 2591.153 2041.856
A_23_P45 NM_0068 hypothetic IFI44L,GS -1.26705 0.00033 0.78923 2680.037 2114.735
A_23_P34 NM_0143 Homo sapieNIFUN,IS -1.26716 1.37E-08 0.78917 17300.34 13657.74
A_32_P19 BC006406 Chromoso CXorf44 -1.26726 3.64E-06 0.7891 4661 3683.743
A_23_P12 NM_0132 Homo sapieRBM15B, -1.26729 9.13E-09 0.78908 4241.728 3347.019
A_23_P10 NM_0021 Homo sapieHMOX2,H -1.26732 1.36E-07 0.78907 6300.978 4972.966
A_24_P18 NM_0166 SRp25 nu ARL6IP4, -1.26734 0.00037 0.78905 9086.171 7133.473
A_24_P878419 Unknown A_24_P87 -1.26743 0.00096 0.789 8490.621 6724.512
A_23_P60 NM_00731 V-abl Abel ABL1 -1.2675 0.00075 0.78896 2004.846 1582.599
A_24_P13 NM_0038 carboxylestCES2,iCE,C -1.26759 8.85E-08 0.7889 10880.05 8577.952
A_23_P13 NM_0150 Homo sapieMRPS27, -1.26771 0.00011 0.78883 5422.117 4294.125
A_32_P46 NM_0806 Homo sapieC20orf135 -1.26772 0.00095 0.78882 1948.939 1542.25
A_23_P98 NM_0049 Homo sapiePRDX6,P -1.26773 3.77E-06 0.78881 125767.7 99493.14
A_23_P13 NM_0017 Homo sapieCD58,LFA -1.26815 1.78E-06 0.78855 2838.983 2236.259
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A_24_P383660 Unknown A_24_P38 -1.26819 3.42E-06 0.78853 19330.89 15219.51
A_23_P12 NM_0018 Homo sapieCLCN3,CL -1.26835 6.00E-06 0.78843 1417.114 1118.108
A_23_P19 NM_0143 Homo sapieHEBP2,P -1.2685 0.00009 0.78833 10506.39 8302.234
A_24_P42 NM_0002 keratin 18 KRT18,K1 -1.26856 0.00017 0.7883 38822.18 30454.85
A_32_P20 NM_0018 CDC28 pr CKS1B,C -1.26861 0.00015 0.78826 12635.98 10012.69
A_24_P230057 Unknown ENST000 -1.26901 1.77E-06 0.78802 26925.32 21177.09
A_24_P777185 Unknown A_24_P77 -1.26931 1.01E-06 0.78783 3803.787 2998.449
A_23_P10 NM_0069 Homo sapieSNRPD1, -1.26932 0.00065 0.78782 66736.25 52165.55
A_23_P40 NM_0013 Homo sapieDGKG,DA -1.26954 7.56E-07 0.78769 1882.943 1482.459
A_24_P35 NM_0072 GABA(A) r GABARAP -1.26966 0.0003 0.78762 3487.71 2768.254
A_24_P39 NM_0020 growth fac GRB2,AS -1.26982 0.00004 0.78751 914.9697 719.8854
A_23_P20 NM_0028 proteasom PSMD1,S1 -1.26993 3.63E-07 0.78744 23240.16 18274.27
A_23_P42 NM_1528 Homo sapieSNX3,SD -1.26995 0.0001 0.78743 17830.67 13967.5
A_23_P33 BC024231 Hypothetic MGC2734 -1.27019 0.00003 0.78728 1355.144 1067.599
A_23_P44 NM_00201 Homo sapieFLII,FLI,F -1.27025 9.44E-09 0.78724 5122.184 4031.645
A_24_P10 BC031469 MRNA sim LOC55420 -1.27029 0.00006 0.78722 2345.753 1852.039
A_24_P401601 Unknown ENST000 -1.27031 1.53E-06 0.78721 10916.08 8581.328
A_24_P418687 Unknown A_24_P41 -1.27038 0.00028 0.78716 20743.27 16265.3
A_23_P32 NM_1784 Homo sapieLCE3B,LE -1.27054 0.00017 0.78707 1082.792 852.9136
A_23_P97 NM_0251 hypothetic C10orf57, -1.27057 0.00003 0.78705 1246.099 979.5779
A_23_P26 AK026008 WD-repeat HAN11 -1.2707 1.59E-07 0.78697 3591.241 2826.676
A_23_P90 NM_0161 Homo sapieLSM7,YNL -1.271 3.51E-09 0.78678 26739.94 21038.96
A_23_P16 NM_0029 ring finger RNF4,SN -1.27102 5.73E-07 0.78677 4956.085 3903.368
A_24_P74 M21191 Aldolase A ALDOAP2 -1.27105 0.00004 0.78675 13758.19 10796.44
A_24_P51 NM_0071 Upstream UNR -1.2712 1.15E-07 0.78666 6848.866 5395.419
A_23_P58 NM_0240 hypothetic MGC5297, -1.27125 1.65E-06 0.78663 2991.309 2349.004
A_24_P30 NM_0011 A disintegr ADAM8 -1.27145 0.00001 0.7865 2692.407 2118.04
A_24_P98 NM_0184 uncharact FAM45B,H -1.27157 0.00005 0.78643 579.1798 455.4865
A_24_P14 AK125007 WIPI49-lik WIPI-2 -1.27166 0.0003 0.78637 520.3386 409.1566
A_24_P213144 Unknown A_24_P21 -1.27202 0.0003 0.78615 5001.209 3945.983
A_23_P89 NM_0061 LIM and S LASP1,ML -1.27204 2.17E-08 0.78614 8179.126 6428.658
A_24_P161733 Unknown A_24_P16 -1.27208 2.68E-06 0.78611 34884.36 27366.04
A_23_P36 NM_1750 Homo sapieDDX51,M -1.27212 0.00002 0.78609 2525.806 1988.343
A_32_P13 NM_00651 ret finger p RFP,RNF -1.27217 0.00005 0.78606 5530.234 4359.806
A_23_P13 NM_0326 Homo sapieDHX37,D -1.27222 0.00007 0.78603 3531.026 2773.092
A_24_P18 NM_0026 prefoldin 5 PFDN5,M -1.27227 1.18E-06 0.786 38533.3 30201.48
A_23_P31 NM_1832 hypothetic LOC28625 -1.27235 6.63E-06 0.78594 4430.044 3472.715
A_23_P67 NM_1388 Homo sapieGALM,BL -1.27277 8.77E-06 0.78569 906.2842 711.8683
A_32_P14 NM_0069 small nucl SNRPD1, -1.27305 0.00003 0.78552 20333.46 15886.74
A_23_P13 NM_0013 Homo sapieDKC1,DK -1.27308 5.29E-07 0.78549 19081.21 15002.13
A_23_P50 NM_0042 Homo sapieTRIP10,CI -1.27308 0.00007 0.7855 853.061 669.7733
A_24_P230466 Unknown A_24_P23 -1.27321 0.00003 0.78542 35232.59 27585.91
A_23_P83 NM_0240 hypothetic MGC5242, -1.27323 4.31E-06 0.7854 1411.873 1109.334
A_32_P92 AK023269 Homo sapieLYCAT,ALC -1.27323 0.00002 0.78541 5905.182 4655.797
A_23_P10 NM_0155 Homo sapieLRIG1,LIG -1.27325 0.00004 0.78539 2477.816 1948.513
A_23_P12 NM_0012 Homo sapieCAV2,CA -1.27354 0.00025 0.78521 2161.24 1701.579
A_24_P24 NM_0053 protein-L-i PCMT1 -1.27392 3.80E-06 0.78498 5936.292 4644.785
A_23_P38 NM_1449 Homo sapieLRRC45, -1.27406 0.00075 0.78489 1995.853 1569.977
A_23_P15 NM_0041 G protein GPS1 -1.27409 4.81E-08 0.78487 3690.055 2894.714
A_23_P27 NM_0029 ribonuclea RNASEH1, -1.27438 0.00036 0.78469 4641.893 3669.009
A_23_P21 NM_0159 CGI-09 pr CGI-09,M -1.27441 0.00005 0.78468 3737.114 2942.323
A_24_P60 BC048794 Hypothetic LOC33904 -1.27483 0.00014 0.78442 1155.069 907.1686
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A_24_P83 NM_0056 Wolf-Hirsc WHSC2,N -1.275 2.85E-06 0.78432 1003.704 786.984
A_32_P11 NM_0204 CGI-203 p C6orf149, -1.27511 3.64E-07 0.78425 3839.682 3008.381
A_23_P50 NM_03301 FAST kina FASTK,FAS -1.27512 1.00E-06 0.78424 19406.56 15211.71
A_24_P28 AL833099 CGI-14 pr CGI-14 -1.27525 0.00001 0.78416 2464.213 1942.68
A_23_P28 NM_0160 apoptosis C2orf28,p1 -1.27531 2.06E-06 0.78412 8252.054 6487.617
A_23_P26 NM_0248 Homo sapiePCNT1,P -1.27565 6.30E-07 0.78392 6347.954 4985.266
A_24_P20 NM_0209 B-cell CLL BCL7A,BC -1.27568 6.21E-07 0.7839 1223.283 959.0156
A_24_P410246 Unknown A_24_P41 -1.27588 0.00023 0.78377 6461.784 5053.165
A_23_P11 NM_0064 Homo sapiePRDX4,A -1.27591 0.00094 0.78375 66532.55 51710.02
A_23_P15 NM_0046 Homo sapiePNPLA4,G -1.27594 0.00009 0.78373 7430 5847.084
A_23_P33 NM_0581 Homo sapieTRIM6,RNF -1.27605 0.00015 0.78367 931.7526 730.8325
A_24_P67748 Unknown A_24_P67 -1.27613 2.93E-07 0.78362 2247.633 1761.33
A_23_P65 NM_0183 Homo sapieSYNJ2BP,A -1.27617 9.41E-09 0.78359 1713.175 1342.431
A_24_P83 AK026647 CDNA: FL AK026647 -1.27627 8.72E-07 0.78354 4704.89 3687.92
A_23_P15 BC021714 PTPRF int PPFIBP2 -1.27635 1.37E-08 0.78349 1923.561 1507.17
A_23_P30 NM_1450 Homo sapieC6orf136, -1.27658 0.00002 0.78334 1585.477 1244.156
A_24_P19 NM_0204 KIAA1387 SMEK2,KI -1.27679 4.54E-06 0.78321 1551.928 1217.425
A_23_P50 NM_1527 Homo sapieHOXA9,H -1.27697 9.25E-08 0.7831 1572.162 1231.373
A_24_P195164 Unknown ENST000 -1.27719 0.00008 0.78297 35926.13 27990.61
A_24_P93 AK095167 CDNA FLJ3AK095167 -1.27747 0.0002 0.7828 940.2734 736.4806
A_24_P92 AF233453 Protein kin PRKCBP1 -1.2775 0.00002 0.78278 2654.603 2080.768
A_24_P33 BC007880 KIAA1970 KIAA1970 -1.2775 0.00004 0.78278 6792.802 5306.338
A_24_P307126 Unknown A_24_P30 -1.27763 1.71E-06 0.7827 1554.318 1217.227
A_23_P20 NM_0039 Homo sapiePRC1,MG -1.27773 6.61E-07 0.78264 12503.1 9797.646
A_24_P35 AK129956 Nuclear fa NFIC -1.27774 0.00002 0.78263 6360.189 4997.374
A_24_P10 NM_1988 Homo sapieTRIM50C -1.27778 0.00003 0.78261 1433.001 1117.656
A_23_P18 NM_0159 Homo sapieLAP3,LAP, -1.2779 0.00071 0.78253 5124.136 4032.89
A_24_P58 NM_0327 tubulin alp TUBA6,M -1.27793 0.00062 0.78252 32922.02 25661.18
A_23_P10 NM_0203 Homo sapieAVEN,PD -1.27795 0.00009 0.7825 7178.103 5637.76
A_23_P15 NM_0808 Homo sapieDBN1,D0 -1.27809 1.99E-06 0.78242 2579.497 2017.087
A_24_P25 NM_0183 hypothetic ABCF3,FL -1.2781 8.88E-06 0.78241 1699.813 1332.245
A_23_P25 NM_0314 Homo sapieCD99L2,M -1.27831 2.17E-07 0.78228 21156.38 16575.46
A_23_P33 NM_0023 Homo sapieMAZ,PUR -1.27833 8.62E-07 0.78227 977.4992 764.5201
A_32_P54 NM_0060 ubiquinol-c UQCRH -1.27834 2.17E-06 0.78226 127429.4 99326.44
A_23_P23 NM_00681 Homo sapieMLLT11,A -1.27837 4.74E-06 0.78225 25654.41 20139.75
A_32_P10 AK056836 Hypothetic LOC15016 -1.27844 0.00061 0.78221 571.171 446.8554
A_24_P35 AF161353 Chromoso C9orf126 -1.27845 2.11E-07 0.7822 1622.508 1269.18
A_32_P180265 Unknown THC18073 -1.27854 2.29E-07 0.78214 1424.68 1114.034
A_23_P35 NM_03081 hypothetic MGC1133 -1.27859 4.43E-06 0.78211 2362.198 1846.41
A_23_P21 NM_02471 Chromoso C9orf86 -1.2787 7.91E-07 0.78204 14315.51 11206.78
A_32_P35 AF343078 Homo sapieTOB3 -1.27886 0.00011 0.78195 1729.563 1355.397
A_23_P16 NM_0041 Homo sapieNINJ1,NIN -1.27899 0.00015 0.78187 7752.335 6030.262
A_24_P30 NM_0048 glutathion GSTO1,P -1.27903 0.00032 0.78184 20746.46 16102.04
A_32_P15 NM_0030 succinate SDHD,PG -1.27908 0.00015 0.78181 5648.483 4442.465
A_32_P50 NM_0063 RAN, mem RAN,TC4, -1.27934 7.42E-07 0.78165 341420.9 267476.1
A_23_P13 NM_0164 Homo sapieMRPL37, -1.27946 9.34E-09 0.78158 9260.01 7241.008
A_24_P409115 ITBA2 proteENST000 -1.27956 2.89E-06 0.78152 4620.474 3606.854
A_24_P91 AV760375 Megakary MKL1 -1.27958 0.00001 0.78151 7218.354 5658.354
A_23_P80 NM_0052 Homo sapieE2F1,RBP3 -1.27959 0.0003 0.7815 2671.19 2083.297
A_23_P51 NM_0045 Homo sapieMGST3,G -1.27967 0.00002 0.78145 54799.57 42580.91
A_24_P76 XM_29266 similar to LOC34265 -1.27973 0.00074 0.78142 11429.48 9026.748
A_23_P13 NM_0160 Homo sapiePPIL1,CY -1.27977 0.0005 0.78139 6478.05 5088.02
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A_23_P10 NM_0060 Homo sapieCOX4NB, -1.27989 0.00006 0.78132 15572.51 12220.7
A_24_P36 NM_0528 hypothetic MMAB,AT -1.28011 8.58E-07 0.78118 6146.016 4809.424
A_23_P13 NM_0165 PTX1 prot PTX1 -1.28018 0.00005 0.78114 2952.845 2325.334
A_23_P13 NM_0065 SNARE pr YKT6 -1.2804 0.00001 0.78101 900.8272 703.6993
A_24_P55 AK094583 Hypothetic LOC33974 -1.28041 0.00075 0.781 761.7712 594.8893
A_23_P14 NM_0045 Homo sapieNDUFS2 -1.28047 2.39E-06 0.78096 3171.436 2481.693
A_23_P15 NM_0123 Homo sapieLSM4,YE -1.28089 0.00001 0.78071 16757.57 13123.15
A_23_P79 NM_0012 Homo sapieENTPD6, -1.28091 0.00005 0.78069 3961.238 3107.123
A_23_P20 NM_0032 Homo sapieTHRA,AR -1.28097 0.00008 0.78066 3181.137 2479.776
A_23_P33 NM_0242 Homo sapieDERL1,D -1.28115 0.00083 0.78055 2046.672 1603.977
A_23_P10 NM_0050 PWP2 (pe PWP2H,P -1.28138 5.94E-07 0.78041 1546.807 1206.124
A_32_P18 NM_0145 ubiquitin c UBE2S,E2- -1.28142 9.23E-07 0.78039 18129.7 14152.21
A_23_P21 NM_0142 homolog o EXOSC2, -1.28149 1.04E-07 0.78034 1392.462 1086.858
A_24_P375360 Unknown A_24_P37 -1.28162 3.45E-07 0.78026 15207.45 11889.07
A_23_P20 NM_0023 mannose- M6PR,SM -1.2819 1.85E-07 0.78009 1516.87 1183.493
A_23_P10 NM_0027 Homo sapiePSMB3,H -1.28201 0.00001 0.78003 13152.86 10212.86
A_23_P15 NM_00381 a disintegri ADAM15, -1.28207 0.00083 0.77999 1307.323 1022.525
A_23_P16 NM_0160 Homo sapieMRPL48, -1.28213 1.14E-08 0.77995 5840.106 4552.779
A_23_P25 NM_0221 Homo sapieDUS1L,D -1.28213 5.83E-09 0.77995 4195.298 3271.946
A_23_P20 NM_0140 DKFZP56 LRP10,MS -1.28219 0.00014 0.77991 4994.936 3919.628
A_23_P10 NM_0025 ornithine d OAZ2 -1.2822 4.04E-07 0.77991 3201.381 2494.169
A_24_P39 D87447 KIAA0258 KIAA0258 -1.28242 3.35E-08 0.77977 1333.102 1039.464
A_24_P21 NM_02291 hypothetic NOL6,NR -1.28266 0.00003 0.77963 688.1828 536.6419
A_23_P26 NM_0178 Homo sapieHCFC1R1, -1.28276 1.20E-06 0.77957 5982.062 4651.932
A_23_P12 NM_0044 Homo sapieERH,DRO -1.28288 0.00061 0.7795 31226.54 24147.79
A_24_P30 AK054966 Ankylosis, ANKH -1.28292 0.00018 0.77947 500.6047 390.1863
A_24_P144084 Unknown A_24_P14 -1.28323 5.87E-08 0.77928 6343.916 4949.414
A_24_P936252 Unknown THC18329 -1.28345 8.13E-09 0.77915 4480.273 3492.868
A_23_P69 NM_1780 Homo sapieACTL6A,AC -1.28346 6.06E-07 0.77914 12018.87 9378.479
A_23_P13 NM_0322 Leucine zi LDOC1L -1.2836 0.00016 0.77906 3580.637 2804.573
A_32_P112546 Unknown A_32_P11 -1.28364 0.00014 0.77903 50003.61 38756.16
A_32_P27706 L10908 G THC19450 -1.28369 1.79E-08 0.77901 1971.276 1535.946
A_23_P78 NM_0044 phenylalan FARSLA,F -1.28386 3.04E-07 0.7789 1793.186 1395.537
A_24_P73 NM_0020 G1 to S phaGSPT1,G -1.28419 4.16E-07 0.7787 2175.939 1694.595
A_23_P14 NM_0025 programm PDCD2,R -1.28423 6.16E-07 0.77868 2828.507 2206.315
A_23_P12 NM_0141 Homo sapieMRPL22, -1.28431 0.00014 0.77863 37908.71 29652.24
A_24_P21 NM_03231 hypothetic WBSCR18 -1.28448 0.001 0.77853 1124.856 877.7966
A_23_P10 NM_0314 hypothetic THAP2,D -1.28468 0.00088 0.77841 623.1968 485.2213
A_23_P30 NM_1391 Homo sapieNUP98,A -1.28476 3.54E-06 0.77836 2317.636 1807.548
A_32_P16 AK023018 Homo sapieAK023018 -1.28481 0.00028 0.77832 2171.822 1692.08
A_23_P11 AK023379 Splicing fa SRP46 -1.28481 4.44E-08 0.77832 1801.417 1402.274
A_32_P69 AK023933 BTB (POZ HSPC063 -1.28494 0.00092 0.77825 1321.908 1031.463
A_24_P48 BC045718 LOC44046 SH3GLP3,C -1.285 0.00012 0.77821 3788.397 2962.125
A_23_P11 NM_0013 Homo sapieDPH1,DP -1.28505 5.78E-08 0.77818 13537.55 10518.7
A_23_P36 NM_0066 Homo sapieAHCYL1, -1.2856 0.00001 0.77785 21586.5 16731.8
A_23_P87 NM_0031 Homo sapieSORL1,LR -1.28562 1.38E-07 0.77784 999.2098 777.251
A_23_P50 NM_01761 Homo sapieDONSON, -1.28564 0.00017 0.77782 5806.815 4542.484
A_24_P65 XM_21136 hypothetic LOC28418 -1.2857 0.00022 0.77778 36468.2 28104.41
A_23_P89 NM_0044 Homo sapieERBB2,N -1.28601 9.73E-06 0.7776 1617.775 1259.406
A_23_P57393 Unknown THC18373 -1.28608 0.00067 0.77756 2100.562 1646.814
A_23_P11 NM_0025 Homo sapiePARN,DA -1.28612 0.00056 0.77753 1066.602 831.1918
A_32_P18 AK095472 Hypothetic DKFZp762 -1.28622 0.00006 0.77747 576.6297 448.3251
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A_23_P51 NM_0241 Homo sapieWDR18,M -1.28622 0.00007 0.77747 8253.215 6436.391
A_24_P69 NM_0020 glutamic-o GOT2,FLJ -1.28626 0.00031 0.77745 1235.964 961.8092
A_23_P11 NM_0065 Homo sapieWNT6 -1.2869 0.00035 0.77706 1697.042 1320.109
A_24_P401124 Unknown A_24_P40 -1.28698 0.00016 0.77701 6909.465 5352.117
A_24_P20 NM_0013 diptheria t DPH1,DP -1.28701 0.00031 0.777 5594.182 4365.619
A_23_P14 NM_0066 Homo sapieZNF271,H -1.28708 1.47E-07 0.77695 1427.018 1108.837
A_24_P19 NM_0159 eNOS inte NOSIP,CG -1.28714 4.90E-06 0.77692 999.4581 776.1506
A_32_P30 NM_0066 unactive p PTGES3, -1.28721 4.38E-07 0.77687 138155 107068.4
A_23_P21 NM_0323 Homo sapieGFM2,EF -1.28723 0.00061 0.77686 8874.387 6931.473
A_24_P92 BC041879 Homo sapieLOC39070 -1.28728 2.00E-08 0.77683 4368.626 3392.023
A_23_P12 NM_0053 Homo sapieGRK5,GP -1.28742 8.15E-07 0.77675 2523.391 1959.746
A_24_P23 BC009369 Hypothetic LOC33922 -1.28747 2.84E-08 0.77671 5990.956 4658.059
A_23_P12 NM_1447 Homo sapieAPOA1BP -1.28751 0.00043 0.77669 17288.29 13349.48
A_24_P306704 Unknown A_24_P30 -1.28768 0.00055 0.77659 36559.95 28188.16
A_24_P21 NM_0043 COX11 (y COX11,C -1.28792 8.56E-07 0.77645 3854.594 2999.198
A_24_P26 XM_06142 similar to LOC11935 -1.28803 0.00021 0.77638 44008.01 33936.14
A_23_P28 NM_0032 Homo sapieTHOP1,M -1.28807 2.09E-06 0.77635 26284.04 20454.88
A_32_P16 XM_37067 similar to h LOC38783 -1.28828 4.29E-08 0.77623 5399.231 4188.023
A_23_P25 NM_0027 protein ph PPP1CB, -1.2883 0.00006 0.77622 990.8624 769.4628
A_24_P358131 Unknown ENST000 -1.28834 0.00002 0.7762 13787.74 10662.95
A_23_P25 NM_00671 activator o ASK,DBF4 -1.28839 0.00003 0.77617 1892.994 1481.391
A_23_P91 NM_0809 Homo sapieLOC91219 -1.2885 2.27E-07 0.77609 983.9351 763.6469
A_23_P11 NM_0163 protein x 0 ATPBD1C, -1.28856 0.00099 0.77606 5359.222 4188.842
A_24_P206848 ALU1_HU THC18433 -1.28857 1.25E-09 0.77606 2614.381 2028.886
A_24_P17 NM_0156 B9 protein EPPB9,B9 -1.28865 0.00002 0.77601 1541.323 1194.844
A_23_P12 NM_0031 Homo sapieSSR2,TLAP -1.28895 0.00037 0.77582 65728.3 50534.66
A_24_P79 XM_37307 similar to h LOC39176 -1.28905 0.00075 0.77577 139580.8 107126.2
A_23_P11 NM_0160 Homo sapieSTYXL1,DU -1.28908 0.0004 0.77574 1360.842 1057.719
A_24_P87 NM_0124 protein kin PRKCBP1 -1.28909 1.72E-06 0.77574 1243.37 964.09
A_23_P25 NM_0179 hypothetic FLJ20718 -1.28925 9.05E-07 0.77565 10662.98 8281.39
A_23_P54 NM_0045 RAB27A, RAB27A,G -1.28939 5.06E-06 0.77556 2533.272 1960.065
A_23_P16 NM_00421 fibroblast g FIBP,FGFI -1.28943 0.00007 0.77554 1231.035 953.433
A_23_P25 NM_0154 Homo sapieHDAC7A, -1.28945 2.59E-09 0.77553 2116.406 1641.398
A_24_P45 NM_0218 hypothetic FLJ21839 -1.28955 4.22E-07 0.77546 1038.424 805.4456
A_23_P15 NM_0003 ATP-bindi ABCC2,DJ -1.28966 0.00004 0.7754 9055.494 6990.518
A_24_P10 AF217993 Hypothetic MGC1552 -1.28975 0.00002 0.77534 1297.998 1007.334
A_32_P10 NM_0190 Homo sapieARMCX6, -1.28977 6.59E-06 0.77533 9747.37 7588.242
A_23_P20 NM_0001 glucosidas GBA,GCB, -1.28977 1.34E-06 0.77533 1767.871 1369.571
A_23_P40 BC021714 PTPRF int PPFIBP2 -1.28978 0.00004 0.77532 1137.094 883.8558
A_23_P37 NM_1387 Homo sapieOACT2,FLJ -1.28982 0.00014 0.7753 948.7835 736.5659
A_23_P79 NM_02431 hypothetic PLEKHF1,A -1.29016 7.14E-08 0.7751 3828.586 2970.718
A_23_P26 NM_0063 membrane VAT1,VATI -1.29025 4.50E-06 0.77504 16798.45 12979.44
A_23_P15 NM_0181 hypothetic FAM82C,pt -1.29026 2.88E-06 0.77504 6863.314 5339.52
A_23_P40 NM_1785 Homo sapieHM13,H13 -1.29035 1.36E-07 0.77498 1958.737 1519.154
A_24_P56 NM_0165 GMPR2 fo GMPR2,M -1.2904 0.00017 0.77496 12794.22 9975.092
A_24_P186746 Unknown A_24_P18 -1.29057 8.00E-06 0.77485 34916.8 26951.96
A_23_P16 NM_0140 Homo sapieDBNL,SH -1.29067 0.00011 0.77479 734.5496 569.54
A_32_P34 AK125119 Chromoso C6orf68 -1.29089 0.00003 0.77466 2116.207 1640.152
A_23_P92 NM_0219 Homo sapieFGFRL1,FH -1.2909 0.00001 0.77465 617.5158 478.3734
A_24_P894763 Unknown A_24_P89 -1.29096 8.67E-08 0.77462 4711.521 3654.96
A_24_P88 NM_0165 putative S1PS1D,pN -1.29097 0.00082 0.77461 3376.791 2632.14
A_23_P14 NM_0013 Homo sapieCSTF2,Cs -1.29102 8.22E-07 0.77458 5394.811 4189.997
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A_23_P43 NM_0028 prothymosi PTMA,TM -1.29105 0.00064 0.77456 52249.04 40707.86
A_24_P23 NM_0027 proteasom PSMB1,H -1.29109 1.27E-06 0.77454 74131.42 57229.34
A_23_P11 NM_0160 Homo sapieDHRS7,ret -1.29129 2.52E-06 0.77442 3165.068 2443.946
A_24_P20 BC029662 Homo sapieC20orf142 -1.29133 0.00002 0.77439 904.3215 700.8695
A_23_P43 BC039468 Nucleopori NUP50 -1.29137 6.29E-09 0.77437 3721.071 2882.313
A_24_P93 BC001027 Transmem TMEM4 -1.29142 0.00047 0.77434 5365.459 4175.273
A_24_P35 NM_0057 proteasom PSME3,Ki, -1.29147 8.73E-06 0.77431 2081.156 1613.229
A_24_P94 AB033058 Discs, larg DLG3 -1.29164 0.00012 0.77421 1266.614 982.549
A_24_P12 NM_0027 phosphori PPAT,GP -1.29187 1.18E-06 0.77407 3510.438 2714.756
A_24_P67 NM_0248 C3HC4-ty ZNF403,DI -1.29223 2.80E-06 0.77385 3807.978 2937.635
A_23_P20 NM_0251 lin-10 prot LIN10,lin-1 -1.29223 4.01E-07 0.77386 1764.975 1364.999
A_23_P97 NM_0179 Homo sapieMRPL20,L2 -1.29226 1.93E-08 0.77384 28715.87 22257.23
A_24_P33 NM_0190 hypothetic FLJ20232,H -1.29229 0.00002 0.77382 3253.519 2511.665
A_23_P69 NM_0050 Homo sapieSIAH2,hSi -1.29236 0.00002 0.77378 757.7466 586.4066
A_23_P73 NM_00601 DNA segm DXS9879 -1.29257 3.47E-08 0.77365 31356.79 24239.44
A_32_P20 BG178211 Mesenchy BG178211 -1.2926 0.00002 0.77364 3198.648 2479.661
A_23_P16 NM_0062 Homo sapieTESK1 -1.29277 0.00058 0.77353 2826.007 2198.54
A_23_P10 NM_0143 RNA bindi RBM9,RT -1.29282 0.00044 0.7735 588.4047 455.1906
A_23_P11 NM_0159 cell death- NDUFA13, -1.29295 2.93E-10 0.77343 13823.9 10692.25
A_24_P73 AK093246 Ribosomal RPL13 -1.29302 5.85E-09 0.77338 1493.522 1155.111
A_23_P65 NM_0163 60S riboso C15orf15, -1.29304 1.07E-06 0.77337 13833.42 10724.08
A_24_P264004 Unknown A_24_P26 -1.29317 5.85E-07 0.77329 2033.515 1571.73
A_23_P42 NM_03201 Homo sapieMRPS24, -1.29317 0.0003 0.77329 69445.59 53242.54
A_32_P59 NM_0030 succinate SDHD,PG -1.29322 0.0001 0.77326 3071.735 2386.328
A_32_P18 NM_0228 hypothetic C1orf80,F -1.29331 0.0006 0.77321 679.7023 525.6088
A_23_P11 NM_00701 Homo sapieDDX52,R -1.29334 7.70E-07 0.77319 1990.013 1541.689
A_23_P34 BC036837 BA299N6. LOC19843 -1.29352 0.00037 0.77308 530.1266 409.8348
A_32_P53 AF060511 Homo sapieMy016 prot -1.29356 3.38E-07 0.77306 57714.31 44490.84
A_23_P15 NM_00251 Homo sapieNME3,DR- -1.29363 5.37E-09 0.77302 20798.31 16085.42
A_23_P15 NM_0121 Homo sapieARL2BP,BA -1.29379 0.00016 0.77292 10964.17 8499.916
A_23_P36 NM_0132 Homo sapieANKRD11, -1.2939 1.74E-06 0.77286 7725.342 5982.258
A_23_P24 NM_1522 Homo sapieSLC39A13 -1.29407 0.00002 0.77276 3706.867 2870.194
A_24_P37 NM_0044 hepatoma-dHDGF,HM -1.29411 0.00088 0.77273 21150.89 16479.29
A_23_P16 NM_1706 Homo sapieMLX,MAD -1.2943 3.66E-08 0.77262 1900.832 1467.464
A_23_P14 NM_0048 Homo sapieSTX8,CA -1.29431 0.00004 0.77261 2746.126 2126.783
A_23_P31 AJ277796 Solute carr SLC16A1 -1.29455 1.53E-06 0.77247 793.8899 613.3183
A_32_P61 NM_0060 ubiquinol-c UQCRFS1 -1.29474 4.74E-08 0.77235 24654.99 19079.79
A_23_P42 NM_1446 Homo sapieCHCHD4, -1.29501 0.00005 0.77219 7000.365 5429.177
A_23_P13 NM_0181 Homo sapieRNMTL1, -1.29507 0.00013 0.77216 4601.819 3574.258
A_24_P20 NM_0067 homeo bo HOXA2,H -1.29531 5.50E-08 0.77202 1520.113 1173.603
A_23_P41 NM_0153 Homo sapieBRRN1,C -1.29563 0.00007 0.77182 2726.698 2094.073
A_24_P264293 Unknown A_24_P26 -1.29565 7.49E-09 0.77182 12103.49 9335.303
A_23_P46 NM_1523 hypothetic C1orf131, -1.29571 0.00026 0.77178 5131.805 3989.17
A_23_P33 NM_0211 Homo sapiePOLR2L,R -1.296 0.00043 0.7716 108509.5 82852.95
A_23_P15 NM_0177 Homo sapieBCOR,MA -1.29605 6.41E-06 0.77157 1667.683 1286.296
A_23_P95 NM_0043 Homo sapieCD151,GP -1.29608 0.00026 0.77156 2287.566 1757.656
A_23_P29 NM_00331 Homo sapieTST,RDS, -1.29616 8.70E-07 0.77151 22465.17 17310.88
A_23_P30 NM_1818 Homo sapieUBE2D2,U -1.29627 6.50E-08 0.77145 4894.14 3781.099
A_24_P127098 Unknown A_24_P12 -1.29668 0.00019 0.7712 756.2617 582.7078
A_24_P17 NM_0251 Homo sapieGRPEL1, -1.29669 0.00006 0.77119 1975.519 1530.661
A_23_P16 NM_0053 Homo sapieHSPCA,H -1.29703 0.00027 0.77099 105279.8 80502.16
A_23_P26 NM_0251 hypothetic FLJ13909 -1.2972 7.97E-07 0.77089 5411.582 4173.228
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A_32_P168727 Unknown A_32_P16 -1.29737 0.00013 0.77079 2662.127 2072.025
A_24_P247464 Unknown A_24_P24 -1.29771 1.41E-06 0.77059 1999.67 1540.679
A_23_P15 NM_1942 HESB like dHBLD1 -1.2978 1.49E-08 0.77053 7055.929 5442.452
A_24_P354488 ASAL_HU THC19567 -1.2978 0.00001 0.77054 1357.081 1045.966
A_23_P15 NM_0180 homolog o ARHGAP17 -1.29786 0.00009 0.7705 2954.518 2287.248
A_32_P177937 ALU7_HU THC19694 -1.29791 0.00031 0.77047 523.9334 403.6841
A_23_P12 NM_0190 Spindlin fa SPIN2 -1.29795 0.00007 0.77045 2273.215 1747.363
A_23_P33 NM_0159 Androgen-i APRIN -1.29797 0.00003 0.77043 853.4316 657.8389
A_23_P10 NM_0164 Ufm1-conj UFC1,HS -1.29805 2.97E-08 0.77039 6084.412 4696.224
A_23_P72 AK095357 ELMO do ELMOD2 -1.29813 3.61E-06 0.77034 2210.245 1704.953
A_32_P19 NM_1758 Homo sapiePRPS1L1, -1.29828 7.10E-09 0.77025 1501.301 1156.519
A_24_P22 NM_0227 Homo sapieATPAF1,AT -1.29845 6.11E-08 0.77015 1750.673 1349.146
A_23_P92 NM_0124 pp32 relat ANP32C,P -1.29863 0.00099 0.77004 766.3395 591.7076
A_24_P471242 Unknown A_24_P47 -1.29874 0.00001 0.76997 14155.32 10849.68
A_23_P26 NM_0223 G protein GBL,MGC -1.29879 0.00029 0.76995 735.3809 565.3494
A_23_P42 AB028986 Ubiquitin s USP22 -1.29895 1.57E-06 0.76985 2738.775 2111.853
A_24_P34 XM_37771 Homo sapieXM_37771 -1.29898 0.00053 0.76984 2332.062 1780.431
A_23_P29 NM_0023 low densit LRPAP1,R -1.29912 0.00034 0.76975 964.1787 742.9248
A_23_P14 AL161962 Zinc finger ZDHHC9 -1.29918 1.11E-08 0.76972 3551.012 2734.1
A_24_P25 NM_0211 hypothetic TXNDC13, -1.29936 2.59E-06 0.76961 2404.136 1852.359
A_24_P38 NM_01631 polymeras POLR3K, -1.29939 7.56E-07 0.76959 15302.34 11740.19
A_23_P11 NM_0159 Homo sapieHEBP1,H -1.29967 0.0002 0.76942 13776.46 10676.28
A_32_P166356 Unknown THC19174 -1.29994 2.46E-07 0.76927 1132.706 871.7227
A_23_P16 NM_0312 hypothetic CDCA3,G -1.30014 1.13E-07 0.76915 2119.569 1631.547
A_32_P20 AL569368 Similar to t FKBP1A -1.30024 0.00018 0.76909 2898.783 2223.724
A_23_P25 NM_0026 Homo sapiePFN2,PFL -1.30032 0.00018 0.76904 3039.178 2350.749
A_24_P39 NM_0043 COX11 (y COX11,C -1.30059 1.42E-06 0.76888 2227.261 1712.163
A_23_P40 NM_0239 hypothetic C20orf116 -1.3006 7.00E-10 0.76887 4879.01 3752.273
A_23_P30 NM_0010 Homo sapieSRD5A1 -1.30064 7.96E-07 0.76885 881.9437 678.1872
A_23_P42 NM_0071 Homo sapieCIT,CRIK, -1.30066 1.28E-07 0.76884 3764.041 2889.034
A_23_P12 NM_0186 Homo sapiePXMP2,P -1.30069 1.69E-07 0.76882 6495.917 4998.729
A_24_P74 NM_1775 Homo sapieSNRPD2, -1.3007 0.00006 0.76882 51002.26 38941.45
A_24_P13 NM_0179 hypothetic FLJ20718 -1.30077 0.00042 0.76878 808.9797 623.0544
A_32_P46 NM_1734 Homo sapieLSM11,FL -1.3009 0.0002 0.7687 842.1786 647.4885
A_23_P92 NM_0220 hypothetic CIDEC,Fs -1.30108 3.10E-06 0.76859 1194.825 919.7983
A_32_P15 NM_0002 keratin 18 KRT18,K1 -1.30108 0.00004 0.76859 209541.2 160131.4
A_24_P12 NM_0047 discs, larg DLG5,PDL -1.30117 0.00002 0.76854 3934.43 3037.827
A_23_P40 NM_1456 Dbf4-relat DRF1,AS -1.30158 0.00013 0.76829 4920.44 3814.392
A_32_P16 NM_0153 Homo sapieANAPC13, -1.3016 0.00005 0.76828 3384.898 2606.879
A_23_P37 AK097804 Hypothetic LOC28480 -1.30167 6.99E-07 0.76824 1167.578 896.4037
A_23_P67 NM_0022 Homo sapieKCNN4,IK -1.30172 0.00001 0.76822 2807.311 2158.264
A_23_P40 NM_0147 Homo sapieDAZAP2, -1.3019 4.40E-07 0.76811 23779.16 18210.7
A_23_P14 NM_0033 Homo sapieVDAC1,P -1.30196 0.00064 0.76807 58191.35 44165.2
A_32_P15 AK056140 CDNA FLJ3AK056140 -1.30198 0.00076 0.76806 679.9822 522.3179
A_24_P83 NM_1988 Homo sapieC9orf10O -1.30224 6.92E-10 0.76791 12108.21 9293.863
A_23_P41 NM_0221 CDW92 an CDW92 -1.30233 3.10E-07 0.76785 865.4894 664.6287
A_24_P83 NM_0030 small nucl SNRPC,F -1.30248 4.88E-07 0.76777 1013.486 777.7186
A_23_P80 NM_0036 DNA segm D21S2056E -1.30269 1.06E-10 0.76765 7045.332 5408.506
A_24_P82 NM_0186 zinc finger ZNF313,R -1.30272 1.54E-09 0.76762 2521.945 1935.517
A_24_P365015 Unknown THC18585 -1.3028 8.38E-06 0.76758 2203.514 1690.017
A_23_P43 NM_1816 Homo sapieC10orf9,C -1.30291 0.00009 0.76751 890.4317 684.5789
A_24_P161827 Unknown A_24_P16 -1.30292 0.00017 0.76751 8093.869 6177.428
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A_24_P58 BC039246 Homo sapieBC039246 -1.30308 0.00083 0.76741 4160.5 3209.23
A_24_P247303 Unknown A_24_P24 -1.30364 8.61E-06 0.76708 13459.66 10284.38
A_23_P24 NM_0142 Homo sapieTMEM5,H -1.30382 1.38E-06 0.76698 13875.03 10688.41
A_24_P23 AB018310 Death-indu KIAA0767 -1.30402 0.00004 0.76686 1071.941 822.5034
A_23_P16 NM_00191 Homo sapieDCI -1.30419 0.00023 0.76676 37764.61 28719.44
A_23_P14 NM_0034 Homo sapieARD1A,T -1.30424 0.00009 0.76673 4312.47 3328.739
A_24_P29 NM_0154 aminoadip AASDHPPT -1.30426 4.08E-06 0.76672 8707.648 6702.898
A_23_P82 NM_0031 SRY (sex SOX4,EVI -1.30431 0.00002 0.76669 624.6627 478.9088
A_24_P82 NM_0061 proliferatio PA2G4,EB -1.30432 0.00024 0.76668 9586.507 7372.978
A_23_P50 NM_0034 Homo sapieYWHAB,H -1.30443 0.00004 0.76662 73508.44 55937.16
A_23_P14 NM_0006 Homo sapieGSR,MGC7 -1.30451 0.00006 0.76657 5518.077 4207.296
A_24_P115621 ALU8_HU THC19007 -1.30467 7.08E-07 0.76648 3420.77 2628.615
A_24_P32 NM_0162 hematopoi HSPC176,M -1.3049 9.21E-07 0.76634 3078.128 2354.289
A_23_P64 NM_03201 Homo sapieRNF26,M -1.30533 0.00004 0.76609 4936.758 3794.932
A_23_P20 NM_0251 melanoma ARMC9,A -1.30539 0.0006 0.76606 374.0417 286.5096
A_32_P11 NM_01441 Siah-intera CACYBP, -1.30547 2.53E-07 0.76601 29115.81 22236.52
A_23_P60 NM_0210 Homo sapiePTTG3 -1.30582 0.00058 0.7658 2185.24 1668.675
A_32_P84 BC041995 Homo sapieBC041995 -1.30599 4.54E-07 0.7657 957.3494 732.7677
A_23_P16 NM_1768 Homo sapiePSME3,Ki, -1.30603 8.13E-06 0.76568 2419.676 1850.933
A_24_P17 NM_0319 c-Myc targ CDCA7,JP -1.30607 4.63E-08 0.76566 986.4855 755.3681
A_23_P13 NM_0027 Homo sapiePREP,PE, -1.30608 3.77E-10 0.76565 3928.017 3007.546
A_24_P21 NM_0181 hypothetic FLJ10661,M -1.3061 1.61E-10 0.76564 2725.527 2086.802
A_32_P10 BC052334 Similar to BC052334 -1.30632 2.95E-08 0.76551 1098.592 841.0096
A_32_P11 BF686720 Transcribe BF686720 -1.30653 0.00079 0.76539 513.0294 392.6484
A_24_P39 NM_0013 diptheria t DPH2,DP -1.30655 1.87E-09 0.76537 2217.424 1696.823
A_23_P42 NM_13871 Homo sapiePPT2,G14 -1.30658 0.00012 0.76536 757.9528 580.3834
A_23_P64 NM_00481 Homo sapieDDX23,pr -1.3072 2.12E-09 0.76499 9613.556 7345.708
A_23_P122650 Unknown A_23_P12 -1.30721 2.89E-06 0.76499 202520.4 154236
A_23_P70 NM_0123 Homo sapieNNT -1.30756 0.00005 0.76478 945.9929 724.8232
A_23_P15 NM_0013 Homo sapieDHODH,D -1.30758 3.20E-06 0.76477 1937.302 1484.303
A_23_P25 NM_0806 similar to MGC1301 -1.30776 1.92E-06 0.76467 3961.483 3018.98
A_24_P82 BC009950 LOC44066 BC009950 -1.30792 2.63E-09 0.76458 1965.863 1502.297
A_23_P20 NM_00271 protein ph PPP1CC, -1.30798 7.68E-06 0.76454 7011.367 5330.579
A_23_P15 NM_03211 Katanin p60KATNAL1 -1.30831 0.00037 0.76434 632.8963 483.8756
A_23_P27 D50928 Scaffold at SAFB2 -1.30865 0.00002 0.76414 2953.41 2255.044
A_23_P71 NM_0062 polymeras POLD2 -1.30878 1.11E-08 0.76407 1812.611 1385.253
A_23_P29 NM_00501 Homo sapieOXA1L -1.309 1.23E-07 0.76394 4436.468 3384.238
A_24_P272713 Unknown A_24_P27 -1.30929 0.00061 0.76377 4213.167 3243.235
A_23_P31 NM_0032 Homo sapieTPD52L1, -1.30933 6.06E-06 0.76375 15327.49 11767.65
A_24_P94 NM_0062 phosphotid PITPNA,PI -1.30937 2.04E-10 0.76373 7864.333 6004.087
A_23_P11 NM_0326 Homo sapieGATA2,N -1.30953 0.00031 0.76363 1935.987 1480.588
A_24_P14 NM_0155 DKFZP58 POLDIP2, -1.30971 0.00006 0.76353 10394.06 7976.973
A_23_P16 NM_0156 sentrin/SU SENP3,S -1.30994 5.55E-07 0.76339 1578.252 1203.85
A_23_P20 NM_0043 Rho GDP ARHGDIA, -1.31002 1.09E-10 0.76335 3387.288 2585.416
A_24_P22 XM_37635 Homo sapieENST000 -1.31013 0.0002 0.76328 5837.22 4473.861
A_23_P15 NM_0060 Homo sapieUQCRFS1 -1.31024 7.63E-08 0.76322 31779.16 24193.05
A_24_P213336 Unknown A_24_P21 -1.31025 1.51E-09 0.76321 7972.551 6080.609
A_23_P13 NM_0047 eukaryotic ETF1,ERF, -1.31032 9.86E-06 0.76317 4732.295 3614.627
A_23_P21 NM_03281 Homo sapieC9orf100, -1.31033 3.95E-08 0.76316 798.3301 609.2561
A_32_P18 BC007606 Baculoviral BIRC5 -1.31036 7.69E-09 0.76315 8493.879 6482.376
A_23_P25 AB037813 Storkhead DKFZp762 -1.31046 4.03E-06 0.76309 671.246 512.2619
A_24_P854758 Unknown THC19657 -1.31051 0.00054 0.76306 5381.612 4114.101
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A_32_P65395 AB019038 THC18668 -1.31054 2.62E-09 0.76305 2658.297 2028.5
A_24_P123720 Unknown A_24_P12 -1.31055 0.00074 0.76304 530.6516 404.7961
A_24_P25 NM_0322 Ubiquitin s USP48 -1.31065 4.43E-06 0.76298 2708.026 2067.06
A_24_P19 NM_20711 Homo sapieGTF2H5,TF -1.31075 7.75E-08 0.76292 5099.218 3899.391
A_23_P21 NM_00551 Homo sapieGTF2E1,F -1.31076 0.00001 0.76291 3615.672 2742.67
A_24_P27 NM_0063 serine/thre STK25,SO -1.31076 0.00049 0.76292 1497.369 1140.063
A_23_P74 NM_01441 Homo sapieCACYBP, -1.31094 4.41E-07 0.76281 55546.23 42184.51
A_24_P36 NM_0043 Rho GDP ARHGDIA, -1.31104 0.00013 0.76275 519.0839 395.9401
A_23_P63 NM_0323 Homo sapieC10orf58, -1.31109 8.04E-11 0.76273 8320.611 6345.842
A_23_P64 NM_2012 Homo sapieMTMR2,C -1.31115 8.87E-08 0.76269 2532.575 1935.506
A_23_P40 NM_0246 Homo sapieSLC25A22 -1.31117 0.00003 0.76268 7861.479 6010.789
A_23_P75 NM_1759 Homo sapiePSMD13,p -1.31118 0.00034 0.76267 2317.955 1767.662
A_24_P90 BC064610 SelenophosSEPHS1 -1.31125 5.33E-06 0.76263 1403.806 1072.993
A_24_P34 NM_1525 Homo sapieSLC16A14 -1.3113 0.00042 0.7626 1839.413 1411.044
A_24_P384200 Unknown A_24_P38 -1.31131 7.65E-10 0.7626 7407.4 5653.141
A_24_P384379 Unknown ENST000 -1.31134 0.00041 0.76258 3624.011 2778.12
A_24_P16 NM_0182 hypothetic CWF19L1, -1.31139 2.36E-09 0.76255 1728.781 1318.688
A_23_P13 NM_0146 Homo sapieLRRC14,K -1.31141 0.00005 0.76254 1061.61 812.8682
A_23_P78 NM_0041 Homo sapieKRTHA3A, -1.31147 0.00011 0.7625 548.9131 418.5687
A_24_P187174 Unknown A_24_P18 -1.31165 5.08E-06 0.7624 1787.418 1363.885
A_24_P230486 Unknown A_24_P23 -1.31167 0.00058 0.76238 5915.076 4478.631
A_23_P21 NM_01221 Homo sapieILF3,DRB -1.31174 0.00027 0.76234 7201.354 5499.787
A_23_P66347 Unknown A_23_P66 -1.31188 7.11E-06 0.76227 1174.796 895.7806
A_23_P21 NM_0022 integrin, al ITGAE,CD -1.312 5.66E-06 0.7622 8051.408 6159.563
A_24_P41 NR_000033Homo sapieESTRRA -1.31205 6.75E-10 0.76217 5096.755 3886.68
A_23_P47 NM_0178 Homo sapieMRPL16,L -1.31213 6.75E-07 0.76212 18781.02 14273.7
A_24_P37939 Y08307 rib THC18779 -1.31215 8.73E-06 0.76211 924.9813 704.6428
A_23_P32 NM_05281 caspase r CARD14, -1.31235 0.00064 0.76199 407.6905 310.5724
A_24_P68 AK123675 Lix1 homol MGC4671 -1.31249 7.78E-06 0.76191 1265.142 964.6834
A_23_P10 AB014592 KIAA0692 KIAA0692 -1.31256 5.96E-06 0.76187 1129.367 861.5037
A_23_P73 NM_0163 clone HQ0 LOC51204 -1.31282 5.30E-06 0.76172 1719.584 1314.043
A_23_P25 NM_0140 Homo sapieUNC50,U -1.31294 4.01E-06 0.76165 8519.167 6507.773
A_24_P62 NM_0004 presenilin PSEN2,A -1.31304 0.00003 0.76159 1767.948 1351.229
A_23_P52 NM_0034 Homo sapieRASSF7,H -1.31311 0.00002 0.76155 2690.302 2044.604
A_23_P21 NM_0000 Homo sapieADA -1.31312 2.86E-07 0.76155 10959.38 8332.784
A_23_P62 NM_00031 Homo sapiePPT1,PPT, -1.31312 9.64E-09 0.76155 14182.89 10819.54
A_32_P103131 ALU1_HU THC20038 -1.3135 3.21E-07 0.76133 5372.369 4098.168
A_23_P51 NM_0027 Homo sapiePRKCZ,P -1.31367 3.68E-07 0.76123 2791.146 2119.281
A_32_P103464 Unknown A_32_P10 -1.31368 0.00002 0.76122 3533.466 2701.686
A_23_P50 NM_03121 Chromoso C19orf27 -1.31399 5.07E-09 0.76104 4818.467 3667.19
A_23_P12 NM_0240 Homo sapieCUEDC2, -1.31418 7.67E-10 0.76093 2896.453 2205.252
A_23_P34 NM_0144 gamma tu 76P,GCP4 -1.31468 0.00052 0.76064 1093.894 828.7047
A_24_P87 NM_0179 mitochond MRPL20,L2 -1.31475 7.82E-07 0.7606 27929.3 21168.66
A_23_P24 NM_17381 hypothetic TTC9C,M -1.31477 0.00023 0.76059 2001.84 1518.77
A_23_P38 NM_0064 Homo sapiePRPF8,P -1.31479 0.00011 0.76058 6373.908 4836.1
A_24_P40 AB030654 Adaptor-re AP4S1 -1.31489 0.00058 0.76052 383.6254 291.7469
A_23_P63 NM_0051 ATP synth ATP5C1,AT -1.31491 1.25E-07 0.76051 5177.413 3945.985
A_24_P57 NM_0150 Homo sapieZHX3,TIX1 -1.31492 0.00092 0.7605 909.0602 688.9648
A_23_P11 NM_0064 ADP-ribos PARP4,P -1.31508 0.00005 0.76041 3722.079 2843.456
A_24_P17 NM_0242 hypothetic DERL1,D -1.31516 9.10E-07 0.76037 3335.398 2541.916
A_24_P37 NM_0054 SUMO-1 a UBA2,SA -1.31526 1.58E-06 0.76031 4927.354 3753.848
A_23_P11 NM_0028 Homo sapiePSMB9,L -1.31573 5.70E-11 0.76004 5974.294 4541.588
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A_24_P490704 Unknown A_24_P49 -1.31585 0.00097 0.75997 1794.688 1366.258
A_32_P14 NM_2034 hypothetic MGC7087 -1.31612 1.34E-07 0.75981 1438.107 1092.397
A_23_P12 NM_0056 S100 calci S100A11, -1.31636 0.00003 0.75967 9771.361 7472.718
A_23_P37 NM_0203 ATP-bindi ABCD4,P7 -1.31641 0.00045 0.75964 2786.253 2128.172
A_24_P28 NM_0031 signal seq SSR2,TLAP -1.31651 4.54E-06 0.75958 9779.422 7411.952
A_23_P11 NM_0178 Homo sapieCOMMD4,F -1.31667 9.03E-07 0.75949 1765.054 1336.13
A_23_P41 NM_0048 Homo sapieWDR39,CIA -1.31669 0.00013 0.75948 4123.96 3123.373
A_24_P31 NM_1453 similar to LOC20245 -1.31687 3.14E-07 0.75938 5629.013 4289.338
A_23_P29 NM_0140 Signal pep SPCS1 -1.31711 4.45E-06 0.75924 19445.3 14854.28
A_24_P409661 Unknown A_24_P40 -1.31713 1.65E-08 0.75922 10519.81 7997.595
A_32_P13 NM_1730 Homo sapieSLITRK4, -1.31724 8.38E-07 0.75916 804.0403 610.4902
A_32_P12 BC039468 Nucleopori NUP50 -1.31739 0.00033 0.75908 2887.983 2197.031
A_23_P15 NM_0183 Homo sapieRSAD1,FLJ -1.31747 5.62E-06 0.75903 2696.48 2053.116
A_23_P27 NM_0202 Homo sapiePPAN,SS -1.31752 0.00049 0.759 1872.853 1414.417
A_23_P20 NM_0327 Homo sapieZNF503,MG -1.31766 4.70E-06 0.75892 1666.159 1265.046
A_23_P10 AK026518 Myosin he MYOHD1 -1.31778 1.55E-10 0.75885 4051.234 3075.203
A_23_P41 NM_0306 Homo sapieRAI1,SMS -1.31831 4.30E-08 0.75855 3594.383 2730.805
A_23_P15 NM_0188 Homo sapieSULF2,HS -1.31836 1.13E-08 0.75852 2186.261 1657.271
A_23_P35 NM_00461 Homo sapieTK2 -1.31857 6.50E-06 0.7584 679.1392 515.0753
A_23_P94 NM_0150 Homo sapiePOP1,KIA -1.31857 0.00002 0.7584 1602.595 1215.619
A_23_P32593 Unknown A_23_P32 -1.3186 0.00012 0.75838 4175.46 3193.684
A_23_P30 NM_1781 Homo sapieCXorf40A, -1.31862 4.08E-07 0.75837 4196.708 3191.352
A_23_P54 NM_00731 kinesin-lik KIF22,KID, -1.31875 7.34E-09 0.7583 3637.73 2759.531
A_24_P41 NM_0029 ribonuclea RNH1,RAI -1.31892 3.77E-09 0.7582 5820.156 4415.668
A_24_P13 NM_1523 Homo sapiePPIL5,LR -1.31892 5.73E-09 0.75819 3440.999 2605.447
A_24_P19 NM_0784 Homo sapieTM2D3,BL -1.31897 0.00002 0.75817 1110.966 842.8301
A_23_P15 NM_0327 hypothetic MGC1542 -1.31907 6.12E-08 0.75811 1277.719 968.0712
A_23_P11 NM_00461 Homo sapieTSPAN7, -1.31909 0.00009 0.7581 876.8018 664.3423
A_23_P11 NM_0202 Homo sapieINCENP,F -1.31914 1.35E-09 0.75807 1199.612 909.4148
A_23_P68 NM_0047 U3 snoRN RNU3IP2, -1.31931 3.02E-10 0.75797 4190.502 3178.173
A_23_P64 NM_0247 Homo sapieALG9,DIB -1.31931 2.58E-10 0.75797 1660.462 1258.634
A_32_P102252 Unknown A_32_P10 -1.3194 3.54E-08 0.75792 6879.91 5205.337
A_23_P37 NM_0072 Homo sapieOIP5,57305 -1.31944 2.45E-10 0.7579 11712.71 8870.416
A_23_P13 NM_0184 TPA regul TPARL,T -1.31967 5.35E-07 0.75777 6083.501 4620.011
A_24_P64 NM_0154 histone de HDAC7A, -1.31979 0.00003 0.7577 5733.612 4377.558
A_24_P17 NM_1942 DnaJ hom DNAJA5 -1.31992 1.62E-09 0.75762 1223.96 927.3029
A_23_P38 NM_1749 hypothetic MGC3196 -1.31994 0.0001 0.75761 1064.693 804.4397
A_23_P25 NM_0020 Homo sapieGSK3B -1.31996 3.43E-07 0.7576 1182.343 897.0474
A_32_P59811 U51990 h THC18043 -1.32009 0.00053 0.75752 1236.761 932.6165
A_23_P54 NM_1534 Homo sapieTRADD,H -1.32022 2.05E-06 0.75745 9107.133 6874.613
A_23_P40 NM_17221 Homo sapieCAMKK2, -1.32024 0.00021 0.75744 530.0302 401.4613
A_23_P25 NM_0067 Homo sapieUGP2,UD -1.32028 2.75E-06 0.75742 9061.075 6893.932
A_23_P14 NM_0037 Homo sapieSLC25A12 -1.32033 0.00012 0.75738 3214.526 2450.375
A_23_P25 NM_0247 calponin li CLMN,cal -1.32039 4.89E-06 0.75735 955.9523 724.5051
A_32_P17635 JC7219 nu THC19529 -1.32049 8.39E-10 0.7573 1543.45 1169.043
A_24_P281605 Unknown A_24_P28 -1.3205 1.03E-06 0.75729 4030.09 3042.184
A_23_P19 NM_0250 hypothetic ASRGL1, -1.32073 0.00066 0.75716 928.9502 703.4236
A_23_P10 NM_1522 hypothetic MGC1302 -1.32083 0.00004 0.7571 618.595 468.3945
A_24_P38 NM_0058 Rab9 effec RABEPK, -1.32093 3.08E-09 0.75704 6659.283 5047.566
A_23_P12 NM_0245 steroid 5 al SRD5A2L -1.32108 7.34E-10 0.75696 5053.757 3827.37
A_23_P41 BC010736 Transloca TIMM50 -1.32141 2.34E-11 0.75677 10463.58 7917.611
A_24_P686014 Unknown A_24_P68 -1.32142 4.26E-09 0.75676 6425.711 4865.429
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A_23_P56 NM_0062 Homo sapiePOLR2I,R -1.32144 3.74E-07 0.75675 15186.55 11532.68
A_24_P14 NM_0046 mitogen-a MAP3K6, -1.32149 0.00082 0.75672 2954.031 2234.483
A_32_P78 NM_0045 phosphos PSPH,PS -1.3215 2.29E-07 0.75672 2199.911 1667.085
A_24_P900721 Unknown A_24_P90 -1.32153 0.00001 0.7567 3733.959 2836.534
A_24_P12 NM_0037 dynein, cytoDNCL1,LC -1.32158 0.00001 0.75667 68654.26 51591.58
A_24_P255473 Unknown A_24_P25 -1.32215 7.94E-12 0.75634 12152.58 9191.715
A_23_P30 NM_1524 hypothetic FLJ39827,R -1.32237 2.06E-07 0.75622 881.419 666.4407
A_23_P50 NM_0041 Homo sapieSHMT1,S -1.32241 1.22E-10 0.75619 3094.861 2340.938
A_23_P33 AK023854 KIAA0657 KIAA0657 -1.32254 0.00006 0.75612 457.6013 346.0008
A_23_P34 NM_14461 hypothetic MGC3212 -1.32261 0.00001 0.75608 2117.068 1606.282
A_23_P13 NM_0058 Homo sapiePOP7,RP -1.32272 0.00071 0.75602 54248.35 40658.95
A_23_P92 NM_0023 Homo sapieMAD2L1, -1.32282 1.03E-10 0.75596 5708.439 4313.219
A_32_P13 NM_0177 hypothetic ZCCHC2, -1.32298 0.00005 0.75587 2105.653 1580.046
A_23_P38 BC009872 Branched BCKDK -1.32308 1.51E-08 0.75581 4272.59 3228.86
A_24_P28 NM_02431 MGC4170 GNPTAB,I -1.32309 2.11E-10 0.75581 1763.801 1333.264
A_23_P16 NM_0037 Homo sapieRFXANK, -1.32321 6.76E-06 0.75574 5788.442 4360.412
A_23_P23 NM_1990 Homo sapieNUDT4,DI -1.32329 1.55E-10 0.75569 3401.083 2569.378
A_24_P36 NM_0038 developm DDEF2,P -1.32339 0.00003 0.75563 633.8799 478.8671
A_24_P25 NM_0184 uncharact ACTR10,AC -1.32345 1.92E-10 0.7556 6246.908 4723.234
A_23_P13 NM_0046 Homo sapiePIAS2,miz -1.32346 8.76E-07 0.75559 963.8108 728.311
A_23_P94 NM_0141 Homo sapieMRPL15, -1.32356 8.64E-12 0.75554 13236.79 10001.71
A_24_P22746 Unknown THC18471 -1.32363 2.13E-09 0.7555 1233.502 932.0288
A_32_P11181 P2G4_HU THC18164 -1.32383 4.28E-08 0.75538 20130.71 15168.47
A_23_P10 NM_0034 Homo sapieYWHAH,Y -1.32387 0.00003 0.75536 2419.02 1831.637
A_23_P91 NM_0057 Homo sapieRCL1,RN -1.32401 0.00088 0.75528 5133.259 3859.495
A_23_P86 NM_0175 NICE-5 pr UBE2Q1, -1.32409 0.00006 0.75524 708.228 534.3801
A_23_P14 NM_0037 membrane-MBTPS1, -1.32414 6.39E-07 0.75521 4284.325 3243.887
A_24_P341546 Unknown A_24_P34 -1.32416 5.60E-06 0.75519 3269.815 2461.867
A_23_P43 NM_0014 Homo sapieFABP6,IL -1.32422 0.00001 0.75516 1274.655 961.5487
A_23_P11 NM_0061 proliferatio PA2G4,EB -1.32435 4.97E-11 0.75509 29216.09 22046.08
A_23_P12 NM_0227 chromoso C9orf12,IN -1.32436 0.0003 0.75508 2730.074 2072.903
A_23_P21 NM_0163 RAB14, m RAB14,FBP -1.32446 1.01E-10 0.75503 2215.114 1672.102
A_24_P647163 Unknown THC19914 -1.32449 0.00038 0.75501 2579.688 1973.402
A_23_P46 NM_0133 Homo sapieNME7 -1.32449 6.73E-10 0.75501 1978.98 1494.327
A_23_P40 NM_0323 Homo sapieHPS3,SU -1.32456 5.86E-13 0.75497 933.1146 703.8073
A_24_P34 NM_00241 antigen id MKI67,KIA -1.32456 0.00023 0.75497 441.178 333.1406
A_24_P17 NM_0230 hypothetic C8orf33,F -1.32464 1.01E-09 0.75492 7630.335 5754.664
A_24_P67681 Unknown ENST000 -1.32467 0.00009 0.75491 10698.73 8146.799
A_23_P38 NM_1532 hypothetic FLJ33318 -1.3249 6.09E-08 0.75477 1174.459 887.2065
A_24_P221724 Unknown ENST000 -1.32502 0.00003 0.75471 9256.969 7014.445
A_24_P201323 AF176008 THC18154 -1.32503 0.00002 0.7547 1312.404 989.8228
A_24_P32 NM_0073 bromodomaBRD3,OR -1.3254 2.24E-10 0.75449 1418.246 1070.082
A_23_P27 NM_0323 hypothetic MGC1309 -1.32548 0.00004 0.75444 5033.388 3807.495
A_23_P18 NM_0066 Homo sapiePTTG2 -1.32561 0.00019 0.75437 13904.51 10545.82
A_23_P43 NM_1775 Homo sapieSULT1A1, -1.32573 2.25E-07 0.7543 3011.787 2275.969
A_23_P10 NM_00141 Homo sapieEIF4G2,p9 -1.32576 1.17E-07 0.75428 28489.54 21541.85
A_23_P21 NM_0073 Homo sapieBRD3,OR -1.3258 0.00015 0.75426 2595.71 1944.579
A_24_P153003 Unknown A_24_P15 -1.3258 6.61E-07 0.75426 6403.729 4837.478
A_32_P16 NM_1384 hypothetic LOC11614 -1.32604 0.00001 0.75413 2193.322 1663.447
A_23_P20 NM_01611 Homo sapieTRPV2,V -1.32612 1.63E-11 0.75408 5549.871 4185.696
A_23_P58 NM_0191 DNA meth DMAP1,D -1.32618 1.24E-09 0.75405 2684.571 2025.781
A_24_P33 NM_0067 tyrosine 3- YWHAE,M -1.32644 0.00048 0.7539 1145.004 865.1757
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A_23_P26 NM_0154 DKFZP56 C16orf51, -1.32647 0.00006 0.75388 2271.892 1720.942
A_23_P13 NM_00421 Homo sapieFIBP,FGFI -1.32651 1.88E-06 0.75386 4398.476 3325.787
A_23_P50 NM_0219 Homo sapieABR,MDB -1.32655 5.77E-07 0.75383 5961.2 4484.676
A_24_P56 NM_0794 Homo sapieMYL6,ES -1.32659 5.96E-08 0.75381 49622.61 37497.95
A_24_P30 NM_0147 KIAA0152 gKIAA0152 -1.3267 2.71E-06 0.75375 994.6509 749.6895
A_23_P40 NM_15251 hypothetic FLJ30990 -1.32692 0.00022 0.75363 603.8976 455.3138
A_23_P22 NM_0042 Homo sapieSURB7,S -1.32711 0.00013 0.75352 2129.121 1618.922
A_24_P16 NM_0189 tubulin, alp TUBA8,TU -1.32713 0.00018 0.7535 4293.36 3238.302
A_24_P57 NM_2034 Homo sapieDLL3,SCDO -1.32716 1.37E-08 0.75349 941.2282 709.1378
A_23_P36 NM_0156 Homo sapieC20orf22, -1.32729 4.88E-07 0.75342 1494.181 1127.32
A_23_P87 NM_0019 Homo sapieESD -1.32731 0.00018 0.7534 5926.133 4505.808
A_24_P28 NM_03291 hypothetic FAM86B1,M -1.32739 1.06E-10 0.75336 5425.593 4085.055
A_23_P94 NM_0121 Homo sapieFBXO25,FB -1.32752 3.39E-06 0.75328 1140.837 860.8524
A_24_P52 NM_0321 AYP1 prot AYP1,FLJ -1.32759 1.30E-10 0.75324 6687.821 5041.171
A_32_P12 NM_0031 sorbitol de SORD,SO -1.32768 4.61E-09 0.75319 6537.209 4932.111
A_23_P10 NM_0001 Homo sapieGAMT,PIG -1.32776 6.53E-10 0.75315 2560.808 1928.24
A_23_P25 NM_0018 Homo sapieCKB,B-CK, -1.32785 6.98E-08 0.7531 1415.515 1065.267
A_23_P10 NM_0062 splicing fa SFRS6,B52 -1.32793 1.66E-06 0.75305 1613.765 1213.802
A_23_P50 NM_0001 Homo sapieFGFR3,A -1.32806 2.41E-08 0.75298 756.9457 569.9635
A_24_P40 NM_1524 Homo sapieSAMD11, -1.32806 0.00008 0.75298 3925.203 2974.768
A_24_P64 AK025909 CDNA: FL AK025909 -1.32871 1.61E-06 0.75261 655.1176 493.0868
A_23_P14 NM_1993 hypothetic SFT2D2,UN -1.3288 8.89E-08 0.75256 1141.058 859.1631
A_24_P289818 Unknown A_24_P28 -1.32882 1.41E-06 0.75255 1124.406 847.6522
A_32_P18 BC067852 Similar to LOC38896 -1.32889 3.39E-09 0.75251 3659.313 2749.644
A_23_P90 NM_02291 Homo sapieMRPL44,F -1.32895 0.00002 0.75248 3964.653 3003.048
A_23_P16 NM_0147 Homo sapiePTDSS1,P -1.32901 5.90E-07 0.75244 30600.63 23011.34
A_24_P186986 Unknown ENST000 -1.32902 1.56E-09 0.75243 24940.34 18787.95
A_24_P332532 Unknown ENST000 -1.32909 1.81E-06 0.75239 32398.03 24282.37
A_24_P755169 Unknown A_24_P75 -1.32919 0.00073 0.75234 9471.23 7227.434
A_23_P12 NM_0014 thyroid aut XRCC6,M -1.32919 1.31E-08 0.75234 121324.6 91076.92
A_32_P48 NM_0325 Homo sapieFAM11A, -1.32926 6.11E-10 0.7523 2973.973 2237.09
A_32_P7783 Unknown A_32_P77 -1.32933 0.00003 0.75226 546.1409 410.8243
A_24_P651129 Unknown A_24_P65 -1.32936 3.90E-08 0.75224 4671.572 3510.484
A_32_P37 AK098081 Exportin, t XPOT -1.32937 0.00008 0.75224 9764.266 7403.144
A_23_P11 NM_1828 Arsenate r ARS2 -1.32941 1.57E-07 0.75221 17070.74 12865.44
A_23_P78 NM_0312 hypothetic MGC2963 -1.32954 0.00008 0.75214 17144.64 12786.27
A_24_P25 NM_0062 protein ph PPP2R5A -1.32961 7.10E-07 0.7521 1299.844 976.4396
A_23_P10 NM_02501 Homo sapieTUBA4,FL -1.32968 2.89E-09 0.75206 24632.24 18494.75
A_32_P213210 Unknown ENST000 -1.32978 9.42E-06 0.752 1095.979 825.3956
A_24_P20 NM_0004 regulatory RFX5 -1.33008 1.46E-07 0.75184 2036.786 1532.582
A_23_P59 NM_0177 Homo sapieYTHDF1, -1.33039 4.34E-08 0.75166 13818.45 10411.3
A_23_P10 NM_00471 Homo sapieCTDP1,F -1.33047 0.00008 0.75161 1038.765 779.7406
A_24_P92 BC017281 Homo sapieLOC15022 -1.3307 2.33E-07 0.75149 9382.354 7038.009
A_24_P23 NM_03091 hypothetic SNX27,M -1.3307 4.68E-11 0.75148 1738.47 1306.385
A_24_P349869 Unknown A_24_P34 -1.33092 3.54E-06 0.75136 25426.97 19084.71
A_32_P15 NM_0240 hypothetic PDCL3,VI -1.33095 2.57E-07 0.75134 4915.061 3696.354
A_32_P155026 Unknown THC19899 -1.3313 0.00005 0.75115 1922.078 1443.682
A_23_P21 BC014315 Small nucl SNAPC5 -1.33136 4.78E-11 0.75111 5294.677 3978.717
A_23_P17 NM_0201 Homo sapieSMYD2,H -1.33149 7.79E-08 0.75104 7779.208 5856.231
A_23_P43 NM_1788 organic sol OSTbeta, -1.3316 3.07E-08 0.75098 792.329 595.0253
A_24_P23 NM_0030 SWI/SNF reSMARCD1 -1.3316 6.94E-08 0.75098 5085.32 3811.373
A_23_P73 NM_1767 Homo sapieMTMR1 -1.3317 1.44E-06 0.75092 1597.673 1203.014
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A_24_P24982 Unknown A_24_P24 -1.33171 3.70E-08 0.75092 16643.55 12528.05
A_23_P95 NM_1815 Homo sapieRFC5,RF -1.33175 3.58E-12 0.75089 9491.137 7127.613
A_23_P12 NM_0040 Homo sapieDUSP3,V -1.33179 3.00E-09 0.75087 2384.854 1789.731
A_23_P21 NM_0195 Homo sapieHOXD8,H -1.33186 1.11E-06 0.75083 620.3876 465.7883
A_24_P91 BC058041 Ribosomal RPL23A -1.33189 7.48E-06 0.75081 5724.359 4328.456
A_24_P32 NM_01561 WIPI49-lik WIPI-2 -1.33194 0.00004 0.75079 15111.5 11394.48
A_23_P12 NM_0070 Homo sapieCYB561D -1.3321 2.94E-07 0.75069 3643.334 2726.09
A_23_P41 NM_1526 Homo sapieZNF553,F -1.33234 1.14E-06 0.75056 1461.765 1099.711
A_23_P15 NM_0186 bladder ca SLC35E3, -1.33242 4.12E-08 0.75052 950.5604 713.4425
A_23_P13 NM_0177 hypothetic FLJ20366,G -1.33244 9.45E-11 0.7505 2206.22 1655.487
A_23_P29 NM_1456 Homo sapieAPOL3,C -1.33261 4.80E-08 0.75041 991.1323 743.9702
A_23_P41 NM_0208 phosphatid PREX1,KI -1.33261 9.13E-07 0.75041 1487.347 1117.307
A_23_P20 NM_0306 mitogen-a MAP2K2, -1.33271 8.91E-08 0.75035 4055.526 3043.159
A_23_P25 NM_0045 Homo sapiePSPH,PS -1.33278 1.03E-07 0.75031 3923.766 2940.514
A_32_P82515 Unknown A_32_P82 -1.33291 0.00002 0.75024 524.78 393.7123
A_23_P15 NM_0064 Homo sapieTM9SF1, -1.333 1.21E-08 0.75019 2547.829 1909.228
A_23_P38 NM_0220 Homo sapieGPRC5C, -1.33302 0.00007 0.75018 4197.338 3142.005
A_32_P14 BF897263 IL2-MT018 PTMA,TM -1.33306 2.15E-11 0.75016 2269.202 1702.343
A_23_P25 NM_0319 Homo sapieCDCA7,JP -1.33313 7.15E-10 0.75011 7180.047 5393.199
A_23_P40 NM_0323 Hermansk HPS3,SU -1.33317 0.00004 0.75009 1959.113 1478.37
A_24_P28 BX537360 Cleavage CPSF5 -1.33322 0.00001 0.75006 4119.982 3099.598
A_24_P780609 Unknown A_24_P78 -1.33344 6.28E-06 0.74994 8982.77 6723.441
A_23_P31 NM_0314 Homo sapieC7orf21,S -1.33347 1.20E-08 0.74992 7344.78 5512.98
A_23_P53 NM_0014 Homo sapieBLOC1S1, -1.33374 1.37E-09 0.74977 6753.812 5070.312
A_24_P647965 Unknown A_24_P64 -1.33387 1.90E-06 0.7497 549.681 412.1004
A_24_P49 BE081109 Activity-de ADNP -1.3339 1.72E-07 0.74968 2462.699 1846.715
A_24_P39 NM_0808 Homo sapieC20orf108 -1.33402 7.68E-08 0.74961 1591.279 1195.557
A_24_P17 BC011136 Transformi TGFBRAP -1.33423 6.01E-08 0.74949 944.239 707.4723
A_24_P144303 Unknown A_24_P14 -1.33428 7.86E-09 0.74947 1207.829 904.7855
A_23_P98 AB020674 Mlx interac MONDOA -1.33447 5.64E-06 0.74936 3411.302 2559.896
A_24_P56 NM_00131 cAMP res CREBL2, -1.3345 5.54E-07 0.74935 696.3916 521.8735
A_23_P50 NM_1458 Homo sapieEDARAD -1.33453 0.00011 0.74933 36372.55 27068.41
A_23_P18 NM_0065 homologo TUSC4,N -1.33457 2.89E-08 0.7493 2518.513 1889.506
A_24_P72 AK022015 Sel-1 supp SEL1L -1.33475 9.69E-08 0.7492 822.3386 616.1166
A_24_P48 NM_0000 cystathioni CBS,HIP4 -1.33485 0.00098 0.74915 845.8574 636.5602
A_24_P771278 Unknown A_24_P77 -1.33496 1.62E-10 0.74909 5845.479 4375.638
A_23_P14 BX648086 Coronin, a CORO2A -1.33508 0.00021 0.74902 2704.138 2032.762
A_23_P11 NM_0180 Homo sapieTMEM45A, -1.33518 2.98E-10 0.74896 1336.938 1001.213
A_23_P33 NM_15241 hypothetic C8orf38,M -1.3353 0.00006 0.74889 985.3419 739.7018
A_23_P11 NM_0230 Homo sapieJMJD4,FL -1.33534 3.09E-08 0.74887 2295.678 1719.73
A_23_P84 NM_0009 Homo sapiePPIC,CYP -1.33539 5.47E-06 0.74884 7049.251 5296.193
A_23_P11 NM_0175 NF-kappa NKRF -1.33555 0.00016 0.74875 3267.387 2468.446
A_23_P21 NM_01521 KIAA0433 KIAA0433 -1.33576 9.85E-07 0.74864 3007.6 2267.19
A_23_P91 NM_0037 Homo sapieEIF3S7,M -1.33578 7.28E-07 0.74863 34608.05 25814.68
A_24_P195400 Unknown A_24_P19 -1.33583 4.19E-06 0.7486 646.3828 483.8091
A_24_P854913 AF096870 THC18692 -1.3361 3.27E-11 0.74845 2011.429 1505.42
A_23_P64 NM_0068 putative G RABL4,R -1.33622 6.93E-07 0.74838 1372.819 1027.573
A_23_P43 NM_0152 Homo sapieBOP1,KIA -1.33644 9.34E-08 0.74826 7901.416 5898.487
A_23_P95 NM_0046 Metastasis MTA1 -1.33655 4.07E-12 0.74819 18177.71 13602.69
A_24_P18 NM_0185 hypothetic PRO1855 -1.33682 2.81E-06 0.74804 16527.84 12423.51
A_23_P15 AB033092 Metastasis MTA3 -1.33684 2.32E-10 0.74803 1542.702 1154.19
A_24_P36 XM_37258 Homo sapieENST000 -1.3369 2.15E-06 0.748 1475.702 1100.294
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A_24_P24685 Unknown ENST000 -1.33697 4.00E-10 0.74796 1769.465 1324.114
A_24_P187448 Unknown A_24_P18 -1.33699 8.09E-09 0.74795 1107.137 827.9962
A_24_P15 NM_0156 Homo sapieFGFR1OP2 -1.33711 0.00002 0.74788 898.666 672.7284
A_23_P20 NM_0181 Homo sapieATAD3A,F -1.33715 5.58E-07 0.74786 6642.788 4954.785
A_24_P169574 Unknown ENST000 -1.33715 4.30E-07 0.74786 780.536 583.5908
A_23_P28 NM_0326 Homo sapieGTPBP3, -1.33723 5.33E-06 0.74781 1256.62 937.6444
A_23_P18 NM_0224 Homo sapieMRPS25, -1.33737 5.27E-07 0.74774 22597.44 16843.89
A_23_P15 NM_0122 Homo sapieC22orf3,P -1.33746 0.00072 0.74769 2080.437 1546.969
A_32_P157481 ALU7_HU THC18916 -1.33795 0.00011 0.74741 826.431 618.7682
A_23_P19 NM_0068 Homo sapieKDELR2,E -1.33855 2.91E-11 0.74708 12659.11 9460.832
A_23_P16 NM_0048 Homo sapieEIF4E2,4E -1.33861 3.96E-11 0.74704 18259.69 13658.04
A_23_P91 NM_0133 prolactin r PREB,SE -1.33871 2.12E-07 0.74699 4156.41 3101.481
A_24_P409420 Unknown A_24_P40 -1.33881 0.00042 0.74693 6178.805 4589.98
A_23_P15 NM_0063 Homo sapiePGRMC2, -1.3391 3.03E-11 0.74677 3462.167 2583.99
A_23_P24 NM_0141 thymocyte THY28,M -1.33924 1.66E-11 0.74669 2060.619 1538.472
A_23_P34 NM_0794 Homo sapieMYL6,ES -1.33934 1.90E-12 0.74664 88678.53 66223.94
A_24_P32 AB051452 Polymeras POLR3H -1.33941 7.09E-06 0.7466 5548.979 4139.396
A_23_P14 NM_1383 Homo sapieC1orf37 -1.33945 8.21E-09 0.74657 6961.683 5185.112
A_32_P10 NM_01341 adenylate AK3L1,AK -1.33975 0.00049 0.74641 9080.737 6823.716
A_24_P247616 Unknown A_24_P24 -1.33987 0.00025 0.74634 2092.04 1571.638
A_23_P14 NM_0181 Homo sapieC14orf104 -1.3399 4.51E-10 0.74632 3947.372 2948.695
A_23_P16 NM_0246 Homo sapieIPO4,Imp4 -1.33996 3.43E-11 0.74629 4855.687 3623.961
A_24_P19 XM_29150 Homo sapieXM_29150 -1.33996 4.02E-06 0.74629 2966.469 2214.17
A_24_P17 NM_0204 Homo sapiePHTF2,M -1.34 3.92E-06 0.74627 840.6429 626.5177
A_23_P12 NM_0210 deformed DEAF1,SP -1.34006 1.22E-07 0.74624 3469.649 2596.952
A_23_P15 NM_0152 Homo sapiePHF15,JA -1.34009 2.36E-08 0.74622 771.7023 575.8705
A_23_P25 NM_0180 hypothetic AGGF1,V -1.34019 1.17E-06 0.74616 1528.556 1143.062
A_23_P25 NM_0121 Homo sapieAUP1 -1.34048 0.00042 0.746 5093.76 3778.188
A_23_P92 NM_0211 Homo sapieUNG2,UD -1.34058 1.03E-08 0.74594 2802.328 2086.323
A_23_P57 NM_0146 Homo sapiePPM1F,F -1.34058 0.00036 0.74595 379.8727 283.4255
A_24_P28 NM_0015 interleukin IL13RA1,N -1.34081 7.46E-07 0.74582 10949.48 8198.32
A_23_P38 NM_0181 elaC (E. c ELAC2,EL -1.34094 2.95E-12 0.74575 34727.57 25905.39
A_23_P56 NM_0155 Homo sapieFAM61A, -1.34096 4.37E-12 0.74573 3539.939 2639.178
A_24_P79 NM_0006 Homo sapieTGFB1 -1.34107 0.00007 0.74568 400.4323 298.5939
A_23_P61 NM_0241 hypothetic MGC4825 -1.34109 8.95E-13 0.74566 8186.006 6104.162
A_32_P40 NM_0064 U5 snRNP PRPF8,P -1.34137 4.51E-10 0.74551 9730.887 7263.266
A_32_P16 NM_1384 hypothetic LOC11614 -1.34139 0.00027 0.74549 1020.055 764.4574
A_24_P17 NM_00611 DNA segm TOMM40, -1.34155 3.00E-06 0.7454 1524.126 1136.88
A_24_P83 XM_08836 Homo sapieSEC11L2, -1.34158 1.03E-10 0.74539 4384.149 3271.065
A_24_P10 NM_1457 Homo sapieDMN,SYN, -1.34165 8.56E-09 0.74535 3694.186 2757.177
A_23_P72 NM_0042 Homo sapieCRSP2,C -1.34175 4.08E-06 0.7453 1136.855 848.1696
A_24_P30 NM_0123 phosphotid PITPNB,VI -1.34184 6.01E-10 0.74525 6423.85 4779.033
A_24_P38 NM_0050 non-histon NHP2L1,N -1.34191 0.00005 0.74521 4429.955 3292.186
A_23_P42 NM_0159 Homo sapieC7orf20,C -1.34192 0.00064 0.7452 1521.317 1131.918
A_23_P47 NM_0140 Homo sapieWDR37,F -1.342 0.00055 0.74516 863.4443 643.6486
A_23_P14 BC045739 Chromoso C15orf23 -1.34213 4.17E-06 0.74508 11828.33 8774.883
A_23_P13 NM_0323 Homo sapieELOF1,M -1.34229 0.00028 0.745 1303.153 967.2114
A_24_P40 AK093744 TIA1 cytot TIA1 -1.34257 0.00082 0.74484 1461.474 1088.405
A_23_P41 NM_0016 N-acylami APEH,AP -1.34267 1.95E-08 0.74479 1100.652 819.6382
A_23_P86 NM_0123 c-myc bind MYCBP,A -1.34276 0.00017 0.74474 1618.922 1209.047
A_23_P45 NM_0071 Homo sapiePROSC -1.343 4.53E-06 0.7446 1518.203 1127.537
A_23_P35 NM_0223 popeye pr POPDC3, -1.34302 0.00004 0.74459 3821.683 2826.427
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A_24_P418216 Unknown A_24_P41 -1.34314 1.64E-12 0.74452 3292.178 2451.23
A_24_P14 NM_0329 phosphatid PIG-Y -1.34322 8.39E-06 0.74448 3309.908 2467.726
A_23_P21 NM_0028 Homo sapieRAC2,Gx, -1.34323 4.80E-06 0.74447 5062.102 3782.033
A_23_P34 NM_0227 Homo sapieSFXN1,FL -1.34349 9.54E-09 0.74433 3111.165 2319.593
A_24_P28 NM_0056 small optic SOLH,CA -1.34349 2.81E-11 0.74433 4655.357 3466.33
A_23_P10 NM_0178 Dual speci DUSP23 -1.34352 5.90E-10 0.74431 8543.125 6378.53
A_24_P56 NM_1524 Homo sapieC17orf32, -1.3439 1.43E-07 0.74411 1141.347 848.126
A_32_P73 AA441859 zw62c10.r AA441859 -1.34421 8.26E-07 0.74393 614.7439 457.3467
A_23_P20 NM_0029 radixin RDX -1.34445 6.84E-06 0.7438 3252.979 2426.374
A_24_P33 BC039449 Hypothetic LOC33928 -1.34449 0.00016 0.74377 1644.463 1239.625
A_24_P44 NM_0003 tropomyosi TPM1,TM -1.34461 0.0003 0.74371 718.2523 534.5466
A_23_P69 NM_0045 Homo sapieNDUFB4, -1.34486 3.56E-13 0.74357 48206.14 35844.53
A_23_P40 NM_1737 Homo sapieNM_1737 -1.34492 1.86E-12 0.74354 33870.48 25193.91
A_23_P40 NM_0041 Ornithine d OAZ1 -1.34494 3.69E-11 0.74353 124726.1 92673.93
A_24_P39 NM_0031 tubulin-sp TBCC,CF -1.34504 0.00016 0.74347 815.0311 607.1342
A_24_P101503 Unknown A_24_P10 -1.34506 4.25E-10 0.74346 2644.185 1965.943
A_23_P16 NM_0240 hypothetic MGC2574, -1.34507 1.48E-12 0.74345 14003.29 10412.25
A_32_P11 NM_0030 SWI/SNF reSMARCC1 -1.34509 9.57E-10 0.74344 1041.021 773.9457
A_23_P22 AK022463 Homo sapieFLJ12649,F -1.34509 0.00002 0.74344 2767.408 2085.744
A_23_P14 NM_0146 Homo sapieCYFIP1,S -1.34513 0.00014 0.74342 2692.669 2011.555
A_23_P36 AB046765 KIAA1545 KIAA1545 -1.34534 2.89E-06 0.74331 2760.969 2066.567
A_24_P43 NM_0140 src homol DBNL,SH -1.34543 6.09E-08 0.74326 686.5928 510.3143
A_23_P20 NM_0248 Homo sapieC10orf119 -1.34557 1.43E-07 0.74318 3628.166 2703.419
A_23_P31 NM_0240 DEAD/H ( DDX3X,D -1.34573 0.00055 0.74309 654.9053 486.5917
A_23_P33 NM_0072 Homo sapieFKBP9,FKB -1.34574 0.00024 0.74308 4137.469 3097.967
A_24_P40 NM_0309 integral m ITM2C,E2 -1.34591 0.00058 0.74299 3376.25 2523.223
A_24_P14 NM_0175 leptin rece LEPROT,L -1.34598 0.00066 0.74295 1327.612 993.5696
A_24_P15 NM_0145 hypothetic MAC30 -1.34606 0.00006 0.74291 2534.595 1888.812
A_23_P20 NM_0322 Ubiquitin s USP48 -1.34606 2.66E-08 0.74291 3985.016 2963.319
A_23_P13 NM_0021 histidyl-tR HARS,HR -1.34608 3.96E-07 0.7429 5568.905 4152.083
A_32_P75 NM_1388 hypothetic MGC1647 -1.34623 4.21E-08 0.74282 6304.526 4691.228
A_23_P37 NM_0012 Homo sapieCNGB1,G -1.34632 0.00003 0.74276 2072.102 1543.297
A_23_P10 NM_0011 Homo sapieBCAT2,B -1.34639 2.79E-10 0.74273 2425.689 1802.203
A_23_P70 AK058186 Hypothetic LOC22171 -1.34641 0.00003 0.74272 872.4578 648.4365
A_24_P143543 Unknown ENST000 -1.34645 0.00035 0.74269 4168.103 3118.377
A_24_P12 NM_0070 cleavage a CPSF6,CF -1.34656 9.68E-11 0.74263 4148.824 3084.419
A_24_P269315 ILEU_HU THC19557 -1.3466 2.44E-06 0.74261 2801.958 2073.009
A_23_P20 NM_0058 Homo sapieGOLGA3, -1.3466 1.42E-08 0.74261 9276.82 6876.608
A_24_P925664 ALU1_HU THC18071 -1.34666 0.00096 0.74258 605.0295 449.4517
A_23_P20 NM_1832 Homo sapieGSTO2,b -1.34684 2.29E-09 0.74248 2465.14 1834.705
A_24_P16 NM_1814 Homo sapieMRPL55, -1.3469 1.41E-07 0.74245 25529.44 18856.71
A_23_P11 NM_0148 KIAA0196 gKIAA0196 -1.34697 2.61E-11 0.74241 5133.167 3811.248
A_23_P37 NM_2015 Homo sapieNDRG2,S -1.34702 9.82E-08 0.74238 1980.612 1467.321
A_24_P31 NM_0150 Homo sapieEXOSC7, -1.34717 7.29E-08 0.7423 7408.094 5512.416
A_32_P231302 AF059247 THC19800 -1.34721 0.00005 0.74228 1869.303 1393.101
A_23_P16 NM_0014 Homo sapieGDI2,RAB -1.34721 0.00003 0.74227 8162.347 6002.475
A_23_P41 AY423045 Vitamin K VKORC1L -1.34724 1.06E-06 0.74226 3346.315 2491.152
A_23_P80 NM_0219 Homo sapiePOLR2F, -1.34746 1.79E-09 0.74214 25092.75 18585.91
A_32_P96 NM_0247 hypothetic SHCBP1, -1.34747 7.12E-09 0.74213 2354.428 1750.672
A_23_P59 NM_0328 Homo sapieSLC35B4, -1.34749 2.55E-11 0.74212 1461.729 1084.785
A_23_P21 NM_0334 hexokinas HK1,HKI,H -1.34757 4.48E-06 0.74208 3801.561 2803.506
A_24_P67 NM_0039 CDC-like k CLK2,hCL -1.34768 0.00094 0.74202 450.4464 334.1564
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A_24_P76319 Unknown ENST000 -1.34774 0.00008 0.74198 1473.021 1088.2
A_23_P88 NM_0028 Homo sapieRAD51,R -1.34774 3.98E-10 0.74198 4195.517 3116.358
A_23_P65 NM_0037 Homo sapieDNCL1,LC -1.34786 1.99E-11 0.74191 92678.65 68683.11
A_24_P332595 Unknown A_24_P33 -1.34787 1.39E-10 0.74191 5277.315 3917.957
A_23_P45 NM_0132 Homo sapiePPP2R3B, -1.34802 7.11E-09 0.74183 1920.854 1425.955
A_23_P66 NM_0210 Homo sapieGCN5L2, -1.34833 1.52E-07 0.74166 6504.929 4809.475
A_23_P25 NM_0002 Homo sapiePDHA1,P -1.34843 0.00002 0.7416 31013.68 22804.34
A_24_P24 NM_1390 Homo sapieSMARCA3 -1.34843 0.0008 0.7416 2340.218 1752.516
A_23_P31 AK021933 Homo sapieFLJ11871 -1.34906 0.00051 0.74125 405.9004 300.8426
A_32_P18 NM_0239 hypothetic FUNDC2, -1.34919 1.20E-09 0.74119 8299.096 6166.858
A_23_P11 NM_0036 Homo sapieAKR7A2,A -1.3492 0.00007 0.74118 6653.078 4954.771
A_23_P96 NM_0069 Homo sapiePRKDC,H -1.3494 6.37E-11 0.74107 3056.812 2266.609
A_23_P12 NM_0325 Homo sapieEBPL,EB -1.34945 5.55E-09 0.74104 36958.84 27464.32
A_23_P41 NM_1735 Homo sapieFUT11,M -1.34955 0.00003 0.74099 963.6021 714.3814
A_24_P22 NM_0061 proliferatio PA2G4,EB -1.34955 1.32E-06 0.74099 15949.67 11751.04
A_23_P37 NM_1784 Homo sapieHMG4L -1.34956 0.00004 0.74098 9501.801 7073.623
A_23_P10 NM_0227 sarcoma a C1orf149, -1.34976 6.66E-07 0.74087 3454.846 2567.852
A_24_P25 NM_0012 caveolin 3 CAV3,VIP -1.34981 4.19E-06 0.74084 2383.935 1764.813
A_32_P12 BG616663 60261486 BG616663 -1.34986 0.00019 0.74082 893.2875 662.9117
A_32_P15 NM_0240 hypothetic PDCL3,VI -1.35001 0.00001 0.74073 564.9052 418.4069
A_24_P21 NM_0178 hypothetic C20orf11, -1.35006 0.00005 0.74071 4895.359 3615.565
A_24_P13 NM_03281 hypothetic FLJ14627 -1.35011 3.81E-06 0.74068 4183.847 3113.253
A_24_P37 AK026976 Hypothetic FLJ23323 -1.35016 4.34E-06 0.74065 2458.272 1823.063
A_23_P63 NM_0228 Homo sapieCTBP2 -1.3505 3.14E-08 0.74047 29382.62 21694.14
A_32_P106553 Unknown A_32_P10 -1.35067 1.82E-06 0.74038 6303.278 4657.307
A_23_P14 NM_0055 Homo sapieIDH3A -1.35071 2.06E-06 0.74035 1861.024 1376.786
A_24_P75 NM_01431 single-stra SMUG1 -1.3508 7.02E-10 0.7403 3288.484 2430.576
A_24_P89 NM_0021 histidyl-tR HARS,HR -1.35093 1.35E-06 0.74023 3778.365 2809.666
A_24_P98 NM_0073 guanine n GNA12,R -1.35096 7.24E-13 0.74021 2657.701 1967.291
A_24_P49 BC013389 LOC44015 BC013389 -1.35109 0.00002 0.74014 1365.291 1012.733
A_23_P12 NM_1757 Homo sapieRHOC,AR -1.35118 5.91E-12 0.74009 8858.444 6560.364
A_23_P33 NM_0240 XTP3-tran XTP3TPA,C -1.35119 1.52E-12 0.74009 12865.73 9517.232
A_23_P38 NM_0029 Homo sapieATXN2,ATX -1.3512 4.42E-10 0.74008 7673.601 5684.035
A_23_P96 NM_0252 Homo sapieC8orf20,P -1.35128 1.38E-06 0.74004 847.1134 626.5906
A_24_P20 NM_0164 hypothetic C6orf203, -1.35132 5.88E-07 0.74001 623.932 461.7126
A_23_P14 NM_0028 proteasom PSMB10,L -1.35145 1.45E-09 0.73995 14744.39 10886.04
A_23_P13 NM_0155 Homo sapiePTCD1,KI -1.35149 3.24E-11 0.73993 8085.683 5977.512
A_24_P23 AB004064 Homo sapietomoreguli -1.3515 3.07E-11 0.73992 44089.26 32585.86
A_24_P23 NM_0064 Mad4 hom MXD4,MA -1.35151 0.00048 0.73991 502.1661 371.495
A_24_P84 NM_01441 Siah-intera CACYBP, -1.35156 3.34E-10 0.73988 15358.12 11346.81
A_32_P197432 Unknown A_32_P19 -1.35176 0.00051 0.73978 2057.642 1525.153
A_23_P12 NM_0014 thyroid aut XRCC6,M -1.35179 2.30E-08 0.73976 5720.001 4243.078
A_32_P129968 Unknown A_32_P12 -1.35189 0.0002 0.7397 560.9226 414.8115
A_23_P16 NM_14471 Homo sapieKLHL23,MG -1.35202 0.00074 0.73964 416.156 307.616
A_24_P55 NM_1458 Homo sapieMTPN,V-1 -1.35205 0.00032 0.73962 5845.042 4365.063
A_23_P21 NM_0331 Homo sapieCNP,CNP -1.35217 4.77E-08 0.73955 19189.95 14227.31
A_23_P11 NM_1816 Homo sapieCKLF,C32 -1.35228 1.57E-08 0.73949 8886.752 6578.664
A_23_P37 NM_00121 Homo sapieC1QBP,p32 -1.3523 2.73E-06 0.73948 150684.1 110727.5
A_23_P71 NM_0180 hypothetic C8orf32,F -1.35235 4.10E-08 0.73945 1435.424 1060.619
A_23_P32 NM_0807 Homo sapieSRXN1,N -1.35239 5.74E-08 0.73943 32114.59 23662.21
A_23_P13 NM_1457 Homo sapieMRPL24, -1.35247 2.55E-09 0.73939 28130.07 20748.56
A_24_P28 NM_0053 protein-L-i PCMT1 -1.35257 0.00003 0.73933 4045.717 3013.637
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A_24_P332326 Unknown A_24_P33 -1.35269 9.57E-09 0.73927 64627.13 47855.22
A_23_P28 NM_0037 Homo sapieVAMP8,E -1.35287 2.09E-06 0.73917 26111.88 19194.9
A_23_P61674 AF212224 THC19644 -1.35298 0.00002 0.73911 468.7129 346.3992
A_23_P15 NM_0243 Homo sapieIRX3,IRX- -1.35306 5.16E-08 0.73906 1870.127 1385.846
A_23_P35 NM_1758 hypothetic FLJ35119 -1.35317 4.32E-08 0.73901 1173.871 868.6218
A_23_P12 NM_0309 hypothetic ISG20L2,F -1.35332 3.70E-09 0.73892 2251.946 1660.085
A_32_P200773 AF193342 THC18379 -1.35346 0.00005 0.73885 1173.726 865.4928
A_23_P14 NM_0037 membrane-MBTPS1, -1.35357 7.54E-12 0.73879 3802.803 2810.854
A_23_P35 NM_0181 hypothetic C10orf6 -1.35374 1.22E-06 0.73869 765.7709 565.884
A_24_P35 AK054681 Chromoso C22orf13 -1.35383 0.00022 0.73864 3452.633 2569.99
A_32_P91156 AF030694 THC18524 -1.35396 7.91E-06 0.73857 968.0094 715.521
A_23_P25 NM_13841 Homo sapieFAM54A, -1.3541 5.38E-08 0.7385 1676.79 1236.415
A_24_P239017 Unknown A_24_P23 -1.35411 0.00033 0.73849 4676.153 3437.723
A_32_P27 NM_0156 Chromoso C10orf61 -1.35424 6.77E-12 0.73842 5523.32 4080.088
A_23_P29 NM_0529 Homo sapieRPL39L,R -1.35426 2.77E-07 0.73841 4085.459 3026.276
A_23_P38 NM_17361 hypothetic FLJ90652,F -1.3544 0.00012 0.73833 5079.178 3730.552
A_23_P87 NM_0220 mitochond MRPL17, -1.35464 0.00004 0.7382 11776.58 8774.427
A_23_P27 NM_0320 Elastin mic EMILIN2 -1.35465 0.00031 0.7382 568.667 419.7661
A_24_P57 NM_1813 Homo sapieMRPL52 -1.35511 0.00043 0.73795 1394.604 1034.752
A_23_P65 NM_0132 Homo sapieRACGAP1 -1.35515 6.82E-08 0.73793 7887.179 5838.841
A_23_P48 NM_1385 Homo sapieKIF23,CH -1.3552 9.19E-11 0.7379 7774.649 5738.984
A_23_P35 NM_0003 Homo sapieUROS -1.35526 0.00011 0.73786 2137.049 1578.05
A_23_P84 NM_0220 Homo sapieGALNT11,F -1.35548 0.00007 0.73775 5780.167 4276.194
A_24_P92 NM_0063 DEAD/H ( DDX17,P72 -1.35557 8.35E-10 0.7377 2673.435 1975.475
A_23_P15 NM_0008 Homo sapieICAM2,CD -1.35587 4.74E-12 0.73754 4734.655 3490.096
A_23_P37 AK055367 Chromoso C14orf126 -1.3559 3.15E-11 0.73751 2025.582 1494.429
A_23_P27 NM_1522 Homo sapieATP1A3,RD -1.35591 0.00039 0.73751 1490.222 1086.957
A_24_P122403 Unknown THC18315 -1.3562 1.35E-11 0.73735 1322.339 975.0054
A_23_P35 NM_0013 dihydropyri DPYSL2,D -1.35625 0.00004 0.73733 8705.026 6471.393
A_23_P21 NM_0063 Homo sapieLYPLA1,L -1.35625 8.78E-06 0.73733 5808.766 4306.216
A_23_P11 NM_1533 Homo sapieTCEAL8,M -1.35628 4.02E-12 0.73731 8445.817 6231.649
A_24_P31 NM_0210 nuclear re NR2F2,AR -1.35634 0.00041 0.73728 5884.741 4374.028
A_24_P10 NM_0063 nucleolar NOL5A,N -1.35637 0.00008 0.73726 53835.44 39343.93
A_32_P45 NM_0058 isocitrate d IDH1,IDH,I -1.35639 3.24E-11 0.73725 27129.23 19972
A_24_P470754 Unknown A_24_P47 -1.35642 0.00002 0.73723 918.974 678.2146
A_23_P93 NM_0189 DKFZp434 DKFZP43 -1.35662 0.00001 0.73713 956.923 706.0847
A_24_P11 NM_0314 Homo sapieC19orf12, -1.35664 4.85E-12 0.73712 2868.161 2113.363
A_23_P36 NM_1524 Homo sapieEME1,MM -1.35668 0.00046 0.73709 1781.879 1302.892
A_23_P64 NM_0057 Homo sapieTSFM,EF- -1.35685 1.30E-06 0.737 26008.68 19079.14
A_23_P13 NM_0201 Nicalin ho NCLN -1.35691 6.32E-08 0.73697 819.8195 604.3489
A_24_P13 NM_0207 Homo sapieFAM62B, -1.35692 3.27E-07 0.73697 1899.507 1403.167
A_24_P35 BC022779 V-akt muri AKT2 -1.35696 2.91E-09 0.73694 15597.92 11489.8
A_24_P101493 Unknown A_24_P10 -1.35707 1.29E-09 0.73688 3175.09 2339.965
A_23_P10 NM_0071 Homo sapieTCEB2,SIII -1.35714 0.00034 0.73685 2641.143 1963.459
A_23_P91 NM_0169 chromoso C21orf6,G -1.35714 1.14E-09 0.73684 1113.321 820.0406
A_24_P79 NM_0060 aldo-keto r AKR1A1,A -1.35725 2.16E-11 0.73678 5732.8 4227.653
A_23_P73 NM_0147 armadillo r ARMCX2, -1.35748 1.04E-07 0.73666 685.4643 504.9307
A_24_P73920 IMB1_HU THC18332 -1.35751 0.00023 0.73664 1165.666 861.0186
A_24_P14 NM_0148 KIAA0475 gFAM20B -1.35752 3.80E-10 0.73664 16027.08 11780.36
A_32_P89 NM_0031 signal seq SSR1,TR -1.35753 4.31E-11 0.73663 1207.455 889.4843
A_23_P10 NM_0018 Homo sapieCOX6B1, -1.35767 4.39E-08 0.73656 32439.46 23757.8
A_23_P25 NM_13841 Homo sapieCKLFSF7, -1.35771 4.65E-07 0.73654 4308.576 3172.831
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A_23_P15 NM_0033 Homo sapieVEGFB,V -1.35772 0.00013 0.73653 6392.547 4703.974
A_24_P30 NM_0189 Homo sapieRIN2,RAS -1.35792 7.47E-12 0.73642 2137.767 1573.912
A_23_P34 NM_1818 Homo sapieDVL1,DVL, -1.35792 0.00001 0.73642 937.6813 691.0963
A_23_P13 NM_1523 Homo sapiePQLC3,C2 -1.35792 0.00003 0.73642 653.1079 480.7833
A_24_P247596 Unknown A_24_P24 -1.35805 8.49E-06 0.73635 4007.593 2969.563
A_23_P67 NM_0040 Homo sapieADCY3,A -1.3581 8.94E-13 0.73632 8814.783 6491.967
A_24_P28 BC066984 Mitogen-a MAP2K1 -1.3582 0.00031 0.73627 570.837 420.1494
A_24_P14 NM_0210 N-myristoy NMT1,NM -1.35821 0.00084 0.73626 8475.995 6298.243
A_23_P13 NM_0142 Homo sapieCELSR1, -1.35825 0.00051 0.73624 531.3202 391.108
A_23_P25 NM_0027 Homo sapiePSMA6,IOT -1.35844 1.31E-09 0.73614 53563.37 39315.54
A_32_P86 BC035036 Aminoacyl ACY1L2 -1.35866 2.98E-08 0.73602 1979.424 1459.437
A_24_P16 NM_05401 Homo sapieFKBP1A,FK -1.3587 1.01E-08 0.736 1327.234 976.6273
A_23_P41 NM_0013 Homo sapieCTBP1,M -1.35881 7.33E-09 0.73594 9658.221 7097.472
A_24_P27 NM_0057 RNA, U tra RNUT1,K -1.35889 0.00014 0.73589 690.2731 507.2312
A_24_P17 NM_19431 hypothetic LOC33976 -1.3589 0.00001 0.73589 2128.343 1576.532
A_23_P12 NM_0140 feline leuk FLVCR -1.35913 1.88E-10 0.73577 2597.985 1914.306
A_23_P69 NM_0183 hypothetic CNO,FLJ1 -1.35918 0.00003 0.73574 1958.651 1441.736
A_24_P10 NM_0245 hypothetic FLJ13154 -1.35921 1.43E-10 0.73572 16217.35 11947.29
A_23_P38 NM_0181 Homo sapieELAC2,EL -1.35938 5.65E-10 0.73563 17091.55 12597.42
A_23_P21 NM_0142 Homo sapieRBX1,RO -1.35943 1.17E-08 0.7356 9804.896 7251.156
A_23_P47 NM_0055 Homo sapieLDHA,LD -1.35944 3.01E-08 0.7356 51027.55 37408.46
A_24_P92 AK058024 Zinc finger ZNF161 -1.35945 4.51E-07 0.73559 2258.54 1666.083
A_24_P884915 Unknown A_24_P88 -1.35952 4.19E-13 0.73555 24378.29 17937.99
A_24_P11 BC014048 Kelch repeaKBTBD4 -1.35955 1.18E-07 0.73554 653.324 480.5602
A_23_P34 NM_0027 Homo sapiePSMA2,M -1.35975 6.59E-11 0.73543 23971.68 17666.36
A_23_P82 NM_0581 Homo sapieC21orf51 -1.35993 8.97E-06 0.73533 1939.787 1434.666
A_23_P82 NM_00041 Homo sapieIFNGR1,C -1.35994 6.25E-13 0.73533 5831.315 4285.962
A_32_P19 NM_00711 transcripti TFDP1,DP -1.36 1.11E-06 0.73529 1013.782 746.0639
A_24_P34 NM_0165 DHHC1 pr ZDHHC3, -1.3601 3.85E-06 0.73524 1259.652 926.75
A_24_P87 BC039021 CDNA clo BC039021 -1.36035 4.09E-06 0.73511 2185.614 1618.304
A_24_P79 AK056910 Hypothetic FLJ11000 -1.36038 4.30E-10 0.73509 2211.659 1627.068
A_24_P58 XM_37805 similar to h LOC40236 -1.36038 1.35E-06 0.73509 8274.311 6064.231
A_32_P34 NM_00141 eukaryotic EIF4B,EIF -1.36043 9.51E-10 0.73506 4604.567 3386.785
A_23_P32 NM_01221 interleukin ILF3,DRB -1.36058 0.00005 0.73498 1214.532 893.5043
A_23_P10 NM_0178 hypothetic FLJ20512 -1.36064 0.00002 0.73495 3162.272 2313.942
A_23_P15 NM_0060 Homo sapieTUBA1,FL -1.36082 0.00054 0.73485 25756.28 18674.83
A_23_P21 NM_0123 Homo sapieAP2A2,HI -1.36099 0.00007 0.73476 2528.886 1867.87
A_24_P53 NM_1393 Homo sapieATRN,MG -1.36107 0.00011 0.73472 798.4711 587.4593
A_24_P26 NM_00011 dystonia 1, TOR1A,D -1.36107 0.00005 0.73472 1875.62 1383.578
A_32_P20 NM_1982 Homo sapieTMEM17, -1.36114 1.55E-06 0.73468 913.0269 669.9863
A_32_P20 AB032986 Homo sapieKIAA1160 -1.36119 3.87E-11 0.73465 1248.866 917.3902
A_32_P16 BC013438 Hypothetic LOC37529 -1.36125 8.53E-07 0.73462 2687.955 1969.348
A_23_P21 NM_0063 Homo sapieTACC3,E -1.36125 1.13E-06 0.73462 1567.858 1149.113
A_23_P13 NM_0251 hypothetic WDR71,P -1.36134 0.00018 0.73457 952.0931 700.1624
A_23_P13 NM_0050 Homo sapiePOLRMT, -1.36143 1.61E-09 0.73452 5033.333 3699.014
A_24_P42 NM_0068 KDEL (Lys-KDELR2,E -1.36165 0.00007 0.7344 6567.436 4795.538
A_24_P91 AB062488 OK/SW-cl. OK/SW-cl. -1.36189 0.00019 0.73427 578.6574 424.8536
A_32_P23 NM_0055 lactate deh LDHA,LD -1.36189 0.00012 0.73427 91525.34 66449.39
A_32_P145159 Unknown THC18683 -1.36191 0.00017 0.73426 749.8003 551.2411
A_23_P21 NM_00411 Homo sapieFGF12,FHF -1.36192 0.00026 0.73426 2816.192 2081.498
A_23_P14 NM_1388 similar to LOC13414 -1.36226 0.0001 0.73407 4712.08 3478.576
A_23_P10 NM_1450 pellino 3 al PELI3,MG -1.3624 1.77E-06 0.734 969.5905 712.2897
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A_23_P21 NM_0184 Homo sapieEPB41L4 -1.36248 7.87E-06 0.73395 2562.062 1879.922
A_23_P11 NM_0039 Homo sapieMPZL1,PZ -1.36263 1.30E-07 0.73388 4240.621 3102.188
A_24_P26 NM_0066 unactive p PTGES3, -1.36272 0.0006 0.73383 4640.367 3400.061
A_32_P50 NM_0008 FK506-bin FKBP1A,FK -1.36338 0.00044 0.73347 2267.291 1678.915
A_23_P18 NM_0006 Homo sapieADH5,FD -1.36348 0.0001 0.73342 881.7296 648.3676
A_23_P12 NM_0322 hypothetic TRG20,L6 -1.36362 6.99E-08 0.73334 16603.41 12129.27
A_23_P16 NM_1393 Homo sapieBIN1,AMP -1.36366 2.78E-07 0.73332 1434.648 1055.042
A_23_P20 NM_0169 Homo sapieCKLF,C32 -1.36376 3.79E-13 0.73327 15798.95 11578.77
A_24_P39 NM_0178 tRNA sele SECP43,P -1.36376 0.00006 0.73327 653.669 479.7084
A_32_P23795 Unknown A_32_P23 -1.36409 6.60E-07 0.73309 5555.919 4072.889
A_23_P89 NM_0146 Homo sapieNUP93,KI -1.36423 2.20E-08 0.73301 3342.358 2453.061
A_23_P35 NM_0039 ribosomal RPS6KA4, -1.36463 1.37E-07 0.7328 1614.56 1181.732
A_24_P12 NM_0067 tyrosine 3- YWHAE,M -1.36463 0.00005 0.7328 1752.326 1292.802
A_23_P39 NM_14531 Homo sapieRASGEF1 -1.36467 8.95E-08 0.73278 1430.738 1048.358
A_24_P40 NM_00451 integrin-lin ILK,P59,D -1.36474 1.57E-06 0.73274 1454.681 1065.246
A_23_P15 NM_01431 integral inn LEMD3,M -1.3648 0.00002 0.73271 878.4417 643.7231
A_24_P127425 Unknown ENST000 -1.36486 3.37E-12 0.73267 2511.949 1839.886
A_24_P27 NM_00381 Homo sapieCDS2 -1.36495 4.60E-06 0.73263 2024.355 1483.888
A_24_P25 NM_0165 apoptosis- FLJ39616 -1.36534 0.00008 0.73242 1846.905 1364.902
A_23_P12 NM_0029 Homo sapieRDBP,RD, -1.36573 2.99E-12 0.73221 12623.03 9236.154
A_24_P28 NM_0323 hypothetic MGC1074 -1.36584 0.00002 0.73215 5782.201 4260.328
A_23_P83 NM_0141 Homo sapieMRPL18,H -1.36589 4.26E-07 0.73212 25693.97 18702.39
A_23_P20 NM_0052 Growth fac GFER -1.36602 1.53E-12 0.73205 2979.424 2181.997
A_23_P50 NM_0174 WD repeat WDR1,AIP -1.36605 2.17E-07 0.73204 4822.718 3545.736
A_23_P13 NM_0029 ribophorin RPN1,RB -1.36617 0.00014 0.73197 7185.499 5295.745
A_23_P59 NM_1817 hypothetic FLJ12760 -1.36624 6.55E-12 0.73194 1621.356 1186.467
A_24_P93 NM_0143 mitochond MTCH2,H -1.36654 1.47E-07 0.73178 1469.573 1076.447
A_23_P28 NM_0037 syntaxin 1 STX10,SY -1.36654 0.00049 0.73177 984.5071 718.3261
A_23_P25 NM_1527 Homo sapieC7orf27,M -1.36672 1.23E-06 0.73168 3501.953 2563.451
A_23_P16 NM_0178 Homo sapiePARP16,C -1.36676 0.00009 0.73166 828.3015 607.5263
A_23_P72 NM_0056 Homo sapiePTK2,FAK, -1.36699 0.00005 0.73153 1253.503 917.2109
A_23_P53 NM_0048 Homo sapieTP53I3,PI -1.36753 2.89E-08 0.73125 3044.78 2230.138
A_23_P20 AK027166 Lung canc HLC-8 -1.36755 4.48E-11 0.73123 1778.638 1299.957
A_24_P22 NM_0062 splicing fa SFRS7,9G -1.36756 4.37E-08 0.73123 992.5532 725.2896
A_32_P45 BX648283 KIAA1171 KIAA1171 -1.36785 0.00011 0.73107 900.4096 660.1659
A_23_P31 NM_1785 NS5ATP1 NS5ATP1 -1.36788 1.04E-07 0.73106 637.3055 465.9197
A_23_P87 NM_0041 Homo sapieTARBP2 -1.36791 1.73E-12 0.73104 1883.577 1377.162
A_24_P37 NM_0065 SNARE pr YKT6 -1.36796 0.00004 0.73102 2792.657 2042.032
A_23_P67 NM_0027 Homo sapiePKN1,DB -1.36802 0.00088 0.73098 519.7386 379.7362
A_23_P88 NM_0178 hypothetic DUS2L,D -1.36803 0.00003 0.73098 580.9574 424.6458
A_24_P58759 Unknown A_24_P58 -1.36818 1.39E-12 0.7309 26375.12 19259.98
A_32_P204258 Unknown THC19199 -1.36825 1.75E-07 0.73086 1804.038 1321.561
A_23_P38 NM_1456 Homo sapieAPOL4,AP -1.36832 0.00052 0.73082 461.5985 337.4688
A_23_P43 NM_0003 Homo sapiePMM2,CD -1.36846 1.18E-10 0.73075 2894.319 2112.149
A_32_P43 NM_0027 Homo sapiePSMA6,IOT -1.36855 2.96E-06 0.7307 90501.05 65563.63
A_23_P15 AL832489 KIAA1970 KIAA1970 -1.36861 0.00016 0.73067 1438.806 1057.741
A_32_P14 XM_37220 similar to LOC38984 -1.36871 0.00099 0.73061 2378.955 1741.451
A_23_P16 NM_1534 Homo sapiePITX2,RS,R -1.36898 2.56E-09 0.73047 1173.917 857.3015
A_23_P35 NM_0323 hypothetic MGC1415 -1.36906 9.29E-08 0.73043 73322.59 53276.7
A_23_P21 NM_0004 adenylate AK1 -1.36923 4.58E-14 0.73034 4566.78 3335.541
A_24_P99 NM_0022 RAN bindi RANBP5 -1.3693 3.54E-08 0.7303 2669.972 1957.628
A_32_P84 NM_1523 hypothetic C1orf93,M -1.3695 0.00006 0.7302 699.0598 510.1368
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A_23_P65 NM_03321 hypothetic MGC1099 -1.36958 4.68E-11 0.73015 1084.004 791.4318
A_24_P10 XM_11662 Homo sapieENST000 -1.36991 4.00E-08 0.72998 4684.979 3429.073
A_24_P12660 Unknown THC18357 -1.36997 0.00046 0.72994 384.7533 280.6852
A_24_P161809 Keratin, ty KRT18 -1.36997 4.89E-09 0.72994 4767.7 3486.083
A_23_P60 NM_0056 Homo sapieVDAC3,H -1.37018 7.68E-10 0.72983 12999.64 9507.963
A_24_P118719 Unknown A_24_P11 -1.37018 3.72E-07 0.72983 512.6705 374.1575
A_24_P84 NM_0029 RD RNA-b RDBP,RD, -1.37072 4.36E-10 0.72954 29085.2 21262.39
A_23_P10 NM_0003 Homo sapieROM1,RO -1.37095 2.15E-12 0.72942 1433.01 1045.292
A_23_P43 NM_0178 hypothetic C8orf52,F -1.37106 1.59E-07 0.72936 688.7555 502.3452
A_24_P75 AL049461 MRNA; cD ENST000 -1.37108 7.63E-07 0.72935 1200.855 877.4495
A_23_P48 NM_0139 Homo sapieDIO2,SelY, -1.3716 1.73E-10 0.72908 6256.448 4557.5
A_24_P27 NM_0059 tubulin-sp TBCD,KIA -1.37206 1.12E-09 0.72883 13224.8 9625.096
A_24_P195974 Unknown A_24_P19 -1.37206 0.00054 0.72883 3909.78 2814.392
A_23_P10 AK026575 Heat shoc HSBP1 -1.37239 3.59E-09 0.72866 2140.277 1555.563
A_24_P43 NM_0179 hypothetic C9orf40,F -1.37268 3.83E-08 0.7285 2160.075 1577.324
A_32_P1360 Unknown A_32_P13 -1.37277 0.00087 0.72845 1499.59 1091.198
A_23_P62 NM_0221 Homo sapieMRPS14, -1.37287 4.62E-11 0.7284 13795.64 10069.6
A_24_P37 NM_0019 Homo sapieDLAT,DLTA -1.37296 0.00001 0.72835 2076.568 1519.758
A_32_P60 NM_0323 Inhibitor of ING5 -1.37322 1.11E-09 0.72822 2254.923 1641.768
A_23_P63 NM_03211 Homo sapieMRPL43,bM -1.3735 1.30E-12 0.72807 19092.07 13915.02
A_23_P56 NM_00131 casein kin CSNK1G2 -1.37354 1.66E-07 0.72805 887.0762 646.0302
A_32_P18 NM_0132 Rac GTPa RACGAP1 -1.37355 5.20E-09 0.72804 9467.538 6912.964
A_24_P50 AK124185 Hypothetic LOC33928 -1.37364 0.00034 0.72799 317.7738 231.3388
A_23_P13 NM_0026 Homo sapiePIGF,MG -1.37374 5.61E-09 0.72794 3736.756 2724.929
A_23_P14 NM_0063 Homo sapieVTI1B,VTI -1.374 5.34E-07 0.7278 16593.54 12024.55
A_23_P14 NM_0175 Homo sapieSURF2,S -1.37403 8.69E-15 0.72779 10613.18 7724.034
A_23_P15 NM_0184 hypothetic HSA27219 -1.37418 4.47E-14 0.72771 33064.24 24054.78
A_23_P16 NM_0073 low densit COG2,LD -1.37419 5.89E-08 0.7277 5771.881 4213.853
A_24_P60 AF098968 LOC44033 AF098968 -1.37439 0.00086 0.7276 699.6918 508.5609
A_23_P25 NM_0120 Homo sapieCCT5,CC -1.37443 7.33E-06 0.72757 141819.4 102292.9
A_24_P93 AF305817 Syntaxin 1 STX16 -1.37445 7.24E-13 0.72757 7206.446 5239.033
A_23_P10 NM_02021 Homo sapieDKFZp547 -1.37447 8.98E-08 0.72755 685.2996 498.546
A_24_P19 NM_0190 Spindlin fa SPIN2 -1.37462 8.99E-07 0.72747 1450.915 1051.932
A_23_P31 NM_0227 Homo sapieRABL5,FL -1.37467 4.73E-09 0.72745 7519.765 5485.115
A_23_P20 NM_0159 Homo sapieKIAA0859,C -1.37483 9.98E-12 0.72736 10614.01 7729.482
A_24_P11 NM_0160 DORA rev DREV1,D -1.37485 4.79E-08 0.72735 4188.517 3058.287
A_23_P93 NM_0067 Homo sapieNUDT3,DI -1.37488 2.02E-10 0.72734 1377.081 1002.129
A_23_P33 NM_1737 Homo sapieNM_1737 -1.37491 0.00004 0.72732 25096.05 18297.91
A_24_P49 NM_1814 Homo sapieMRPL55, -1.37491 4.99E-08 0.72732 10978.66 7944.785
A_24_P18 NM_0327 tubulin alp TUBA6,M -1.37494 1.86E-07 0.7273 260961.8 190622.2
A_23_P12 NM_0002 Homo sapiePGK1,PG -1.37495 1.47E-09 0.7273 126530.1 91823.45
A_23_P37 NM_0181 Homo sapieCDCA8,B -1.37504 1.84E-11 0.72725 6854.894 4992.325
A_24_P489639 Unknown A_24_P48 -1.37514 0.00002 0.7272 467.5875 340.0875
A_23_P74 NM_0031 Homo sapieTCEB3,SIII -1.37524 1.09E-11 0.72715 2153.26 1566.833
A_23_P12 NM_1523 Homo sapieTARSL2,F -1.37532 0.00011 0.7271 605.5865 440.1982
A_23_P67 NM_0324 Homo sapieJAGN1,GL -1.37546 2.48E-09 0.72703 14139.08 10249.5
A_24_P28 NM_0332 purine-rich PURB,PU -1.37549 7.91E-08 0.72701 4879.419 3530.268
A_24_P29 NM_05401 Homo sapieMGAT4B, -1.37553 0.00007 0.72699 2407.874 1754.135
A_23_P20 AB011134 Glycine-, g KIAA0562 -1.37638 0.00039 0.72654 1100.031 799.7058
A_24_P306644 Unknown A_24_P30 -1.37673 1.27E-07 0.72636 1708.792 1238.354
A_23_P35 NM_0806 Homo sapieB3GALT6, -1.37674 1.09E-09 0.72635 3824.49 2779.002
A_23_P13 NM_0034 Homo sapieSTAM,ST -1.3769 0.00002 0.72627 749.6293 544.9783
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A_23_P40 AB033007 Endoplas KIAA1181 -1.37694 2.10E-12 0.72625 4383.699 3182.866
A_23_P12 NM_0034 Homo sapieYWHAB,H -1.37705 4.17E-11 0.72619 20180.78 14680.55
A_24_P35 AB011087 KIAA0515 KIAA0515 -1.37713 1.01E-08 0.72615 4287.603 3104.648
A_23_P10 NM_0188 Homo sapieC20orf24, -1.37723 0.00007 0.72609 133283 95839.39
A_24_P56 NM_0211 mitochond MRPS12, -1.37726 4.52E-14 0.72608 9041.182 6566.412
A_23_P10 NM_0068 chromobo CBX1,CB -1.37746 0.00005 0.72597 3815.869 2814.166
A_23_P20 NM_0031 Homo sapieSURF1 -1.37747 6.57E-14 0.72597 3942.706 2861.518
A_24_P29 NM_0134 makorin, ri MKRN1,R -1.37749 5.52E-06 0.72596 706.8788 512.8484
A_24_P67 NM_0022 keratin 8 KRT8,K8, -1.3775 0.00002 0.72595 2668.546 1928.012
A_23_P21 NM_0314 Homo sapieUCK1,UR -1.3778 3.64E-09 0.7258 1234.825 896.0386
A_23_P39 NM_0159 mitochond MRPS7,M -1.37796 5.85E-12 0.72571 4078.35 2956.15
A_23_P10 NM_0202 Homo sapieCHPT1,C -1.37806 1.89E-10 0.72566 5225.733 3796.985
A_24_P38 NM_0206 AD023 protAD023,M -1.37815 0.00003 0.72561 412.2621 299.1818
A_23_P16 BC001097 Eukaryotic EIF4B -1.37828 7.72E-10 0.72554 32439.9 23586.09
A_24_P13 NM_0184 hypothetic HSA27219 -1.37885 3.40E-12 0.72524 12031.12 8718.207
A_24_P936051 A40201 ar THC19143 -1.37893 2.02E-06 0.7252 565.5432 410.1323
A_23_P15 NM_0033 Homo sapieUBE2I,P1 -1.37908 3.52E-09 0.72512 23038.37 16742.57
A_24_P281730 Unknown A_24_P28 -1.37923 0.00006 0.72504 498.9249 361.7839
A_23_P37 BC028316 Tumor sup TUSC1 -1.3796 3.86E-07 0.72485 1685.806 1221.953
A_23_P34 NM_0230 Homo sapieCAPN10 -1.37962 0.00004 0.72484 1740.453 1264.084
A_24_P25 NM_2073 Homo sapieZDHHC24 -1.37998 4.71E-08 0.72465 2362.463 1709.071
A_23_P15 NM_02471 Homo sapieISOC2 -1.38048 6.42E-08 0.72438 4924.925 3559.583
A_23_P63 NM_03211 Homo sapieMRPL43,bM -1.38056 1.17E-11 0.72434 8721.779 6307.189
A_23_P34 NM_0001 Homo sapieEPHX1,M -1.38087 7.58E-13 0.72418 2757.617 1998.005
A_24_P54 NM_0028 prothymosi PTMA,TM -1.38089 2.60E-11 0.72417 181704.6 131351
A_24_P93 NM_00141 eukaryotic EIF4B,EIF -1.38091 3.10E-10 0.72416 1162.794 842.1054
A_24_P17 AK091178 Hypothetic LOC28540 -1.38104 0.00002 0.72409 2793.226 2013.523
A_23_P12 NM_0327 tubulin alp TUBA6,M -1.38151 0.00001 0.72385 136129.8 97390.43
A_23_P36 NM_02291 Homo sapieVPS33A,F -1.38161 8.83E-11 0.72379 2072.067 1499.638
A_24_P204334 Unknown A_24_P20 -1.38165 0.0001 0.72377 14560.96 10660.99
A_32_P16 NM_1384 hypothetic LOC11614 -1.38176 1.95E-07 0.72372 1567.036 1136.748
A_24_P843309 Unknown A_24_P84 -1.38186 1.01E-07 0.72366 1520.749 1102.476
A_32_P214005 Unknown THC18565 -1.38208 3.85E-15 0.72355 10898.75 7885.468
A_24_P93 AK123264 CDNA FLJ4AK123264 -1.38218 0.00031 0.72349 768.5227 556.9122
A_24_P40 XM_29198 similar to h LOC33875 -1.38253 4.27E-08 0.72331 15247.48 10986.11
A_23_P19 NM_0240 hypothetic MGC2477 -1.38261 4.29E-10 0.72327 17000.32 12330.1
A_23_P25 NM_0160 Isochorism CGI-111 -1.38293 8.75E-07 0.7231 6328.744 4555.376
A_23_P13 NM_0147 Homo sapieARHGAP1 -1.38294 0.00004 0.7231 1235.672 892.4054
A_23_P20 NM_00611 Homo sapieVAV3 -1.38317 7.10E-07 0.72298 5069.796 3656.597
A_23_P29 NM_0164 mitochond MTP18,H -1.38333 9.25E-09 0.72289 3092.083 2227.886
A_23_P58 NM_0009 Homo sapieNQO2,QR -1.38334 6.52E-06 0.72289 11102.57 7953.357
A_24_P18 AB007935 Immunogl IGSF3 -1.38347 0.00005 0.72282 389.3535 281.4734
A_32_P17 BM701156 Transcribe BM701156 -1.38355 3.87E-09 0.72278 857.5045 619.7605
A_23_P36 NM_1523 EID-2-like i EID-3,FLJ -1.38374 1.10E-08 0.72268 766.3694 553.7627
A_24_P14 NM_0179 hypothetic PEX26,FL -1.38388 2.01E-08 0.72261 5270.911 3818.379
A_23_P20 NM_0160 Homo sapieTTC11,Fis -1.38425 1.54E-06 0.72241 6076.137 4422.989
A_23_P20 NM_0057 actin relat ARPC1B, -1.38443 0.00005 0.72232 9542.075 6830.564
A_23_P50 NM_0174 WD repeat WDR1,AIP -1.3846 6.98E-07 0.72223 3410.758 2472.98
A_24_P212715 Unknown A_24_P21 -1.38462 6.25E-06 0.72222 730.787 527.8652
A_24_P26 NM_1784 Hypothetic MGC5428 -1.3848 3.69E-06 0.72212 1483.435 1075.939
A_23_P13 NM_0040 Homo sapieATP6V0B, -1.38487 1.43E-11 0.72209 12474.38 9021.242
A_23_P15 NM_00611 Homo sapieTOMM40, -1.38523 2.16E-08 0.7219 4262.943 3085.12
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A_23_P30 NM_0308 Homo sapiePLA2G12 -1.38525 7.40E-08 0.72189 2756.381 1997.887
A_24_P21 AF130080 Nuclear ub NUCKS -1.3854 6.28E-11 0.72181 996.5853 719.4327
A_23_P21 NM_00111 Homo sapieADD1,AD -1.38568 1.40E-14 0.72167 7772.901 5609.748
A_24_P19 NM_1446 hypothetic FLJ31153 -1.38575 6.92E-06 0.72163 938.0109 678.6947
A_24_P94 NM_0182 hypothetic TMEM34, -1.38581 3.14E-07 0.7216 1657.177 1198.453
A_23_P54 NM_01401 dexameth DEXI,MYL -1.38605 1.74E-07 0.72148 7933.985 5735.094
A_24_P170103 Unknown A_24_P17 -1.38618 1.32E-08 0.72141 116915.9 83912
A_23_P54 NM_0324 Homo sapieMRPL38, -1.3862 0.00023 0.7214 16197.22 11538.6
A_24_P21 NM_0067 surfeit 6 SURF6,FLJ -1.3868 7.86E-06 0.72108 714.9976 516.0429
A_23_P15 NM_0223 Homo sapieITGB1BP1 -1.38687 3.90E-12 0.72105 14626.31 10531.46
A_24_P13 NM_0043 Rho GDP ARHGDIA, -1.387 6.40E-08 0.72098 639.1184 460.7776
A_24_P82 NM_0186 zinc finger ZNF313,R -1.38701 1.14E-07 0.72098 8274.781 5987.841
A_23_P62 NM_0016 Homo sapieATP1B1,A -1.38707 6.19E-11 0.72094 21256.3 15297.93
A_24_P94 NM_0148 Homo sapieSLC35E2, -1.38709 9.29E-06 0.72094 2787.917 2006.484
A_32_P88 BC016882 Chromoso C22orf9 -1.38715 4.90E-09 0.7209 9222.557 6642.768
A_23_P22 NM_0056 PTK2 prot PTK2,FAK, -1.38716 8.70E-06 0.7209 896.7618 646.9915
A_24_P12 NM_0202 Nit protein NIT2 -1.38718 1.26E-10 0.72089 14074.77 10166.65
A_23_P48 NM_03091 protein kin CDADC1, -1.38729 0.00076 0.72083 366.2925 263.7261
A_23_P34 NM_0011 amino-ter AES,GRG, -1.38752 3.50E-09 0.72071 784.8007 565.6871
A_24_P288993 Unknown ENST000 -1.38759 4.28E-07 0.72067 7693.433 5576.34
A_23_P25 AL137321 RAB2, me RAB2 -1.38761 0.001 0.72066 656.8872 473.3725
A_24_P204257 Unknown A_24_P20 -1.38767 0.00004 0.72063 3592.989 2610.094
A_24_P11 NM_0204 Homo sapieC13orf1,C -1.38785 2.44E-07 0.72054 1654.364 1195.352
A_23_P68 NM_0041 Homo sapieDRG1,NE -1.38799 1.93E-08 0.72047 5409.845 3876.908
A_23_P35 NM_1383 hypothetic KIAA2013, -1.38844 1.69E-06 0.72023 5195.478 3734.257
A_23_P25 NM_0221 Homo sapieC6orf79,F -1.38845 3.24E-06 0.72023 1992.868 1439.651
A_23_P20 NM_0002 Homo sapiePHKB -1.38849 6.88E-10 0.72021 7109.774 5138.415
A_23_P35 NM_0186 Homo sapieANLN,Scr -1.3885 0.00007 0.7202 2911.104 2112.997
A_23_P47 NM_0181 Homo sapieDHX32,D -1.38876 0.00037 0.72007 1263.452 908.54
A_24_P22 AF111845 3-phospho PDPK1 -1.38888 1.30E-06 0.72001 1718.982 1241.094
A_23_P47 NM_0027 Homo sapieHHEX,HE -1.38906 1.78E-10 0.71991 1183.706 852.3731
A_32_P13 NM_0056 Homo sapieC5orf18,D -1.3891 1.32E-11 0.71989 10944.61 7894.363
A_23_P17 NM_0239 hypothetic FUNDC2, -1.38928 2.77E-08 0.7198 1888.288 1355.805
A_24_P20 XM_21036 similar to LOC28428 -1.38929 4.76E-08 0.71979 1435.435 1034.776
A_32_P14 BC046178 Chromoso C6orf173 -1.38956 9.73E-09 0.71965 8508.984 6149.211
A_24_P29 NM_0068 chromobo CBX1,CB -1.38961 2.33E-08 0.71962 4173.943 3018.378
A_24_P46 NM_0048 etoposide-i EI24,PIG8, -1.38977 1.34E-07 0.71954 4248.784 3057.452
A_23_P13 NM_0211 Homo sapieMPST,MS -1.38997 3.68E-06 0.71944 11066.13 7912.018
A_23_P97 NM_0122 Homo sapieMSRB2,C -1.39112 1.71E-09 0.71885 7632.913 5503.572
A_32_P86 NM_0047 Ac-like tra ZBED1,ALT -1.3912 0.00012 0.7188 3512.497 2523.592
A_23_P47 NM_0204 Homo sapieYIF1A,54T -1.39152 1.28E-10 0.71864 12326.85 8871.025
A_24_P19 NM_1994 Homo sapieC20orf24, -1.3916 3.51E-15 0.7186 65461.27 47052.11
A_23_P38 NM_0156 Homo sapieKIAA1279,T -1.39172 5.22E-10 0.71854 1795.258 1287.725
A_23_P30 NM_1523 hypothetic FLJ30656 -1.39179 4.58E-09 0.7185 2038.54 1461.599
A_24_P81 BC044637 Hypothetic LOC34892 -1.39179 4.03E-12 0.7185 5802.066 4174.571
A_23_P25 NM_0189 Homo sapieHOXA10, -1.39203 0.00062 0.71837 297.946 214.017
A_24_P21 NM_0323 hypothetic MGC1091 -1.39208 2.32E-11 0.71835 8124.653 5846.698
A_32_P13 NM_01741 ubiquitin s USP18,IS -1.39217 3.69E-15 0.71831 2756.266 1979.873
A_24_P713729 ALU8_HU THC19913 -1.3924 2.00E-06 0.71818 2571.063 1858.758
A_23_P26 AB037809 Zinc finger ZNF319 -1.39262 0.00021 0.71807 846.6002 608.2903
A_23_P32 NM_0052 Homo sapieEFNA4,EF -1.39267 6.75E-06 0.71805 1036.701 745.8065
A_23_P65 NM_01641 Homo sapieC14orf87, -1.39281 4.13E-09 0.71797 23943.32 17150.81
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A_23_P59 NM_0211 U6 snRNA LSM2,G7b -1.39288 4.44E-12 0.71793 1393.813 1000.693
A_32_P54 BX537645 Hypothetic LOC40139 -1.39289 7.53E-13 0.71793 10547.1 7567.462
A_24_P37 NM_0252 hypothetic PRO2730, -1.39335 2.75E-06 0.7177 4200.131 3031.711
A_24_P41 NM_0184 Homo sapieLAPTM4B, -1.39344 5.10E-09 0.71765 2595.28 1860.152
A_32_P20 NM_0014 fatty acid b FABP5,EFA -1.39347 1.99E-15 0.71763 11991.53 8607.587
A_23_P14 NM_0016 Homo sapieATP1B1,A -1.39354 0.0002 0.7176 8087.817 5876.485
A_23_P14 NM_0143 Homo sapieREPIN1,A -1.39365 6.41E-08 0.71754 15313.44 11012.26
A_23_P91 NM_0037 eukaryotic EIF3S7,M -1.39402 6.39E-16 0.71735 70159.59 50326.43
A_23_P21 NM_0181 Homo sapieEFHC1,EJM -1.39405 0.00009 0.71733 679.1659 486.399
A_24_P934755 IFE3_HU THC20018 -1.39407 2.87E-12 0.71733 1363.453 977.7148
A_24_P358857 Unknown A_24_P35 -1.39409 1.42E-07 0.71731 1681.11 1203.32
A_23_P14 NM_0018 Homo sapieCSNK2A2, -1.39439 9.32E-12 0.71716 1128.507 809.4611
A_24_P846755 Unknown A_24_P84 -1.3944 0.00001 0.71715 665.0411 476.6223
A_32_P78285 Unknown A_32_P78 -1.39471 0.00007 0.71699 7548.651 5447.423
A_23_P14 NM_0182 membrane-MTCBP-1, -1.39473 9.02E-13 0.71699 4853.348 3477.459
A_23_P14 NM_0011 Homo sapieBAK1,BA -1.39507 0.00003 0.71681 1744.986 1245.357
A_24_P247074 Unknown A_24_P24 -1.39526 0.00022 0.71671 3720.549 2641.257
A_23_P48 NM_1991 Homo sapieADPRHL1, -1.39529 1.18E-08 0.71669 2038.895 1461.429
A_32_P224449 Unknown THC18364 -1.3953 7.85E-08 0.71669 660.8775 473.728
A_23_P50 NM_0003 Diaphoras DIA1 -1.39531 1.08E-06 0.71669 53255.91 38395.41
A_23_P81 NM_01661 Homo sapiePLAC8,C15 -1.39538 0.00066 0.71665 4137.549 3045.76
A_24_P11 NM_0020 farnesyl di FDPS,FP -1.39542 1.65E-12 0.71663 33248.58 23852.63
A_23_P94 NM_0022 Homo sapieLAMB1 -1.39545 2.61E-10 0.71661 12379.74 8895.854
A_24_P911648 Unknown A_24_P91 -1.39557 1.17E-07 0.71656 3365.716 2421.824
A_23_P16 NM_0051 ATP synth ATP5G1,AT -1.39582 4.56E-14 0.71642 26890.78 19247.93
A_24_P19 NM_0322 nerve injur ZNRF1,NI -1.3959 0.00051 0.71638 440.6991 315.3276
A_24_P60 NM_0002 phosphogl PGK1,PG -1.39598 0.00008 0.71634 15564.95 11039.2
A_24_P47 XM_20909 Homo sapieLOC28426 -1.39598 1.15E-11 0.71634 1503.6 1077.637
A_23_P61 NM_0168 neuronal S SHC3,NS -1.39633 2.15E-11 0.71616 2489.22 1780.836
A_24_P25 NM_2033 Homo sapieSLC23A2, -1.39639 0.00001 0.71613 1054.654 755.5713
A_23_P16 AB002363 Homo sapieKIAA0365 -1.39659 0.00013 0.71603 464.7773 332.5837
A_23_P25 NM_0021 Homo sapieID1,ID -1.39674 4.34E-07 0.71595 77989.53 55503.61
A_32_P21 BU537444 Transcribe BU537444 -1.3968 2.32E-07 0.71592 632.7943 453.0877
A_32_P48 BC004542 Plexin B2 PLXNB2 -1.39688 2.95E-09 0.71588 1714.147 1226.739
A_23_P10 NM_0174 Homo sapieSPA17,SP -1.39705 3.63E-07 0.71579 1644.461 1178.999
A_24_P15 NM_0326 hypothetic SSBP4,M -1.39726 0.00097 0.71569 800.2402 572.249
A_23_P91 NM_0063 Homo sapieNOL5A,N -1.39729 1.48E-12 0.71567 14455.08 10332.61
A_23_P25 NM_0176 hypothetic FLJ20013 -1.39742 1.48E-08 0.71561 1767.841 1263.917
A_23_P15 NM_0806 Homo sapieAPEX1,AP -1.39768 6.07E-09 0.71547 8208.123 5887.189
A_24_P42 NM_0123 acyl-Coen ACATE2, -1.39787 2.92E-12 0.71537 2959.017 2116.281
A_23_P42 NM_0530 Homo sapieCOMMD7,C -1.39795 7.57E-07 0.71533 1550.311 1111.445
A_23_P13 NM_0176 Homo sapieC20orf42, -1.39814 1.34E-10 0.71524 5019.495 3591.544
A_24_P22 NM_0037 nuclear loc MRPL40,U -1.39817 0.00013 0.71522 3980.711 2874.124
A_23_P28 AK022713 Homo sapieC20orf27, -1.39837 5.23E-07 0.71512 807.958 577.5529
A_23_P53 NM_0206 Homo sapieC11orf17, -1.39847 9.22E-09 0.71507 2992.302 2134.389
A_23_P24 NM_0054 potassium KCNE3,H -1.39854 3.51E-07 0.71503 979.2521 701.7225
A_24_P74 NM_1943 hypothetic MGC5201 -1.39858 7.68E-13 0.71501 9548.986 6817.488
A_23_P11 NM_03231 Homo sapieNICN1,MG -1.39882 4.69E-06 0.71489 1689.745 1212.546
A_23_P38 NM_0210 solute carri SLC5A6,S -1.39911 0.00006 0.71474 920.7227 657.0997
A_23_P14 NM_0030 Homo sapieSH3BGRL -1.39916 8.28E-13 0.71471 1814.105 1296.672
A_23_P98 NM_0124 Homo sapieTIMM8B,D -1.39925 1.28E-08 0.71467 31458.53 22359.18
A_24_P76 NM_0014 fatty acid b FABP5,EFA -1.39936 7.51E-12 0.71461 21186.61 15176.02
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A_23_P11 NM_0153 Homo sapiePPWD1,KIA -1.39939 8.58E-15 0.7146 3898.659 2784.73
A_23_P40 NM_02121 Homo sapiePCTP,ST -1.39942 1.58E-06 0.71458 3122.528 2245.207
A_23_P15 NM_0060 Homo sapieTUBA1,FL -1.39974 2.50E-10 0.71442 138850.3 98826.09
A_24_P213325 Unknown A_24_P21 -1.39987 3.57E-07 0.71435 5513.147 3949.005
A_24_P48 NM_0030 secreted a SECTM1, -1.40012 0.00012 0.71423 1581.323 1132.724
A_23_P41 AF289571 Hypothetic LOC28337 -1.40044 1.14E-11 0.71406 1514.371 1080.772
A_23_P66 NM_00261 3-phospho PDPK1 -1.40069 1.19E-14 0.71393 1990.25 1420.769
A_23_P21 NM_0032 Homo sapieTFRC,TF -1.40083 6.07E-12 0.71386 25903.45 18449.63
A_24_P144556 Unknown A_24_P14 -1.40089 7.46E-13 0.71383 2179.688 1556.404
A_24_P410686 A42286 E THC18334 -1.40091 2.27E-06 0.71382 11521.44 8190.285
A_23_P38 NM_0060 Homo sapieSNAPC5, -1.40112 4.49E-10 0.71371 2136.709 1526.453
A_23_P36 NM_00681 coated ves TMED2,P -1.40116 1.24E-11 0.7137 3372.086 2402.91
A_23_P39 NM_0530 Homo sapieHTRA3,Pr -1.40123 9.07E-12 0.71366 25987.01 18511.76
A_24_P19 NM_0177 hypothetic FLJ20186 -1.40127 2.73E-15 0.71364 3522.365 2514.257
A_23_P14 NM_0121 solute carri SLC25A10 -1.40129 3.23E-09 0.71363 1076.007 767.3753
A_24_P17 AL834528 Calmoduli CAMSAP1 -1.40137 6.49E-06 0.71359 588.4841 419.8989
A_23_P11 NM_01601 Homo sapieLCMT1,LC -1.40154 4.81E-11 0.7135 4402.27 3147.114
A_23_P25 NM_0147 Homo sapieKIAA0152 -1.40155 1.04E-11 0.71349 11592.77 8253.008
A_24_P27 NM_1528 Homo sapieSNX3,SD -1.4016 1.32E-07 0.71347 6345.413 4539.713
A_24_P16 NM_00581 protein kin PRKD3,E -1.40176 0.00031 0.71339 1289.498 925.4207
A_23_P25 NM_0327 Homo sapiePHF5A,INI -1.40207 0.00026 0.71323 1287.499 919.3664
A_23_P52 NM_0069 Homo sapieNPM3 -1.40213 2.70E-07 0.7132 6652.814 4741.345
A_23_P78 NM_0023 Homo sapieMCM3,HC -1.40221 1.75E-10 0.71316 25157.04 17901.04
A_23_P14 NM_0182 membrane-MTCBP-1, -1.40235 3.79E-09 0.71309 3021.615 2159.038
A_24_P298744 Unknown ENST000 -1.40259 2.58E-07 0.71297 470.0876 335.1614
A_24_P238716 Unknown A_24_P23 -1.40286 3.18E-12 0.71283 4272.476 3044.23
A_32_P49 AK023856 Hypothetic LOC33980 -1.40298 5.49E-10 0.71277 1059.571 755.6083
A_32_P91 NM_0033 ubiquitin-c UBE2L3,E -1.40311 4.41E-10 0.7127 4430.212 3166.143
A_23_P20 NM_1818 Homo sapieDVL1,DVL, -1.40312 3.54E-15 0.7127 28541.42 20347.86
A_23_P76 NM_0208 KIAA1443 KIAA1443 -1.40322 1.03E-06 0.71265 653.2277 465.5312
A_23_P28 NM_1758 Homo sapieDNMT3B,I -1.40331 1.69E-10 0.7126 1172.847 835.7238
A_24_P97 NM_0328 hypothetic PRPF38A,M -1.40354 0.00001 0.71248 2969.652 2116.972
A_23_P41 NM_0020 Homo sapieGNAZ -1.40366 1.98E-08 0.71242 1245.335 887.1625
A_24_P12 NM_0070 adaptor-rel AP4S1,AP4 -1.40374 5.92E-06 0.71238 515.5793 367.2219
A_23_P15 NM_0806 Homo sapieAPEX1,AP -1.40375 7.14E-12 0.71238 2050.558 1460.089
A_24_P32 AK023593 Peroxisom PEX3 -1.40392 1.67E-11 0.71229 2713.62 1935.552
A_23_P42 BC031838 CGI-96 pr CGI-96 -1.40434 8.40E-11 0.71208 1297.855 924.2419
A_23_P30 NM_1523 Homo sapieANKRD9, -1.4045 1.64E-06 0.712 2551.487 1811.365
A_23_P35 NM_0048 Homo sapieLITAF,PIG7 -1.40453 4.28E-08 0.71198 5652.49 4038.565
A_23_P12 NM_0163 Selenoprot SEPX1 -1.40513 3.17E-07 0.71168 7668.359 5430.67
A_32_P44 NM_0055 lactate deh LDHA,LD -1.4052 2.32E-07 0.71164 9976.117 7050.348
A_32_P13 BC035377 Hypothetic BC035377 -1.40543 0.00076 0.71153 564.4742 401.3248
A_23_P21 D80008 DNA replicaKIAA0186 -1.40549 0.00003 0.71149 518.9253 369.2211
A_23_P11 NM_0174 Homo sapieCOQ3,bA -1.40554 1.14E-11 0.71147 1778.511 1264.591
A_23_P90 NM_0182 dudulin 2 STEAP3,2 -1.40602 5.13E-09 0.71123 2042.495 1459.081
A_24_P170283 Unknown ENST000 -1.40613 1.16E-07 0.71117 1555.434 1105.758
A_23_P53 NM_20161 IKK intera IKIP,FLJ31 -1.40632 3.00E-08 0.71107 2204.679 1573.915
A_23_P53 NM_0336 Homo sapieFBXO21,FB -1.40666 2.17E-14 0.7109 9115.384 6484.165
A_23_P11 NM_0323 Homo sapieMRPL45, -1.40675 2.32E-12 0.71086 19803.04 14045.05
A_24_P22 NM_0123 U6 snRNA LSM4,YE -1.40688 8.12E-07 0.71079 3359.069 2396.236
A_23_P59 NM_0014 fatty acid b FABP5,EFA -1.40704 0.00003 0.71071 41980.52 29462.22
A_23_P54 NM_0324 Homo sapieMRPL38, -1.40705 0.00004 0.71071 1521.89 1079.5
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A_23_P11 NM_0312 hypothetic FAHD1,YI -1.40726 1.11E-13 0.7106 2194.473 1558.688
A_23_P42 NM_1385 Bcl-XL-bin MGC5352, -1.4073 2.72E-07 0.71058 537.2416 381.7606
A_23_P12 NM_0066 Homo sapieTUBGCP2, -1.40752 1.14E-09 0.71047 1339.204 951.7016
A_23_P11 NM_0057 Homo sapieNUTF2,NT -1.40759 6.11E-07 0.71043 5643.891 4016.249
A_23_P21 NM_0321 Src-associ UTP15,FL -1.4078 6.60E-08 0.71033 1584.481 1127.391
A_23_P14 NM_0001 Homo sapieGALK1,G -1.4079 1.99E-11 0.71028 1678.673 1192.901
A_23_P81 NM_1785 Homo sapieC6orf1,LB -1.4081 0.00001 0.71018 6373.023 4515.119
A_23_P63 NM_0141 Homo sapieSSU72,HS -1.4081 5.51E-10 0.71018 11930.36 8448.636
A_23_P84 NM_0159 Homo sapieTHAP4,C -1.40813 1.87E-14 0.71016 6699.942 4755.558
A_32_P92 NM_0323 hypothetic COG8,DO -1.40823 2.29E-16 0.71011 5807.218 4123.338
A_23_P15 NM_20701 Homo sapieAP3M1,M -1.40828 8.22E-09 0.71009 1253.266 889.255
A_24_P497843 Unknown THC18702 -1.40851 1.26E-12 0.70997 1497.417 1063.301
A_23_P15 NM_0159 Homo sapieATP6V1H,S -1.40857 2.29E-06 0.70994 3547.922 2532.882
A_24_P19 NM_0145 hypothetic MAC30 -1.40857 2.95E-10 0.70994 3431.94 2431.432
A_23_P87 NM_0141 Homo sapieORMDL2, -1.40866 7.72E-15 0.70989 16642.03 11822.54
A_24_P12 NM_0207 Homo sapieTBC1D14, -1.40871 0.0008 0.70987 874.8351 621.2166
A_24_P63 AK056973 CDNA FLJ3AK056973 -1.40872 0.00003 0.70987 340.3276 241.5931
A_23_P25 NM_0159 Homo sapieMRPS17, -1.40876 3.63E-06 0.70984 5566.283 3968.298
A_23_P28 BC017237 Syntaxin 1 STX10 -1.409 5.95E-10 0.70972 6628.348 4715.172
A_32_P4318 Unknown A_32_P43 -1.40924 0.00033 0.7096 386.5319 274.3198
A_23_P105753 PWP1_HU THC18059 -1.40951 1.81E-09 0.70946 2416.392 1719.844
A_32_P14 CA314936 Transcribe CA314936 -1.40954 1.35E-08 0.70945 1424.632 1012.57
A_24_P41 NM_0053 L-3-hydroxyHADHSC, -1.40973 2.47E-11 0.70936 2560.919 1814.526
A_32_P14 NM_0540 Homo sapieCNOT7,C -1.40979 6.81E-09 0.70932 1981.691 1402.642
A_23_P10 NM_0252 hypothetic PRO2730, -1.40986 0.00007 0.70929 2406.818 1697.152
A_23_P97 NM_0528 secretory SCAMP3, -1.41001 0.00005 0.70921 3472.922 2452.37
A_32_P39 AL390079 Hypothetic LOC58489 -1.4101 2.64E-10 0.70917 5695.455 4034.832
A_23_P33 AK055401 Dedicator DOCK7 -1.41031 0.00028 0.70907 528.2299 374.2669
A_23_P46 NM_0012 chromoso RCC1,CH -1.41056 0.00011 0.70894 1624.203 1139.236
A_24_P11 NM_0219 likely ortho RIC8A,RI -1.41058 1.71E-12 0.70893 1093.849 775.5573
A_23_P10 NM_0249 NEFA-inte NIP30,CD -1.41059 4.05E-09 0.70892 1399.298 993.6284
A_23_P16 NM_0159 Homo sapieMRPL4,L4m -1.41085 8.39E-08 0.70879 2735.842 1933.24
A_24_P83 NM_1706 Homo sapiedJ222E13.2 -1.41105 2.00E-12 0.70869 1895.922 1342.699
A_23_P74 NM_0319 AAA-ATPa ATAD3B,TO -1.41132 0.00014 0.70856 863.6067 611.1681
A_24_P786257 Unknown A_24_P78 -1.4114 1.44E-06 0.70852 1160.472 819.9816
A_23_P21 NM_1308 Homo sapieOPA1,NP -1.41175 0.00004 0.70834 2329.934 1645.348
A_32_P123629 ALU5_HU THC20038 -1.41176 1.79E-15 0.70834 3806.679 2695.831
A_23_P42 NM_1384 hypothetic LOC11623 -1.41193 8.39E-12 0.70825 8100.791 5738.085
A_32_P211752 Unknown THC18206 -1.41199 3.30E-09 0.70822 1386.588 981.4623
A_23_P53 M10036 Human tri TPI1 -1.41199 1.63E-07 0.70822 5769.368 4104.029
A_23_P10 NM_0190 hypothetic FLJ20232,H -1.41215 1.66E-09 0.70814 1465.64 1037.697
A_23_P41 NM_0140 DKFZP58 DKFZP58 -1.4124 1.30E-10 0.70802 4859.095 3453.336
A_23_P36 NM_0181 Homo sapieC12orf11, -1.41244 6.54E-06 0.708 3169.114 2256.963
A_23_P36 NM_0122 myosin IB MYO1B,m -1.41254 1.55E-07 0.70795 1364.463 969.5992
A_24_P29 NM_0243 hypothetic ZNF576,MG -1.41264 7.26E-08 0.70789 859.8456 609.1533
A_23_P10 BC008845 Homo sapieMGC1438 -1.41268 1.43E-12 0.70788 6731.065 4767.296
A_24_P38 NM_00631 ring finger PCGF3,R -1.41274 0.00002 0.70785 3023.787 2142.851
A_24_P56 AK024346 Peroxisom PPARGC1 -1.41291 2.13E-10 0.70776 980.0465 693.2922
A_32_P89 AF110908 TNF recep TRAF3 -1.41308 1.53E-10 0.70767 2472.343 1750.245
A_24_P187355 Unknown A_24_P18 -1.41312 1.49E-12 0.70765 4155.93 2944.36
A_23_P30 NM_0305 Homo sapiePRR7,MG -1.41313 1.92E-08 0.70765 4405.735 3108.31
A_23_P20 NM_0178 hypothetic FLJ20489 -1.4133 5.05E-11 0.70757 9428.941 6668.738
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A_24_P67 NM_0014 fatty acid b FABP5,EFA -1.41355 1.75E-07 0.70744 20499.68 14401.67
A_23_P16 NM_0035 Homo sapieDHX16,D -1.41359 4.71E-12 0.70742 1471.046 1040.357
A_32_P86 AB032986 Homo sapieKIAA1160 -1.41381 2.36E-06 0.70731 817.2956 578.7464
A_23_P41 NM_0180 Homo sapieAGGF1,V -1.41381 1.30E-10 0.70731 824.2687 583.0725
A_24_P12 NM_0071 valosin-co VCP,p97, -1.41436 6.30E-06 0.70704 1498.7 1062.709
A_32_P31 NM_0252 FAD-synth FLAD1,FA -1.41474 1.08E-11 0.70684 1107.255 782.9132
A_23_P20 NM_0328 Homo sapieALG10,KC -1.41475 0.00029 0.70684 477.9298 337.3742
A_23_P56 BC051789 Hypothetic LOC12929 -1.4149 7.09E-07 0.70676 4826.404 3412.667
A_24_P84 NM_0325 emopamil EBPL,EB -1.41496 2.89E-13 0.70673 6155.113 4353.301
A_24_P66908 Unknown A_24_P66 -1.41499 0.00003 0.70672 779.0968 550.4976
A_23_P17 NM_1734 Homo sapieNTAN1,D -1.4151 3.77E-06 0.70666 896.3051 634.1965
A_23_P36 NM_1735 Sterile alp SAMD6 -1.41537 5.47E-06 0.70653 4053.353 2873.014
A_24_P70 BC004542 Plexin B2 PLXNB2 -1.41538 2.01E-08 0.70652 2105.51 1482.327
A_23_P50 NM_1336 Homo sapieSURF5,M -1.41548 9.43E-10 0.70647 9260.979 6563.199
A_24_P15973 Unknown A_24_P15 -1.41549 1.08E-09 0.70647 1355.528 956.6155
A_24_P83 BC041772 Hypothetic LOC12497 -1.41557 8.80E-14 0.70643 1983.743 1400.556
A_24_P246591 NADP+-speENST000 -1.41572 4.29E-10 0.70635 7994.168 5634.32
A_24_P12 NM_0028 proteasom PSMD1,S1 -1.41594 0.00001 0.70624 3235.459 2305.412
A_23_P15 NM_0043 Homo sapieCDH7,CD -1.41594 0.00002 0.70624 1793.92 1266.105
A_24_P48 NM_1984 Homo sapieFLJ46111 -1.41626 4.46E-06 0.70608 956.0162 675.4618
A_24_P324506 Unknown A_24_P32 -1.41627 1.29E-09 0.70608 7872.365 5579.63
A_32_P36046 ALU8_HU THC18442 -1.41644 0.00046 0.70599 572.8087 404.144
A_24_P263803 Unknown ENST000 -1.41648 7.17E-10 0.70598 2477.962 1752.608
A_23_P11 NM_1779 hypoxia-in PH-4 -1.41674 2.70E-06 0.70584 1586.113 1114.857
A_32_P16 NM_0033 voltage-de VDAC1,P -1.4168 3.68E-15 0.70582 2788.811 1969.113
A_23_P16 NM_0015 Homo sapieGTF3C2,K -1.41682 2.26E-09 0.70581 5640.854 3978.43
A_32_P22 BC026043 Homo sapieBC026043 -1.41686 0.00042 0.70578 476.5943 336.6796
A_24_P41 NM_1530 hypothetic FLJ32065,M -1.41702 2.38E-09 0.7057 7850.576 5562.245
A_24_P272886 Unknown ENST000 -1.41714 2.06E-10 0.70565 3715.628 2618.636
A_24_P59099 Unknown ENST000 -1.41724 0.00006 0.7056 2170.087 1519.276
A_24_P49 NM_1816 hypothetic LOC28401 -1.41731 0.00095 0.70556 656.3239 463.1761
A_23_P25 NM_0148 chromoso CNAP1,KI -1.41744 2.97E-06 0.7055 3241.581 2274.666
A_24_P40 NM_0043 COX11 (y COX11,C -1.41797 6.70E-15 0.70523 2726.011 1921.849
A_23_P92 NM_0067 interferon- IFRD2,SM -1.41807 1.98E-06 0.70518 11499.34 8085.206
A_32_P38 BC015133 CDNA clo BC015133 -1.41862 0.00015 0.70491 614.3984 432.8257
A_23_P10 NM_0210 Homo sapieSLC5A6,S -1.41884 1.47E-09 0.7048 1326.806 935.4142
A_24_P32 NM_0065 melanoma MCAM,CD -1.41931 8.69E-08 0.70457 2188.858 1545.863
A_32_P52 NM_0182 membrane-MTCBP-1, -1.41938 3.36E-09 0.70453 3224.601 2275.193
A_23_P21 AK025603 HSPC159 HSPC159 -1.41939 2.93E-09 0.70453 2641.785 1861.608
A_23_P17 NM_0182 Homo sapieC20orf20, -1.41942 8.52E-09 0.70451 8103.82 5682.506
A_24_P12 AK021904 Hypothetic RPL7L1 -1.41978 3.32E-11 0.70433 1916.067 1347.221
A_23_P74 NM_01871 RCC1-like RCC2,TD- -1.41984 4.98E-06 0.70431 13520.02 9428.471
A_24_P12 NM_0239 mitochond MRPL34,L3 -1.41985 2.71E-09 0.7043 18251.84 12899.92
A_23_P76 BC034962 Hypothetic 15E1.2 -1.42014 5.37E-09 0.70416 1293.753 909.6806
A_23_P21 NM_0133 Homo sapieC6orf49,O -1.4202 3.16E-07 0.70413 19555.72 13868.76
A_23_P44 NM_0162 anaphase- ANAPC7, -1.42026 0.00002 0.70409 1107.04 777.255
A_32_P72 NM_0145 ubiquitin c UBE2S,E2- -1.42031 2.87E-09 0.70407 12698.09 8914.836
A_24_P126851 Unknown A_24_P12 -1.42062 4.62E-11 0.70392 1744.571 1229.099
A_23_P12 NM_0327 tubulin alp TUBA6,M -1.42064 1.66E-10 0.70391 26914.14 18887.18
A_23_P77 NM_0186 mesoderm MESP1,IR -1.42084 1.98E-09 0.70381 2937.385 2062.914
A_23_P17 NM_0070 Tara-like p HRIHFB21 -1.42108 9.04E-12 0.70369 887.6835 624.6057
A_23_P43 NM_0142 Homo sapieNDUFA8, -1.42111 7.29E-14 0.70368 55040.05 38669.16
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A_24_P11 NM_0332 T-cell activaMRFAP1, -1.42143 3.07E-14 0.70352 3105.246 2185.645
A_23_P56 NM_0016 ATP synth ATP5G3, -1.42162 2.07E-10 0.70342 142839.2 100651.5
A_23_P11 NM_01221 Homo sapieTRIM32,H -1.42164 4.86E-07 0.70342 648.1304 456.0148
A_23_P41 NM_0184 Homo sapieRNF130,G -1.42175 2.95E-06 0.70336 6002.556 4252.184
A_23_P50 NM_0784 Homo sapieTM2D2,BL -1.42212 2.40E-13 0.70318 4496.981 3163.017
A_23_P14 NM_0011 Homo sapieAMFR,GP -1.42214 1.41E-10 0.70317 3240.273 2281.275
A_24_P7021 Unknown A_24_P70 -1.42231 4.39E-13 0.70308 2105.374 1478.992
A_23_P16 NM_0163 Homo sapieSS18L2,KIA -1.4225 2.29E-13 0.70299 12003.75 8450.822
A_24_P16 NM_0008 IMP (inosi IMPDH2,I -1.42268 1.27E-07 0.7029 5629.078 3933.184
A_23_P43 NM_0164 Homo sapieZNF219,Z -1.42279 3.71E-08 0.70284 19800.8 13835.52
A_32_P39 BC039097 Homo sapieBC039097 -1.42284 8.41E-11 0.70282 1013.533 712.5067
A_23_P48 NM_0002 Homo sapiePCCA -1.42291 1.05E-13 0.70279 1492.596 1048.711
A_23_P66 BC047010 Similar to LOC40050 -1.423 2.29E-06 0.70274 3339.528 2353.528
A_32_P22 BG283145 Hypothetic LOC28602 -1.42327 0.00008 0.70261 1054.132 739.5183
A_24_P922120 ALU1_HU THC18729 -1.42361 1.23E-06 0.70244 487.295 342.307
A_23_P21 NM_0133 protein tra SEC61A1, -1.42409 0.00033 0.7022 2476.187 1715.481
A_24_P11 AK022628 Forkhead KIAA0415 -1.42413 4.69E-14 0.70218 2241.267 1574.293
A_23_P49 NM_0529 hypothetic MGC2078 -1.42414 4.12E-06 0.70218 1071.959 752.9452
A_23_P16 NM_0073 Homo sapieNID2 -1.42428 0.0002 0.70211 2125.019 1505.967
A_23_P25 NM_0019 Homo sapieDDB1,XP -1.42434 0.00012 0.70208 7418.513 5169.711
A_23_P98 NM_0069 Homo sapieZNF32,KOX -1.42439 0.00007 0.70205 344.5828 241.8996
A_24_P25 NM_0068 ATP/GTP- HEAB,CL -1.42453 2.63E-07 0.70199 849.6666 596.5071
A_23_P10 NM_0026 Homo sapiePDE6D,P -1.4246 0.00001 0.70195 1184.059 829.626
A_32_P12 AB011542 EGF-like-doEGFL5 -1.4246 5.75E-08 0.70195 1252.696 879.3632
A_32_P169142 AF030694 THC18524 -1.42468 1.72E-13 0.70191 989.8185 694.7583
A_24_P39 NM_0154 DKFZP58 C1orf43,NI -1.42476 1.16E-14 0.70187 4820.143 3378.574
A_23_P87 NM_0325 Homo sapieFBXL10,C -1.42479 0.00002 0.70186 742.3269 520.9305
A_23_P99 NM_01591 homolog o POP5,RP -1.42491 4.02E-10 0.7018 4314.611 3034.7
A_24_P18 NM_03121 Chromoso C19orf27 -1.42499 3.30E-13 0.70176 5904.082 4147.84
A_23_P25 NM_0064 Homo sapieMXD4,MA -1.42505 0.00009 0.70173 536.1228 376.1116
A_24_P29 NM_01461 expressed ETEA,KIA -1.42516 0.00005 0.70168 2594.063 1831.936
A_23_P12 NM_0013 Homo sapieDPH2,DP -1.4252 4.29E-14 0.70165 4089.997 2871.982
A_32_P14 AK001118 Ubiquitin p UBR2 -1.42552 0.00048 0.7015 291.2433 204.2313
A_23_P21 NM_0227 Homo sapieCERK,LK4 -1.4257 8.78E-06 0.70141 705.8637 495.0698
A_24_P14 NM_0047 P311 prot C5orf13,P -1.42578 3.80E-09 0.70137 895.4677 627.6973
A_32_P194095 ALU5_HU THC20037 -1.42592 0.00001 0.7013 2159.835 1512.302
A_23_P12 NM_00271 protein ph PPP2CA, -1.42618 8.00E-14 0.70117 8668.441 6068.257
A_32_P50655 ALU5_HU THC18078 -1.42619 5.46E-06 0.70117 1200.199 845.8035
A_24_P21 NM_0050 non-metas NME4,NM -1.42634 1.28E-06 0.7011 3382.863 2357.887
A_24_P35 NM_0014 UDP-N-ac GALGT,G -1.42651 2.36E-09 0.70101 855.5765 599.7453
A_23_P10 NM_0179 aurora-A ki AURKAIP1 -1.42654 1.07E-14 0.701 18320.31 12860.75
A_23_P17 NM_0252 Homo sapieADPN,PN -1.42663 3.17E-09 0.70095 1121.056 786.8912
A_24_P40 BG206642 Similar to BG206642 -1.42667 8.38E-09 0.70093 1769.97 1242.395
A_32_P186865 U12390 b THC20046 -1.42667 0.00002 0.70093 826.2625 579.8195
A_23_P52 NM_0323 Homo sapieACBD6,M -1.42683 5.23E-13 0.70085 10800.38 7551.718
A_23_P37966 DEFM_HU THC19210 -1.42701 0.00001 0.70077 547.6628 383.7589
A_23_P50 NM_0181 Homo sapieZFP64,MG -1.42716 2.72E-13 0.70069 2309.042 1617.599
A_23_P15 NM_0252 hypothetic FLJ21945,P -1.42792 1.05E-07 0.70032 600.7074 420.7086
A_24_P58477 Unknown A_24_P58 -1.42858 2.91E-12 0.7 18461.84 12938.58
A_23_P17 NM_0176 Homo sapieDYM,DMC -1.42858 2.47E-07 0.69999 3338.978 2323.138
A_23_P11 NM_0230 Homo sapieFOXL2,BP -1.42869 8.99E-09 0.69994 1239.91 868.1376
A_24_P157720 Unknown A_24_P15 -1.42885 6.45E-06 0.69987 1650.106 1150.239
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A_23_P252125 TRI6_HU THC18150 -1.42912 0.00001 0.69973 14941.21 10508.96
A_23_P82 NM_00251 Homo sapieNOV,CCN -1.42924 0.00009 0.69967 452.0214 316.0035
A_23_P20 NM_0144 Homo sapiePCDH17, -1.42935 9.65E-18 0.69962 6238.162 4364.64
A_23_P14 NM_0332 T-cell activaMRFAP1, -1.42937 3.69E-17 0.69961 8443.39 5908.21
A_23_P76 NM_0060 reticulon 3 RTN3,HA -1.42944 0.00017 0.69957 1582.05 1111.244
A_23_P13 NM_0323 hypothetic MGC1125 -1.43014 2.14E-16 0.69923 2707.385 1893.273
A_23_P12 NM_0163 Selenoprot SEPX1 -1.43054 9.76E-16 0.69903 2542.963 1776.698
A_24_P25 NM_0002 phosphogl PGK1,PG -1.43058 1.70E-06 0.69902 3516.895 2470.448
A_23_P33 NM_0154 Homo sapieGEMIN5,D -1.43081 6.82E-08 0.69891 1695.322 1187.89
A_23_P37 NM_0159 Homo sapieUBE2D4,H -1.43086 1.72E-09 0.69888 1360.461 949.8873
A_23_P99 AL832695 Homo sapieDKFZp313 -1.43086 1.26E-08 0.69888 781.322 545.9064
A_24_P20 AY033611 Homo sapieAY033611 -1.43093 4.33E-09 0.69885 83543.33 58654.23
A_32_P200120 Unknown THC19035 -1.43097 0.00037 0.69883 531.3474 371.1122
A_23_P16 NM_0120 adaptor pr APPL,APP -1.43117 1.85E-06 0.69873 2224.867 1567.948
A_23_P54 BX161435 Thiamine t THTPA -1.43128 2.00E-07 0.69868 1394.533 975.5614
A_23_P10 NM_0208 Homo sapieZBTB4,KAI -1.43129 8.14E-07 0.69867 2328.757 1630.76
A_24_P65 AY007106 Keratin as KRTAP4-7 -1.43165 1.07E-14 0.6985 3381.196 2363.817
A_32_P14 NM_0069 SMT3 (su SUMO2,H -1.43168 8.68E-10 0.69848 27348.39 19034.6
A_23_P53 NM_0142 Homo sapieTMEM4,M -1.4318 2.68E-08 0.69842 72257.38 50199.56
A_23_P63 NM_1817 Homo sapieLASS2,L3,S -1.43201 3.35E-11 0.69832 6480.04 4518.855
A_24_P13 NM_0011 autocrine AMFR,GP -1.43275 1.87E-13 0.69796 1738.076 1212.956
A_24_P88 AK094413 MRNA full AK094413 -1.43416 1.52E-15 0.69727 1522.031 1061.274
A_24_P19 AL713633 Nudix (nuc NUDT1 -1.43451 3.19E-15 0.6971 1334.876 930.5641
A_24_P85 AB051538 KIAA1751 KIAA1751 -1.43458 0.00052 0.69707 1804.516 1259.292
A_24_P392742 Unknown A_24_P39 -1.43472 0.00011 0.697 591.1635 411.9706
A_23_P94 AY358408 Clone DN LGLL338 -1.43516 1.28E-07 0.69678 494.0433 344.2276
A_24_P50 AK074866 Tripartite TRIM11 -1.43574 0.00028 0.69651 859.8388 598.6891
A_23_P39 NM_0528 Homo sapieGADD45G -1.43592 8.65E-17 0.69642 12659.22 8820.03
A_24_P18 NM_1737 Homo sapieNM_1737 -1.43595 2.64E-08 0.69641 6035.036 4222.728
A_23_P38 NM_0059 MHC class MICB -1.43615 0.0002 0.69631 1133.038 790.9282
A_23_P119794 Unknown THC18076 -1.43618 0.00033 0.69629 947.3072 660.1759
A_23_P14 NM_0031 Homo sapieSQLE -1.43629 0.00012 0.69624 3635.877 2555.716
A_24_P32920 AF386504 THC19247 -1.43665 3.91E-14 0.69606 3882.466 2706.617
A_23_P15 BC017032 Glucosami GCNT3 -1.43681 3.87E-06 0.69599 1794.598 1249.299
A_32_P55 NM_1826 Homo sapieFAM33A,F -1.43683 8.60E-06 0.69598 828.9543 578.1202
A_23_P36 AL390079 Hypothetic LOC58489 -1.43691 7.32E-12 0.69594 865.1038 602.1091
A_24_P67494 Unknown ENST000 -1.43705 0.00004 0.69587 1533.894 1066.297
A_32_P76 NM_1526 hypothetic RWDD4A, -1.43729 9.74E-09 0.69575 778.7754 541.639
A_24_P33 NM_1450 Homo sapieHTRA2,O -1.43742 8.87E-16 0.69569 2744.194 1909.874
A_24_P94 AK022820 Family wit FAM33A -1.43745 6.30E-08 0.69567 1110.954 772.7986
A_23_P98 NM_0001 Homo sapieHMBS,UP -1.43753 4.09E-07 0.69564 24665.9 17108.74
A_32_P125177 AY027936 THC19468 -1.4376 0.00017 0.6956 1974.605 1382.124
A_32_P127209 ALU4_HU THC18351 -1.43775 2.18E-07 0.69553 1748.22 1222.977
A_24_P28 NM_0307 makorin, ri MKRN4 -1.43779 0.00002 0.69551 604.8485 420.6823
A_23_P21 NM_0186 smooth m SMAP-1,F -1.43789 1.46E-15 0.69546 4262.78 2963.885
A_23_P32 NM_0331 Homo sapieSURF4,E -1.43797 1.14E-07 0.69542 5792.291 4013.085
A_23_P43 NM_0322 hypothetic CAMKK1, -1.43825 3.91E-06 0.69529 1592.09 1110.29
A_23_P33 NM_1522 hypothetic FLJ38663 -1.43836 0.00017 0.69524 871.3985 607.051
A_32_P82963 Unknown A_32_P82 -1.43881 3.94E-14 0.69502 2582.509 1794.397
A_24_P23 NM_0056 voltage-de VDAC3,H -1.43887 8.24E-14 0.69499 6027.673 4178.953
A_23_P79 NM_00681 proteasom PSMF1,PI -1.43891 2.89E-06 0.69497 2615.533 1831.801
A_23_P54 NM_0048 stomatin ( STOML1, -1.43911 3.88E-16 0.69487 4128.707 2869.275
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A_24_P460195 AY173017 THC18890 -1.4393 1.17E-11 0.69478 1605.954 1116.408
A_23_P15 NM_0166 archaemet AMZ2 -1.43971 9.44E-11 0.69459 11524.15 8034.762
A_23_P46 NM_0326 differential PSRC1,D -1.43984 5.37E-07 0.69452 2057.952 1424.375
A_23_P93 NM_0139 Homo sapieDDR1,CA -1.44002 1.01E-07 0.69444 763.9948 530.4504
A_24_P204204 Unknown A_24_P20 -1.44022 4.45E-13 0.69434 2215.373 1540.369
A_24_P324084 Unknown A_24_P32 -1.44029 1.20E-07 0.6943 5608.924 3914.5
A_23_P16 NM_1534 Homo sapieIL17RC,IL -1.44093 0.00017 0.69399 1027.538 717.9764
A_24_P29 NM_0183 hypothetic AGPAT5,L -1.44109 3.47E-06 0.69392 1451.099 1010.134
A_23_P15 NM_0011 Homo sapieBID,MGC1 -1.44115 1.13E-07 0.69389 2081.187 1441.882
A_24_P63 NM_0029 ribophorin RPN1,RB -1.44124 3.04E-15 0.69385 1720.194 1194.03
A_24_P587882 Unknown A_24_P58 -1.44135 1.02E-07 0.69379 7237.395 5048.522
A_23_P40 NM_15321 Homo sapieC18orf17, -1.44172 8.93E-09 0.69361 682.1207 473.0762
A_24_P40 NM_03121 sec13-like SEH1L,Se -1.44186 4.21E-06 0.69355 3633.461 2542.961
A_24_P38 AL831891 Stearoyl-C SCD4 -1.44197 6.54E-07 0.6935 416.9433 289.1661
A_23_P37 NM_0333 hypothetic MGC4655 -1.44198 3.53E-10 0.69349 6627.049 4584.629
A_23_P12 NM_1528 Mouse Ma FAM89B, -1.44207 0.00014 0.69345 1935.64 1334.25
A_24_P58 NM_0191 beta-1,4 maALG1,HM -1.44235 6.67E-15 0.69331 2936.307 2035.968
A_24_P10 AF070629 RAB2, me RAB2 -1.44286 6.84E-10 0.69307 1135.623 786.6175
A_32_P11 NM_1989 N-acyl-pho NAPE-PL -1.44302 8.79E-10 0.69299 1243.647 861.609
A_24_P79 NM_0060 aldo-keto r AKR1A1,A -1.44304 1.40E-07 0.69298 864.95 600.7135
A_24_P38 NM_0015 insulin-like IGFBP4,B -1.44329 3.18E-10 0.69286 1184.228 820.0838
A_24_P91 NM_1785 hypothetic FLJ37478,M -1.44342 9.73E-07 0.6928 925.0016 641.3955
A_23_P43 NM_0145 Homo sapieCARD10, -1.44397 5.56E-08 0.69253 3408.37 2353.82
A_32_P21 AK074567 Similar to FLJ90086 -1.44399 3.19E-06 0.69252 592.9736 410.6879
A_32_P80 BC068045 CDNA clo BC068045 -1.44402 5.76E-07 0.69251 448.4246 310.5234
A_24_P24230 Unknown A_24_P24 -1.44411 0.00001 0.69247 711.6005 493.1075
A_24_P94 NM_0178 hypothetic C1orf56,F -1.44435 5.20E-14 0.69235 1791.531 1241.198
A_24_P73 NM_00411 flap structu FEN1,MF1 -1.44436 1.77E-09 0.69235 2293.585 1588.867
A_23_P20 NM_0151 KIAA0717 RHOBTB2, -1.44443 2.44E-11 0.69231 905.7474 627.2408
A_32_P15 BX537645 Hypothetic LOC40139 -1.44472 1.64E-08 0.69218 2813.094 1943.672
A_23_P15 NM_0037 Homo sapieSSNA1,N1 -1.4449 1.14E-12 0.69209 5209.969 3604.363
A_23_P30 BC013438 Hypothetic LOC37529 -1.44514 0.00082 0.69198 1329.665 930.2498
A_23_P20 BX648591 Contactin CNTN1 -1.44517 1.08E-09 0.69196 10355.3 7153.955
A_23_P20 NM_02301 Homo sapieNADK,FLJ -1.4452 0.00002 0.69195 2118.205 1465.268
A_23_P36 NM_0122 beta-1,3-gl B3GAT3,G -1.44524 0.00002 0.69193 495.6892 342.8076
A_23_P10 AK130644 Solute carr SLCO3A1 -1.4454 0.00008 0.69185 377.9396 261.5709
A_24_P39 NM_0052 cyclin G a GAK,MGC9 -1.44552 2.24E-11 0.69179 2620.266 1808.007
A_23_P60 NM_0024 mannose MPI,PMI,P -1.44557 4.51E-07 0.69177 2067.712 1434.613
A_23_P67 NM_1384 Homo sapieLOC15221 -1.44568 1.60E-08 0.69172 15600.91 10713.64
A_32_P13 BC041080 Homo sapieBC041080 -1.44568 2.89E-06 0.69172 733.1467 507.2872
A_23_P16 AK091324 Hypothetic LOC21985 -1.44595 1.28E-06 0.69158 3574.8 2489.625
A_32_P11 AK092667 FLJ35348 FLJ35348 -1.44595 3.98E-10 0.69159 4898.33 3387.624
A_32_P16 NM_0050 stearoyl-C SCD,SCD -1.44599 8.91E-07 0.69157 22644.49 15571.88
A_23_P11 NM_0189 Homo sapieFBXW5,F -1.4464 1.44E-07 0.69137 4743.612 3257.198
A_32_P16 NM_2073 hypothetic LOC38788 -1.44652 0.00006 0.69131 1432.034 992.7882
A_23_P30 AK094772 Homo sapieAK094772 -1.44668 0.00001 0.69124 411.5408 284.5637
A_24_P178523 Unknown ENST000 -1.44678 2.59E-11 0.69119 706.9323 488.644
A_23_P86 NM_1523 Kelch/ank KARCA1 -1.44711 0.00003 0.69103 2334.13 1609.918
A_23_P14 NM_0321 hypothetic C16orf48, -1.44732 2.15E-11 0.69093 1235.104 854.0155
A_23_P87 NM_0063 C2f protein C2F -1.44761 3.28E-13 0.69079 29999.08 20681.71
A_23_P52 NM_0140 Homo sapieDCPS,HS -1.44768 3.30E-07 0.69076 5392.738 3698.56
A_23_P10 NM_00451 integrin-lin ILK,P59,D -1.44768 4.09E-14 0.69076 987.5641 682.1569
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A_24_P25 NM_0328 hypothetic CIRH1A,N -1.4477 1.00E-11 0.69075 4001.713 2761.358
A_24_P23 AB040958 BTB (POZ BTBD7 -1.44781 0.00035 0.6907 1759.502 1229.181
A_23_P41 NM_1452 similar to LOC13395 -1.448 1.42E-11 0.69061 2253.955 1554.057
A_32_P10 AK094156 Similar to AK094156 -1.44801 1.37E-08 0.6906 562.0499 388.1611
A_23_P85 NM_0070 RER1 rete RER1 -1.44806 1.23E-18 0.69058 7066.165 4879.025
A_23_P83 NM_0044 Homo sapieENDOG -1.44812 0.00009 0.69055 5060.916 3517.046
A_24_P31 BC040210 Aldo-keto r AKR1C1 -1.44814 2.61E-09 0.69054 7204.135 4952.058
A_23_P12 NM_0030 Homo sapieSNCB -1.44821 7.40E-06 0.69051 2221.207 1550.03
A_32_P12 NM_0132 px19-like p PX19,PRE -1.44827 4.48E-12 0.69048 20875.02 14370.72
A_23_P16 NM_0025 Homo sapiePAFAH1B -1.4483 5.20E-11 0.69047 2005.03 1382.876
A_24_P212764 Unknown A_24_P21 -1.44832 2.91E-13 0.69046 9458.034 6546.53
A_32_P16 BX363129 Transcribe BX363129 -1.44833 2.10E-08 0.69045 600.9294 414.8565
A_23_P11 NM_00211 Homo sapieHDC -1.44874 0.0004 0.69025 822.1565 568.5785
A_23_P95 NM_0033 Homo sapieTUFM,EF -1.44884 2.54E-18 0.69021 37652.63 25983.58
A_24_P37 BC016333 Cyclin L2 CCNL2 -1.44884 1.21E-14 0.69021 1001.626 691.3278
A_23_P94 NM_00321 Homo sapieTEAD4,RT -1.44885 3.68E-11 0.6902 732.3674 505.4503
A_24_P20 NM_0180 hypothetic PLEKHJ1, -1.44894 1.47E-12 0.69016 1903.602 1314.107
A_23_P54 NM_0062 Homo sapieTYRO3,B -1.44908 1.95E-08 0.69009 2530.037 1747.059
A_23_P12 NM_0249 hypothetic WDR76,F -1.44913 0.00073 0.69007 622.9981 429.083
A_23_P84 NM_0049 Homo sapieCDK5,PS -1.44925 0.00008 0.69001 2607.153 1801.727
A_23_P84 NM_0184 Homo sapieHDAC8,R -1.44959 0.00088 0.68985 409.4217 282.0219
A_23_P40 NM_1384 hypothetic MFSD3 -1.44978 7.17E-06 0.68976 1003.076 693.3563
A_23_P43 NM_0141 HSPC159 HSPC159,M -1.45027 6.53E-07 0.68953 2491.252 1730.916
A_23_P16 NM_0068 Homo sapieILVBL,AH -1.4506 1.19E-09 0.68937 2672.936 1849.735
A_23_P80 NM_00691 Homo sapieRNF5,RM -1.45072 0.0001 0.68931 1647.94 1138.279
A_23_P11 NM_0047 B-cell CLL BCL7C -1.45104 2.71E-14 0.68916 1373.287 946.3322
A_32_P20 NM_0160 ribosomal RPL26L1, -1.45141 2.27E-12 0.68898 20398.19 14091.16
A_24_P18 NM_01661 hypothetic PLAC8,C15 -1.45173 1.75E-06 0.68883 5729.384 3982.289
A_23_P22 NM_0063 Homo sapieSLC9A6,NH -1.45266 6.48E-06 0.68839 1789.089 1235.14
A_23_P15 NM_0329 Homo sapiePPP1R16 -1.45271 8.43E-13 0.68837 5195.483 3581.544
A_23_P14 NM_1456 Homo sapieRAD52B, -1.45314 7.10E-07 0.68816 747.7611 514.7495
A_23_P94 AB018254 KIAA0711 gKIAA0711 -1.4532 3.26E-09 0.68814 2789.092 1921.862
A_23_P11 NM_0160 DNA replicaPfs2,HSP -1.45324 4.07E-12 0.68812 4216.611 2909.419
A_32_P12 AK096908 CDNA FLJ3AK096908 -1.4534 3.71E-13 0.68804 1532.302 1054.886
A_24_P53 NM_0020 glutamate- GLUL,GS, -1.45348 3.54E-09 0.68801 1105.756 759.4134
A_23_P41 NM_0329 putative s NID67,MGC -1.45353 4.61E-07 0.68798 504.1435 346.8881
A_23_P34 NM_02121 Homo sapieZNF71,EZ -1.4537 1.26E-09 0.6879 805.7541 554.3506
A_23_P27 NM_0180 Homo sapiePLEKHJ1, -1.45404 1.23E-09 0.68774 10017.99 6865.219
A_23_P20 D43947 KIAA0100 gKIAA0100 -1.45457 1.32E-14 0.68749 6739.157 4628.704
A_23_P74 NM_1456 Homo sapieCDCA1,N -1.45465 4.10E-09 0.68745 5195.48 3590.177
A_23_P25 NM_0068 Homo sapieHOXC9,H -1.45475 3.85E-08 0.6874 2680.964 1841.115
A_24_P15 NM_2069 Homo sapieHRMT1L1, -1.45529 1.44E-15 0.68715 1411.303 969.9635
A_24_P80 NM_0240 hypothetic PDCL3,VI -1.45536 2.03E-07 0.68712 9546.963 6588.329
A_24_P489399 Unknown A_24_P48 -1.45551 1.34E-06 0.68704 1259.861 867.6804
A_23_P17 NM_0065 Homo sapieEBP,CPX, -1.4559 6.68E-08 0.68686 31504.25 21483.02
A_23_P16 BC044941 Similar to LOC44045 -1.45591 3.81E-14 0.68686 1165.359 800.5483
A_24_P19 NM_1303 Homo sapieWRNIP1, -1.45594 5.29E-15 0.68684 1207.328 829.2229
A_24_P17 AY029066 Homo sapieHN1 -1.45617 9.02E-13 0.68673 483883.6 333580.3
A_23_P21 NM_0203 Homo sapieRARSL,D -1.45635 3.89E-12 0.68665 8128.453 5588.559
A_23_P41 NM_02471 Homo sapieC5orf14,U -1.45639 8.89E-13 0.68663 6926.163 4740.151
A_23_P10 NM_0211 Homo sapieMRPL23, -1.45653 5.27E-07 0.68656 10301.89 7007.008
A_32_P35 NM_0307 phosphatid PTDSS2,P -1.45687 1.15E-14 0.6864 7195.803 4945.656
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A_23_P36 NM_0156 Homo sapieGIMAP2,I -1.45688 2.89E-13 0.6864 1080.061 741.4114
A_24_P37 NM_0182 chromoso MOBK1B, -1.4571 2.09E-10 0.68629 2227.071 1531.272
A_23_P13 NM_0019 Homo sapieENO3,MS -1.45726 5.21E-09 0.68622 4763.745 3281.014
A_24_P40 NM_0033 Homo sapieTRIP6,OIP -1.45746 3.91E-13 0.68613 14321 9850.182
A_23_P48 NM_0228 mitochond MRPS11, -1.45768 6.14E-16 0.68602 10827.01 7417.717
A_24_P178333 Unknown A_24_P17 -1.45769 7.71E-06 0.68602 935.3016 638.9793
A_23_P69 NM_0246 hypothetic FLJ12436 -1.45781 3.13E-08 0.68596 6472.158 4425.291
A_23_P13 NM_1989 Homo sapieKCTD1,C1 -1.45828 8.07E-09 0.68574 2888.045 1989.695
A_23_P20 BC022779 V-akt muri AKT2 -1.45837 3.84E-07 0.68569 1253.382 860.7037
A_23_P11 AB067472 Valyl-tRN VARS2L -1.45838 3.65E-11 0.68569 2746.269 1879.429
A_23_P41 XM_37335 similar to d LOC39247 -1.45858 2.08E-06 0.6856 1311.228 898.1908
A_24_P39 NM_0016 ADP-ribos ARF5 -1.45865 7.03E-07 0.68557 2143.003 1461.278
A_32_P21 AK098678 Interleukin IRAK1BP1 -1.45892 0.00024 0.68544 753.2844 516.3185
A_23_P76 NM_00421 Homo sapiePTTG1,E -1.45895 5.18E-11 0.68543 55804.39 38411.23
A_23_P66 NM_0003 Homo sapieUMPS,OP -1.45904 6.90E-20 0.68538 12648.95 8669.671
A_32_P36 XM_05977 Homo sapieFKBP1C -1.45906 1.41E-08 0.68537 1465.057 1005.222
A_24_P24 NM_0039 myelin pro MPZL1,PZ -1.45927 9.03E-13 0.68528 1262.857 864.6925
A_23_P14 NM_0050 Homo sapieNDUFAB1 -1.4594 3.20E-17 0.68521 40022.39 27449.79
A_24_P37 BC020242 Protein tyr PLIP -1.45952 1.64E-15 0.68516 7609.563 5205.473
A_24_P53 NM_0322 hypothetic TRAF7,RFW-1.45971 0.00003 0.68507 6757.385 4641.509
A_24_P290188 Unknown ENST000 -1.45983 0.00061 0.68501 1393.104 964.9045
A_23_P17 NM_0072 Homo sapieXAB1,MB -1.45995 1.66E-16 0.68496 6929.641 4741.162
A_23_P61 NM_00611 CD2 antig CD2BP2,FW-1.46005 2.62E-08 0.68491 485.0601 332.2234
A_24_P37 NM_0047 vesicle-as VAMP3,C -1.46013 4.02E-07 0.68487 592.3428 405.7022
A_23_P79 NM_0132 px19-like p PX19,PRE -1.46026 2.05E-13 0.68481 32850.62 22441.46
A_23_P46 NM_0178 hypothetic PIGV,FLJ -1.46053 2.27E-12 0.68468 767.8575 525.7556
A_23_P15 NM_02431 Homo sapieC7orf23,M -1.46079 1.46E-07 0.68456 3316.3 2281.292
A_24_P531074 Unknown A_24_P53 -1.46091 0.00004 0.6845 3135.017 2165.087
A_24_P37 BC008564 Protein ph PPP1R9B -1.46111 6.37E-19 0.68441 4368.719 2990.35
A_32_P151191 Unknown A_32_P15 -1.46141 0.00003 0.68427 426.0825 291.3509
A_24_P34 NM_1384 hypothetic MGC2164 -1.46141 1.68E-06 0.68427 454.5602 311.071
A_24_P67268 Unknown A_24_P67 -1.46149 4.71E-14 0.68423 8119.799 5543.305
A_23_P20 NM_03281 hypothetic FLJ14627 -1.46167 1.36E-08 0.68415 1232.567 845.2161
A_32_P75141 Unknown A_32_P75 -1.4618 3.13E-10 0.68409 649.3702 444.2454
A_23_P31 NM_0005 Homo sapieRFXAP -1.4618 0.0007 0.68409 363.6461 249.0201
A_32_P9816 Unknown A_32_P98 -1.4618 0.00074 0.68409 271.6296 185.693
A_24_P20 NM_0332 promyeloc PML,MYL, -1.46208 0.00005 0.68396 622.0996 425.4105
A_23_P25 X66610 H.sapiens enolase -1.46228 8.14E-06 0.68386 3667.482 2483.644
A_23_P65 NM_02191 Homo sapieCFL2 -1.46237 5.74E-17 0.68382 3081.709 2107.52
A_23_P10 NM_0035 Homo sapieACOX2,B -1.46273 3.34E-19 0.68365 6948.569 4749.266
A_32_P55 AK096908 CDNA FLJ3AK096908 -1.46281 5.20E-11 0.68362 2093.367 1433.703
A_24_P27 NM_0160 CGI-135 p TTC11,Fis -1.46424 3.89E-07 0.68295 2905.519 1999.2
A_23_P254288 Unknown A_23_P25 -1.46453 4.27E-14 0.68281 11854.18 8105.664
A_24_P36 NM_0133 FtsJ homol FTSJ2,FJ -1.46547 1.01E-12 0.68237 1217.62 830.0529
A_32_P19 AF435960 Chromoso C10orf90 -1.46558 0.00001 0.68232 3324.105 2290.974
A_24_P34 NM_0019 eukaryotic EIF4E,CB -1.46564 6.71E-18 0.6823 1663.659 1135.091
A_23_P96 NM_0177 O-linked m POMGNT1 -1.46573 1.48E-10 0.68225 1158.582 790.4571
A_23_P80 NM_0027 Homo sapiePPAT,GP -1.46576 2.11E-11 0.68224 1696.078 1158.745
A_24_P29 BC014203 Hypothetic MGC4587 -1.46591 1.41E-08 0.68217 3212.962 2193.505
A_24_P727868 VAPA_HU THC18449 -1.46619 1.90E-19 0.68204 8181.356 5579
A_23_P37 NM_0147 24-dehydr DHCR24, -1.46646 7.50E-12 0.68191 2309.561 1569.06
A_24_P38 NM_0013 dihydropyri DPYSL2,D -1.46658 0.00008 0.68186 3067.117 2111.174
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A_23_P11 NM_0141 nudix (nucl NUDT5,Y -1.46672 2.99E-18 0.68179 12209 8318.313
A_23_P18 NM_0165 Chromoso C3orf1 -1.46672 6.72E-08 0.68179 34789.91 23511.34
A_24_P14 NM_0182 hypothetic FLJ10847,M -1.46697 0.00007 0.68168 545.6123 371.8978
A_23_P50 NM_0211 Homo sapieMRPS12, -1.46704 2.72E-08 0.68165 43109.52 29251.09
A_23_P92 NM_0323 hypothetic MGC2408 -1.46706 5.42E-11 0.68163 6304.363 4285.646
A_24_P91 AK001936 Eukaryotic EIF4EBP2 -1.46714 0.00006 0.6816 291.1478 198.434
A_23_P55 NM_0251 hypothetic TARSL1,F -1.4672 0.00002 0.68157 4013.842 2754.854
A_23_P13 NM_0162 Vestigial-li FLJ38507 -1.46721 2.55E-08 0.68157 646.1403 440.4551
A_32_P16462 ALU6_HU THC19454 -1.46763 7.86E-06 0.68137 796.5883 543.1932
A_23_P57 AF231919 Chromoso C21orf108 -1.4677 2.95E-07 0.68134 941.8628 642.4489
A_24_P19 XM_11589 similar to LOC20351 -1.46786 0.0001 0.68126 1599.346 1096.931
A_24_P38 NM_1994 Homo sapieNANOS1 -1.4679 1.21E-08 0.68124 636.3596 433.6083
A_24_P671875 AB015066 THC19206 -1.46811 2.59E-19 0.68115 2591.852 1765.433
A_24_P341106 Unknown A_24_P34 -1.46828 0.00001 0.68107 1274.724 870.9518
A_23_P65 NM_1985 Similar to HDDC3,M -1.46838 3.85E-17 0.68102 4238.622 2884.665
A_23_P14 NM_0154 cofactor of COBRA1, -1.46839 3.00E-09 0.68102 3885.228 2642.74
A_23_P61 NM_0182 Homo sapieLRRC20,FL -1.46866 4.15E-07 0.68089 1272.825 864.6879
A_32_P95223 FPPS_HU ENST000 -1.46907 5.74E-14 0.6807 4998.539 3397.768
A_24_P37 NM_02191 cofilin 2 (m CFL2 -1.46914 1.69E-11 0.68067 3097.392 2114.164
A_24_P46 BC046178 Chromoso C6orf173 -1.4692 1.48E-13 0.68064 5098.063 3478.285
A_24_P67 AK023329 CDNA FLJ AK023329 -1.46921 2.75E-06 0.68064 745.7362 508.4225
A_24_P95 NM_1782 Homo sapieTUSC3,N3 -1.46934 1.54E-15 0.68058 3983.89 2715.695
A_24_P23 NM_0227 hypothetic MOSC1,F -1.46944 8.66E-13 0.68053 2062.148 1402.856
A_24_P29 NM_0181 hypothetic FAM82C,pt -1.46955 1.03E-10 0.68048 652.4422 443.9896
A_24_P28 AK074029 Hypothetic FLJ20255 -1.46988 3.67E-08 0.68033 1452.07 987.6099
A_23_P68 NM_0219 Homo sapieNM_0219 -1.46995 0.00031 0.68029 4613.016 3186.23
A_23_P15 NM_1984 Homo sapiePTPLB -1.47008 0.0003 0.68024 2925.346 2008.94
A_32_P34 AK026418 FLJ39739 FLJ39739 -1.47009 4.47E-15 0.68023 1541.847 1048.016
A_23_P20 NM_0326 Homo sapieMGC1638 -1.47009 7.39E-12 0.68023 1310.84 890.6489
A_23_P54 NM_0178 hypothetic OSGEP,G -1.47012 2.95E-15 0.68022 3364.155 2285.89
A_24_P63 AK022223 Hypothetic FLJ22955 -1.4702 1.31E-06 0.68018 864.4218 588.5133
A_32_P8806 ALU4_HU THC19993 -1.4709 2.72E-07 0.67986 1772.49 1205.339
A_24_P37 NM_1451 Homo sapieDHRSX,D -1.47153 5.82E-08 0.67956 3912.081 2666.053
A_24_P27 NM_0030 SWI/SNF reSMARCA3 -1.4717 8.51E-09 0.67949 2632.95 1794.964
A_23_P25 NM_0029 ribosomal RPL15,EC4 -1.47182 2.83E-14 0.67943 4584.069 3108.247
A_24_P64 NM_0068 adaptor-rel AP3M2,P47 -1.47185 9.25E-08 0.67942 620.8755 421.764
A_23_P54 AB037759 Eukaryotic EIF2AK4 -1.47195 9.06E-17 0.67937 1939.403 1317.051
A_23_P21 BC036001 Dehydrog DHRS8 -1.47214 3.19E-12 0.67928 5285.796 3578.54
A_23_P92 NM_2058 Homo sapieSPINK6,B -1.47215 1.35E-10 0.67928 16693.69 11395.88
A_23_P25 NM_0181 Homo sapieFAIM,FAI -1.47273 6.92E-14 0.67901 8009.819 5423.173
A_24_P30 NM_0179 two-pore c TPCN1,TP -1.47302 0.00028 0.67888 792.9782 538.7365
A_24_P19 NM_1986 Homo sapieRAB15 -1.47304 1.18E-08 0.67887 876.3259 594.6056
A_24_P55 AK057088 AF034176 AK057088 -1.47367 1.24E-13 0.67858 3178.84 2161.84
A_23_P15 NM_0122 Homo sapieSEPHS1, -1.47368 1.57E-14 0.67857 9938.685 6752.917
A_23_P15 NM_0057 Homo sapieTHOC4,A -1.47391 2.09E-16 0.67847 26469.11 17942.23
A_23_P88 NM_1706 Homo sapieMEIS2,MR -1.47394 8.44E-09 0.67846 604.8561 410.3771
A_32_P160793 Unknown A_32_P16 -1.47441 0.00002 0.67824 5085.741 3495.214
A_32_P99 BC042161 Trafficking TRAPPC5 -1.47447 4.43E-18 0.67821 4807.529 3257.774
A_24_P30 NM_0227 HpaII tiny f HTF9C -1.47497 3.66E-09 0.67798 658.2954 446.2888
A_23_P20 NM_0132 Homo sapieUHRF1,N -1.47503 6.75E-15 0.67795 6141.356 4169.727
A_23_P64 NM_0219 likely ortho RIC8A,RI -1.47515 5.58E-18 0.6779 17517.15 11882.88
A_24_P84 NM_00411 flap structu FEN1,MF1 -1.47531 1.77E-18 0.67782 2437.311 1652.36
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A_23_P39 NM_0151 Myosin ph M-RIP -1.47546 8.38E-12 0.67775 2563.68 1740.832
A_24_P15 NM_01231 LIV-1 prot SLC39A6, -1.47589 0.00028 0.67756 1451.85 986.1314
A_23_P12 BC003353 Hypothetic MGC5309 -1.47614 1.02E-15 0.67744 2511.292 1702.461
A_24_P10 NM_1784 Homo sapieC9orf140 -1.47642 3.53E-06 0.67731 3735.574 2531.831
A_23_P20 NM_0012 Homo sapieCCNE1,C -1.47664 1.90E-08 0.67721 7830.338 5281.895
A_24_P24 NM_02461 NOD9 proteNOD9,FLJ2 -1.47725 6.95E-17 0.67693 2338.614 1582.082
A_23_P69 NM_0184 30 kDa pr LOC55831 -1.47768 2.03E-09 0.67674 3157.386 2140.201
A_23_P21 NM_0175 rotavirus X ZC3H7B,R -1.47803 0.00003 0.67658 1599.59 1085.086
A_23_P28 NM_0182 Homo sapieWDR12,Y -1.4782 0.00003 0.6765 7624.092 5113.967
A_23_P15 NM_0070 Homo sapieTOPBP1,T -1.47855 0.00023 0.67634 1185.444 805.7053
A_24_P32 NM_0120 ATP-bindi ABCB10, -1.47866 8.94E-08 0.67629 422.2302 285.553
A_24_P49 BC020516 Interferon IRF2BP2 -1.47872 1.57E-17 0.67626 1477.792 999.4742
A_23_P25 NM_0062 Homo sapiePPP2R5A -1.47874 3.79E-14 0.67625 6626.158 4470.779
A_23_P43 NM_0179 Homo sapieC9orf40,F -1.47884 5.04E-07 0.6762 1202.086 814.5612
A_23_P44235 AF098788 THC18430 -1.47887 3.22E-11 0.67619 3068.038 2078.889
A_23_P35 NM_0246 likely ortho E2F8,FLJ -1.479 9.44E-09 0.67613 1063.073 719.4219
A_24_P29 AF451991 PHD finge PHF10 -1.47937 1.37E-07 0.67596 1078.546 730.2294
A_23_P26 NM_0048 mannose- MPDU1,S -1.48076 2.72E-17 0.67533 3782.823 2552.235
A_23_P12 NM_0240 Homo sapieASB9,MG -1.48086 3.11E-11 0.67529 1996.725 1351.845
A_23_P88 NM_0326 cyclin-dep CINP,MG -1.48117 4.54E-06 0.67514 1080.781 727.7182
A_24_P88 NM_0038 peroxisom PEX11B,PE -1.4813 1.58E-12 0.67508 1614.171 1090.503
A_23_P39 NM_0150 Homo sapieSPG20,SP -1.48132 6.47E-12 0.67507 1332.979 899.5344
A_23_P69 NM_0184 30 kDa pr LOC55831 -1.48133 3.71E-13 0.67507 20569.91 13919.99
A_23_P42 NM_00131 mitogen-a MAPK14, -1.48151 4.78E-16 0.67499 4068.994 2750.775
A_24_P29 NM_0144 Lsm3 prot LSM3,SM -1.48198 2.06E-13 0.67477 30923.71 20935.71
A_23_P57 NM_0330 Homo sapieCECR5 -1.48211 1.21E-06 0.67472 4627.741 3106.715
A_23_P33 NM_1523 Homo sapieZNF573,F -1.48258 0.00002 0.6745 1566.117 1062.199
A_23_P13 NM_0017 Homo sapieCAV1,CA -1.48274 1.57E-06 0.67443 9461.163 6416.011
A_23_P40 NM_00591 Homo sapieMAT2A,M -1.48291 3.36E-07 0.67435 14026.33 9377.31
A_32_P49 NM_0247 disrupted i ALG9,DIB -1.48294 3.16E-08 0.67434 1588.724 1076.395
A_23_P12 NM_1303 Homo sapieTRIM34,IFP -1.48353 0.00016 0.67407 304.0162 204.8534
A_23_P14 NM_0000 Homo sapieCPT2,CPT -1.48382 9.22E-13 0.67394 1320.189 890.569
A_23_P83 AK022617 IGF-II mR IMP-1 -1.48394 1.88E-13 0.67388 2213.235 1485.121
A_23_P13 AL132665 BCL2/ade BNIP3L -1.48401 1.79E-06 0.67385 850.6025 574.3044
A_23_P11 NM_0164 Huntingtin HYPK,HS -1.48428 6.07E-20 0.67373 104340.3 70333.26
A_23_P21 NM_0249 Homo sapieNUP210,G -1.4843 4.53E-11 0.67372 1540.374 1039.391
A_23_P37 NM_1759 Homo sapieZADH2,M -1.48433 2.00E-16 0.67371 1759.783 1185.274
A_24_P12 NM_0322 Ubiquitin s USP48 -1.48468 1.49E-12 0.67355 1530.943 1031.683
A_23_P37 NM_0027 Homo sapiePSMB5,X, -1.48475 4.07E-10 0.67351 55958.13 37439.21
A_23_P54 NM_0239 Homo sapieC16orf24, -1.48501 1.21E-08 0.6734 3906.715 2610.24
A_32_P17 NM_1750 Homo sapiePILRB,FD -1.48525 2.27E-11 0.67329 1781.645 1204.168
A_24_P928765 Unknown A_24_P92 -1.48532 8.27E-13 0.67325 1725.708 1165.071
A_23_P16 NM_0240 hypothetic MGC2803 -1.48579 0.00002 0.67304 4678.793 3155.349
A_23_P36 NM_0055 Homo sapieSCARB1, -1.48606 2.10E-08 0.67292 719.6045 484.237
A_23_P12 NM_0036 Homo sapieDEGS1,M -1.48614 1.50E-06 0.67288 5153.131 3440.341
A_23_P92 NM_0314 Homo sapieATG10,AP -1.48639 0.00002 0.67277 877.4622 591.0267
A_23_P69 NM_0181 Homo sapieLEPREL1, -1.48642 2.59E-16 0.67276 3355.388 2258.849
A_24_P749042 Unknown A_24_P74 -1.48645 1.44E-19 0.67274 6369.006 4286.245
A_32_P17 NM_0145 ubiquitin c UBE2S,E2- -1.48667 3.53E-16 0.67264 18765.01 12599.15
A_23_P10 NM_01601 CGI-69 pr CGI-69 -1.48685 1.21E-15 0.67256 4887.821 3292.916
A_23_P16 NM_0033 Homo sapieUBE2L3,E -1.48702 3.19E-09 0.67248 5023.528 3385.306
A_23_P53 NM_0164 Homo sapieC14orf112 -1.48755 8.74E-11 0.67225 21390.48 14302.33
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A_23_P15 NM_0120 Homo sapiePGLS,6P -1.48781 4.58E-14 0.67213 4530.891 3052.591
A_32_P16 AF161398 Chromoso C6orf115 -1.48804 2.28E-08 0.67202 7123.627 4821.181
A_32_P83520 Unknown THC18594 -1.48811 0.00035 0.67199 473.1502 317.7637
A_32_P11 AB058761 Zinc finger ZNF469 -1.48843 6.09E-13 0.67185 3525.524 2371.475
A_23_P35 NM_0133 Homo sapieALG6 -1.48871 4.14E-16 0.67172 1845.824 1240.313
A_23_P12 NM_0121 Homo sapieFXC1,Tim -1.48893 8.10E-15 0.67162 1415.638 950.1639
A_24_P17 NM_0066 WAS prote WASF3,S -1.48915 3.42E-09 0.67152 940.9676 631.2161
A_32_P57702 Unknown A_32_P57 -1.48936 1.34E-07 0.67143 6559.686 4435.797
A_23_P12 NM_00631 aminopepti NPEPPS, -1.4896 1.54E-14 0.67132 23349.27 15633.84
A_23_P24 NM_0164 hypothetic HSPC196 -1.48964 2.91E-09 0.6713 1244.833 837.5857
A_24_P72 BX538231 BTB (POZ BTBD7 -1.48964 3.59E-12 0.6713 1544.668 1038.864
A_23_P39 NM_0806 Homo sapieKCNE4,MIR -1.49026 1.31E-12 0.67102 4807.428 3231.741
A_23_P77 NM_0190 protein arg PRMT7,FL -1.49044 4.79E-16 0.67094 7462.941 5013.983
A_23_P52 NM_0239 Homo sapieMRPL34,L3 -1.49045 1.58E-13 0.67094 15128.88 10193.89
A_32_P15466 Unknown THC19332 -1.49067 0.00002 0.67084 2658.486 1798.896
A_23_P20 NM_0034 Homo sapieCUL5,VA -1.49068 3.42E-07 0.67084 835.6025 560.9096
A_24_P94 D80006 Homo sapieKIAA0184 -1.49077 4.68E-13 0.67079 1107.746 742.8801
A_23_P15 NM_0043 BCS1 (yea BCS1L,BC -1.49078 4.31E-16 0.67079 3145.567 2106.605
A_23_P57 NM_0208 Homo sapieDHX36,D -1.49079 1.34E-11 0.67078 5799.269 3902.313
A_23_P10 NM_0142 upstream UBTF,UB -1.49081 0.00025 0.67078 525.1883 352.0215
A_23_P10 NM_0024 Homo sapieNDN,HsT1 -1.49086 3.04E-08 0.67075 1246.81 834.6835
A_23_P81 NM_0183 Homo sapieLMBRD1, -1.49103 2.65E-09 0.67068 4679.482 3145.111
A_23_P10 NM_0161 Homo sapieINSIG2,M -1.49138 0.0002 0.67052 560.6072 375.5989
A_24_P39 AK095244 Cytochrom CYB561 -1.49166 2.27E-15 0.6704 8080.53 5408.808
A_23_P13 NM_0240 Homo sapieALG8,MG -1.49183 1.18E-07 0.67032 8214.961 5478.984
A_23_P34 NM_1759 hypothetic MGC4263 -1.49207 0.00009 0.67021 351.127 235.4598
A_24_P152566 Unknown A_24_P15 -1.49208 0.00003 0.67021 583.9337 391.0963
A_23_P61 AK098362 Chromoso C7orf32 -1.4921 0.00068 0.6702 530.7892 355.155
A_24_P68 NM_0208 Homo sapieNM_0208 -1.49221 7.34E-13 0.67015 1581.653 1059.222
A_24_P42 NM_0230 hypothetic PYCRL,FLJ -1.49231 3.30E-11 0.6701 3419.607 2285.543
A_23_P15 NM_0245 Homo sapieC16orf33, -1.49242 9.77E-16 0.67005 9934.382 6645.851
A_23_P42 NM_1749 Homo sapieSEC14L4, -1.49246 1.29E-16 0.67003 1327.419 889.588
A_23_P49 NM_0034 Homo sapieUSP7,TEF -1.49295 4.19E-13 0.66982 7020.307 4714.793
A_23_P31 NM_0003 Homo sapieTCOF1,M -1.49311 6.81E-10 0.66974 12174.5 8111.616
A_24_P20 XM_37799 Homo sapieXM_37799 -1.49343 1.39E-07 0.6696 15088.18 10148.41
A_23_P14 NM_0181 hypothetic FLJ10700 -1.49358 0.00006 0.66953 1277.607 859.8047
A_23_P33 AJ314645 Hypothetic FLJ22729 -1.49377 2.11E-07 0.66945 3579.275 2394.244
A_24_P35 NM_0122 basic trans GTPBP6, -1.49392 1.71E-06 0.66938 501.0162 335.4254
A_32_P11 BC024301 Sorting ne SNX12 -1.49394 1.40E-18 0.66937 11444.05 7654.456
A_23_P13 AF182418 LSM3 hom LSM3 -1.49405 2.47E-13 0.66932 21264.53 14289.03
A_23_P14 NM_0025 Homo sapiePDCD2,R -1.49416 1.82E-11 0.66927 4989.833 3358.81
A_32_P58 NM_15381 Homo sapiePHF13,PH -1.49434 6.86E-06 0.66919 2889.978 1944.997
A_23_P49 NM_0122 nucleotide NUBP2,C -1.49434 7.71E-06 0.66919 2127.581 1420.262
A_23_P21 NM_0039 Homo sapieATP6V0E, -1.49435 2.82E-17 0.66919 13365.79 8937.855
A_23_P15233 Unknown A_23_P15 -1.49455 2.90E-08 0.6691 3000.169 2013.199
A_23_P38 NM_0191 DNA meth DMAP1,D -1.49508 0.00063 0.66886 324.4376 216.4885
A_23_P52 NM_0045 Homo sapieKIF11,EG -1.49521 6.33E-11 0.6688 2613.406 1752.926
A_24_P94 AK024362 Hypothetic LOC14765 -1.49525 1.07E-13 0.66878 1111.824 743.6737
A_23_P50 NM_0323 hypothetic COG8,DO -1.49537 3.31E-13 0.66873 4703.738 3154.181
A_23_P16 NM_0229 hypothetic SLC30A5, -1.49567 5.58E-08 0.6686 1563.175 1049.609
A_32_P11 BC040651 Isopenten IDI2 -1.49567 4.56E-08 0.6686 2314.602 1552.461
A_23_P10 NM_0045 Homo sapieNARS,AS -1.49573 2.51E-16 0.66857 12397.33 8307.596
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A_23_P20 NM_0030 Homo sapieSEC14L1, -1.49578 1.42E-06 0.66855 578.36 386.5787
A_23_P99 NM_1384 hypothetic MGC5987 -1.49581 3.70E-07 0.66853 3780.023 2549.809
A_23_P30 NM_00041 Homo sapieHLCS,HC -1.49584 3.07E-10 0.66852 935.6932 625.7748
A_23_P36 NM_0021 Homo sapieHOXB5,H -1.49589 3.87E-09 0.6685 1335.635 893.8314
A_24_P33 NM_00121 carbonic a CA12,CAX -1.49675 7.47E-13 0.66811 2137.558 1429.618
A_24_P22 BC042161 Trafficking TRAPPC5 -1.49676 0.00003 0.66811 11226.57 7432.718
A_23_P33 BC012766 Endoplas KIAA1181 -1.49741 8.61E-10 0.66782 10686.34 7157.467
A_32_P87 NM_00591 methionin MAT2A,M -1.49748 1.28E-17 0.66779 55286.07 36879.52
A_32_P60 NM_0041 coagulatio F2RL2,PA -1.49749 1.39E-08 0.66778 2043.874 1353.977
A_23_P36 NM_0064 Homo sapieDCTN2,R -1.49799 1.93E-12 0.66756 6105.606 4061.655
A_32_P21 M83234 Human nu NSEP -1.49815 2.43E-14 0.66749 22657.46 15086.39
A_23_P14 NM_0027 Homo sapieEIF2AK2, -1.49827 7.81E-06 0.66744 4543.934 3048.954
A_32_P149011 Unknown A_32_P14 -1.49833 0.00023 0.66741 776.0054 517.613
A_23_P70 NM_0528 hypothetic MGC2167 -1.4985 4.50E-07 0.66734 995.8611 664.891
A_23_P42 AF161414 Similar to MGC8838 -1.49852 2.62E-17 0.66732 3339.508 2229.686
A_23_P21 NM_0154 Homo sapieWDR51A, -1.49868 1.61E-19 0.66725 2766.15 1845.05
A_23_P20 NM_03091 Homo sapieSNX27,M -1.49869 4.85E-08 0.66725 959.5991 641.0808
A_24_P467449 ALU5_HU THC18362 -1.49891 0.00028 0.66715 303.7861 202.9348
A_24_P91 BC011671 Guanine n GNB5 -1.49911 0.00054 0.66706 355.8333 237.9553
A_24_P36 NM_0045 NADH dehyNDUFC2, -1.49914 5.13E-07 0.66705 768.6725 513.1554
A_32_P39 AK054902 CDNA FLJ3AK054902 -1.49943 0.00013 0.66692 351.4855 234.2464
A_24_P62 NM_1942 hypothetic LOC15219 -1.49956 4.58E-06 0.66686 329.3963 219.6618
A_23_P16 NM_01781 Homo sapieRG9MTD1 -1.4996 1.15E-20 0.66685 11897.71 7931.076
A_23_P33 NM_0211 polymeras POLR2L,R -1.50012 8.02E-13 0.66661 7420.974 4960.874
A_23_P11 NM_1828 Arsenate r ARS2 -1.50014 0.00099 0.6666 567.481 377.522
A_24_P36 NM_0324 mitochond MRPS6,R -1.50017 3.91E-14 0.66659 4841.419 3226.636
A_32_P195924 Unknown THC19928 -1.50035 1.39E-10 0.66651 1982.172 1321.727
A_23_P38 NM_0207 raptor raptor,KIA -1.50044 0.00002 0.66647 3155.454 2124.649
A_24_P32 NM_0530 Homo sapieEGLN2,EI -1.50102 3.72E-12 0.66621 667.1416 444.4453
A_23_P20 NM_01341 adenylate AK3L1,AK -1.50135 0.00001 0.66607 491.3852 327.0881
A_32_P67 BC067908 CDNA clo BC067908 -1.50184 8.40E-11 0.66585 779.9356 519.0844
A_24_P48 AK022066 Unc-51-lik ULK4 -1.50221 0.00006 0.66569 813.4232 541.2316
A_23_P40 NM_1522 Homo sapieFAM58A, -1.50229 2.35E-11 0.66565 12131.17 8029.345
A_24_P27 NM_0529 hypothetic LRRC42, -1.50251 0.00059 0.66555 298.5631 198.3993
A_24_P37 NM_0071 solute carri SLC22A18 -1.50272 3.82E-18 0.66546 12410.52 8250.128
A_23_P20 NM_00271 Homo sapiePPP2R5C, -1.50277 2.81E-16 0.66544 4045.994 2691.979
A_23_P45 NM_0123 Homo sapieEPB41L3, -1.5035 3.36E-14 0.66511 2369.455 1575.948
A_32_P8732 Unknown THC18707 -1.50366 5.40E-11 0.66504 995.7799 661.6406
A_23_P34 NM_0066 jumping tr JTB,PAR, -1.50383 1.35E-12 0.66497 36628.76 24270.95
A_23_P21 NM_0047 Ac-like tra ZBED1,ALT -1.50393 6.55E-08 0.66492 928.5645 617.9867
A_32_P26956 Unknown A_32_P26 -1.50403 0.0001 0.66488 1588.434 1052.343
A_24_P17 AB007891 Homo sapieKIAA0431 -1.50432 0.00032 0.66475 849.199 566.2645
A_23_P78 NM_0145 Homo sapieMYBBP1A, -1.50455 7.57E-09 0.66465 2563.753 1703.973
A_23_P20 NM_00191 Homo sapieCYC1 -1.5053 2.80E-22 0.66432 5293.413 3516.209
A_24_P19 AF333487 Kazal-type KAZALD1 -1.50536 3.62E-17 0.66429 10212.4 6770.937
A_24_P24 AB028949 Kazrin KIAA1026 -1.50664 0.00072 0.66373 475.0431 314.8248
A_23_P25 NM_0016 ADP-ribos ARF5 -1.5069 7.05E-06 0.66361 1453.736 958.0612
A_23_P15 NM_0156 DKFZP58 EIF2B4,EI -1.50712 5.52E-12 0.66352 1242.207 823.3709
A_23_P68 NM_03211 hypothetic WDR54,F -1.50759 5.15E-08 0.66331 3720.276 2485.919
A_23_P95 NM_0164 hypothetic ANKRD39, -1.50769 2.26E-14 0.66326 844.3137 560.0452
A_23_P60 NM_00141 Homo sapieEIF4B,EIF -1.50789 4.07E-14 0.66318 1714.518 1135.696
A_24_P30 NM_0034 stannin SNN -1.508 0.00004 0.66313 1015.617 679.5656
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A_23_P15 NM_0334 Homo sapieC20orf161 -1.5081 4.41E-06 0.66309 1630.836 1076.489
A_23_P11 AK129920 Son of sev SOS2 -1.50817 0.00005 0.66305 504.7969 334.2775
A_24_P12 NM_1707 Homo sapieICMT,PC -1.50863 2.55E-10 0.66285 2083.824 1383.07
A_23_P15 NM_0071 signal seq SSR3,TR -1.50884 3.03E-08 0.66276 6744.877 4510.657
A_23_P24 NM_0000 Homo sapieCDK4,CM -1.50896 3.67E-17 0.66271 8819.059 5850.523
A_24_P91 AK001134 Hypothetic PCDH17 -1.50957 3.07E-06 0.66244 499.2452 330.4786
A_23_P41 AF151783 Chromoso C9orf88 -1.50957 6.23E-18 0.66244 24956.21 16521.43
A_23_P15 NM_0072 Prohibitin REA -1.50959 4.51E-09 0.66243 65067.76 42700.99
A_23_P11 NM_0069 Homo sapieSUMO2,H -1.50974 4.45E-21 0.66237 29852.83 19762.95
A_23_P42 NM_0180 Homo sapieC6orf166, -1.50984 5.69E-13 0.66232 7883.479 5208.969
A_32_P11 NM_17851 hypothetic FLJ36878 -1.50999 6.77E-07 0.66226 1033.011 685.2963
A_23_P25 AB058721 E1A bindin EP400 -1.51007 3.05E-08 0.66222 689.4923 456.6191
A_23_P75 NM_0066 Homo sapieZMYND11 -1.51011 5.13E-06 0.6622 423.5128 280.3591
A_23_P16 AK024408 Homo sapieFLJ14346,M -1.51043 0.00003 0.66206 701.9845 464.9722
A_24_P37 NM_1827 Homo sapieTMSL4 -1.51088 4.87E-07 0.66186 227981.9 149013.9
A_23_P27 NM_0048 Homo sapieIL27RA,C -1.51101 0.00001 0.66181 555.5935 367.5317
A_32_P19 AY030238 LQK1 hyp LQK1 -1.5117 1.01E-16 0.66151 2248.744 1488.673
A_32_P62026 Unknown THC19196 -1.51173 5.04E-08 0.66149 435.4901 288.0635
A_23_P29 NM_0017 carbonyl r CBR1,CB -1.5119 2.37E-16 0.66142 8514.168 5620.749
A_23_P12 NM_0152 likely ortho CSTF2T,Cs -1.51201 0.00005 0.66137 820.5665 540.9009
A_23_P39 NM_0211 thymosin, TMSB4X, -1.51211 3.18E-23 0.66133 100984.2 66788.42
A_32_P117186 Unknown THC18412 -1.51217 0.00075 0.6613 463.2285 306.0828
A_32_P23 AF132203 Stearoyl-C SCD -1.51225 2.32E-21 0.66127 6220.663 4114.58
A_32_P71 NM_00201 FK506-bin FKBP4,HB -1.5124 2.59E-10 0.6612 816.7252 539.7991
A_24_P19 XM_17115 similar to LOC25388 -1.51247 0.00027 0.66117 491.929 324.6376
A_24_P34 NM_00471 synaptogy SYNGR2 -1.51267 2.88E-06 0.66108 2210.227 1467.876
A_32_P184092 Unknown A_32_P18 -1.51272 0.00003 0.66106 656.0686 433.8607
A_23_P42 NM_0144 Homo sapieLSM3,SM -1.51272 2.10E-13 0.66106 13010.68 8641.69
A_23_P25 NM_03081 Homo sapieMRPS26, -1.51289 3.51E-16 0.66098 20512.02 13577.22
A_23_P74 NM_0180 Homo sapieIARS2,FLJ -1.51324 4.92E-16 0.66083 20231.54 13332.02
A_24_P27 NM_0073 TAR DNA TARDBP, -1.51326 1.44E-17 0.66082 3935.774 2597.737
A_23_P99 NM_0332 Homo sapieBTBD6,B -1.51329 1.31E-12 0.66081 19112.78 12614.68
A_23_P54 NM_0143 CREBBP/ CRI1,EID1 -1.51331 2.56E-13 0.6608 34450.96 22838.01
A_23_P14 NM_0043 Homo sapieBMPR1A, -1.51361 9.35E-07 0.66067 728.9262 481.9085
A_23_P20 NM_0200 Homo sapieACCN2,A -1.51369 1.22E-07 0.66064 672.2165 443.9337
A_23_P13 NM_0049 Homo sapieSLC29A1, -1.51391 3.88E-13 0.66054 2533.852 1673.861
A_24_P245246 U85245 ph THC18059 -1.51408 3.83E-21 0.66047 3745.963 2473.821
A_32_P69 NM_0252 FAD-synth FLAD1,FA -1.51416 1.83E-17 0.66043 1191.299 786.8801
A_23_P38 NM_0041 RAB1A, m RAB1A -1.51426 2.47E-21 0.66039 7547.694 4982.167
A_24_P29 NM_2073 hypothetic LOC33944 -1.51435 2.61E-20 0.66035 7295.869 4816.138
A_32_P20 BC040051 U2-associ SR140 -1.51459 3.35E-14 0.66024 1239.857 817.902
A_23_P46 NM_0223 MMS19 (M MMS19L, -1.51465 7.83E-11 0.66022 3509.887 2331.28
A_23_P11 NM_1392 methionyl- MTFMT,F -1.51465 8.20E-15 0.66022 1427.341 942.6278
A_24_P26 AJ420430 Full length AJ420430 -1.51479 1.41E-20 0.66016 2485.643 1641.563
A_23_P88 NM_0000 Homo sapieCLN3,BTS -1.51501 1.33E-11 0.66006 3052.673 2011.67
A_24_P12 NM_0139 discoidin d DDR1,CA -1.51506 7.72E-21 0.66004 5958.433 3934.701
A_24_P530690 Unknown A_24_P53 -1.51518 8.99E-13 0.65999 1065.239 703.3169
A_23_P11 NM_0181 Homo sapieC10orf3,F -1.51573 3.71E-11 0.65975 7641.647 5059.703
A_32_P20 NM_1817 Quiescin QSCN6L1 -1.51575 1.57E-18 0.65974 1236.37 815.7343
A_24_P21 NM_0163 chemokine CKLF,C32 -1.51587 1.88E-09 0.65969 3050.385 2019.587
A_24_P39 XM_37296 Homo sapieENST000 -1.51623 2.85E-22 0.65953 11293.1 7450.387
A_24_P18 AL713644 Neurofilam NEFL -1.51625 1.09E-11 0.65952 36963.54 24257.16
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A_23_P20 NM_0244 Homo sapieNOTCH2, -1.51635 0.00006 0.65948 5534.666 3614.345
A_32_P13 NM_1392 Homo sapieAKAP1,A -1.51721 8.36E-10 0.6591 10126.64 6700.487
A_32_P10 NM_1527 hypothetic Ells1,FLJ2 -1.51748 8.81E-06 0.65899 603.1057 397.0363
A_24_P73 BC013276 Homo sapieBC013276 -1.51775 2.26E-12 0.65887 1004.362 662.5018
A_23_P35 NM_1723 Homo sapieMCP,TLX, -1.51811 5.09E-07 0.65871 616.5984 406.2426
A_24_P26 NM_0156 lamina-ass TOR1AIP1 -1.51848 1.06E-07 0.65855 502.2726 330.6745
A_23_P72 AK000681 Hypothetic FLJ20674 -1.51852 2.62E-10 0.65854 646.5678 425.8348
A_23_P65 NM_0024 Homo sapieMGAT2,G -1.51853 4.02E-14 0.65853 5987.272 3957.653
A_23_P94 NM_0182 Homo sapieTBC1D13, -1.51873 1.05E-19 0.65844 13219.21 8706.693
A_23_P25 NM_0056 Homo sapieABCC5,M -1.51885 1.60E-09 0.65839 1469.487 971.1887
A_23_P13 NM_00641 ribonuclea RPP30,TSG -1.51887 1.36E-06 0.65839 2437.892 1619.909
A_23_P25 NM_0178 hypothetic TMEM70, -1.51953 1.03E-09 0.6581 10730.84 7017.525
A_32_P33 NM_2074 FLJ27365 FLJ27365 -1.52025 1.83E-07 0.65779 910.0346 596.6726
A_23_P16 NM_01821 Chromoso C20orf31 -1.52044 0.00004 0.6577 427.8596 281.7481
A_23_P25 NM_0150 KIAA0676 KIAA0676 -1.52047 7.75E-10 0.65769 5337.414 3522.493
A_23_P13 NM_0218 Homo sapiePEO1,PE -1.5205 1.14E-15 0.65768 1017.367 668.9349
A_23_P21 NM_0164 scotin SCOTIN -1.52096 5.48E-12 0.65748 62086.17 40994.07
A_32_P187458 Unknown A_32_P18 -1.5212 9.89E-10 0.65738 1174.526 772.3044
A_23_P32426 Unknown THC19925 -1.52123 0.00019 0.65736 304.6811 200.0885
A_23_P99 AK074057 Hypothetic FLJ10357 -1.52125 9.31E-09 0.65736 7113.644 4641.846
A_24_P36 NM_0188 protocadh PCDHAC1 -1.52127 7.22E-08 0.65735 796.8307 524.6149
A_23_P13 U35612 Homo sapieSOX22 -1.52127 0.00081 0.65735 317.9077 208.5941
A_23_P34 NM_0045 nuclease seYBX1,YB1, -1.52146 7.06E-15 0.65726 90082.59 59096.87
A_23_P10 NM_1304 Homo sapieD4ST1,HD -1.52174 3.04E-11 0.65714 4418.82 2903.917
A_23_P53 NM_0001 Homo sapieERCC3,X -1.52225 7.44E-09 0.65692 967.519 634.864
A_24_P66932 Unknown ENST000 -1.52257 0.00001 0.65678 2010.182 1330.356
A_23_P71 NM_0061 Neurofilam NEFL -1.52266 1.57E-11 0.65674 4712.002 3100.108
A_24_P24 AF060925 Hematolog HN1 -1.52274 0.00002 0.65671 2009.755 1335.155
A_24_P14 NM_0041 NADH dehyNDUFB7, -1.52293 1.48E-09 0.65663 9452.479 6242.475
A_23_P42 NM_1533 hypothetic FLJ90586 -1.52294 3.09E-07 0.65662 1596.564 1043.368
A_24_P118361 Unknown A_24_P11 -1.52334 1.56E-16 0.65645 867.001 569.1533
A_24_P14 NM_02471 Chromoso C9orf86 -1.52339 1.21E-13 0.65643 5404.434 3551.065
A_23_P81 NM_0057 conserved CTDSP2, -1.52351 3.81E-17 0.65638 5912.821 3889.273
A_24_P23 NM_1383 Homo sapieHNRPLL, -1.52362 0.00004 0.65633 2375.83 1571.034
A_23_P65 BX537558 PMS2 pos PMS2 -1.52377 4.84E-08 0.65627 1102.751 725.9367
A_24_P22 NM_0044 DNA frag DFFA,DFF -1.52394 1.68E-09 0.65619 2002.469 1316.58
A_24_P39 NM_2074 Homo sapieFLJ44896 -1.52406 1.07E-09 0.65614 674.3428 442.295
A_32_P75 NM_1522 Homo sapieFAM58A, -1.52409 1.43E-15 0.65613 7488.698 4927.884
A_24_P680548 Unknown A_24_P68 -1.52446 9.96E-22 0.65597 55444.16 36384.4
A_32_P10 AK096022 Hypothetic LOC28602 -1.5249 0.00063 0.65578 242.0475 158.8477
A_23_P69 NM_0028 Homo sapieRARS,Arg -1.52543 1.79E-10 0.65555 63780.59 41444.73
A_24_P18 NM_00271 protein ph PPP2CA, -1.5256 1.39E-17 0.65548 7727.491 5071.638
A_23_P32 NM_0190 Homo sapieEXOSC4, -1.52572 3.36E-14 0.65543 4600.014 3007.886
A_23_P88 NM_0160 CGI-112 p C14orf122 -1.52601 2.23E-10 0.6553 4082.152 2659.486
A_24_P48 NM_0024 N-methylp MPG,AAG -1.52604 8.14E-09 0.65529 4496.828 2922.394
A_24_P92 NM_02121 transposo LOC58486 -1.52615 1.39E-07 0.65524 1973.864 1299.74
A_23_P92 AK025789 Homo sapieRFWD2,C -1.52617 2.74E-22 0.65523 4802.156 3146.292
A_23_P13 NM_0037 aldo-keto r AKR1C3, -1.52646 1.57E-19 0.65511 152463 99760.73
A_23_P52 NM_0145 Homo sapiePRPF19,PS -1.5265 2.43E-10 0.65509 733.4563 480.2167
A_24_P35 NM_0164 zinc finger ZNF219,Z -1.52687 8.01E-07 0.65494 3451.399 2235.554
A_24_P19 NM_0149 KIAA0911 CLSTN1,C -1.5273 5.62E-14 0.65475 1520.324 994.0369
A_23_P14 NM_0039 ubiquitin-c UBE2M,U -1.52738 5.01E-06 0.65471 2504.033 1626.374
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A_23_P21 AL833042 Mitogen-a MAPKAP1 -1.52746 0.00029 0.65468 248.5306 162.6668
A_23_P42 NM_2034 Homo sapieMRFAP1L -1.52758 2.23E-09 0.65463 3722.473 2442.862
A_23_P11 NM_0019 eukaryotic EIF4E,CB -1.528 3.72E-08 0.65445 2804.313 1842.582
A_24_P25 NM_0063 C2f protein C2F -1.52819 2.04E-22 0.65437 10208.42 6677.172
A_23_P37 NM_00121 Homo sapieCA12,CAX -1.5283 6.55E-11 0.65432 17260.29 11347.33
A_23_P12 NM_1994 Homo sapieZFP64,MG -1.52865 7.02E-17 0.65417 4258.647 2793.089
A_23_P73 NM_0015 Homo sapieIRAK1,IR -1.52868 1.32E-13 0.65416 7113.6 4647.029
A_23_P10 NM_0200 Homo sapieSLC2A4R -1.52875 2.37E-16 0.65413 24318.63 15868.17
A_23_P72 NM_0179 nuclear pr NPL4,FLJ -1.52878 1.64E-16 0.65411 2113.661 1381.81
A_24_P27 AK057015 Heat shoc HSPA4 -1.5288 4.19E-12 0.65411 1072.818 701.8733
A_23_P42 NM_0180 hypothetic C6orf166, -1.52881 3.91E-06 0.6541 1177.057 772.2858
A_23_P40 BC022374 PHD finge PHF19 -1.52881 2.22E-11 0.6541 7489.905 4926.053
A_23_P11 NM_0011 Homo sapieBIRC5,API -1.52964 2.49E-13 0.65375 27458.13 17911.79
A_24_P38 NM_1447 Homo sapieDEGS1,M -1.53018 9.55E-09 0.65352 3200.022 2089.649
A_23_P48 NM_0240 hypothetic MGC5576 -1.53031 4.33E-17 0.65346 27947.91 18216.97
A_32_P23 BC007205 Homo sapieBC007205 -1.53048 6.14E-07 0.65339 3629.391 2368.713
A_23_P17 NM_0006 Homo sapieIFNAR1,A -1.53092 6.97E-08 0.6532 647.7289 422.7882
A_23_P41 NM_0133 Homo sapieSNX8 -1.53094 4.85E-11 0.65319 632.9235 413.4034
A_23_P13 BC003515 Chromoso C6orf129 -1.53096 1.46E-10 0.65319 1848.304 1209.044
A_24_P38 NM_1307 Nucleolar NOL6 -1.53132 1.52E-11 0.65303 3277.65 2144.366
A_23_P60 NM_0030 SWI/SNF reSMARCA2 -1.53137 5.10E-10 0.65301 738.822 482.4507
A_23_P17 NM_0032 Homo sapieTSPAN6,T2 -1.53139 2.53E-15 0.653 3394.011 2222.307
A_23_P10 AK098212 Protein BA FLJ10359 -1.53139 5.41E-15 0.653 9053.732 5919.746
A_24_P39 NM_0186 smooth m SMAP-1,F -1.53141 3.13E-11 0.65299 2179.863 1421.106
A_24_P94 AF113007 DKFZP58 DKFZP58 -1.53141 1.35E-19 0.65299 1165.557 761.1012
A_23_P21 NM_0143 Homo sapieZNF278,Z -1.53153 1.85E-07 0.65294 579.5297 378.324
A_24_P39 NM_0067 MORF-rel MORF4L1, -1.53171 5.94E-23 0.65287 57630.02 37639.97
A_23_P14 NM_0058 Homo sapieOPRS1,S -1.53179 5.16E-18 0.65283 9187.665 5988.727
A_32_P70 AK098629 Cyclin M3 CNNM3 -1.53206 1.08E-07 0.65272 979.9879 638.4961
A_23_P10 NM_0324 Homo sapieMRPS6,R -1.53237 5.84E-11 0.65259 30318.09 19667.68
A_24_P27 NM_01871 calreticulin CDCA7L, -1.53312 1.82E-06 0.65227 6397.312 4174.461
A_24_P530977 Unknown A_24_P53 -1.53345 2.59E-14 0.65212 57460.96 37348.55
A_23_P49 NM_01901 Homo sapieFAM64A,F -1.5336 2.18E-21 0.65206 4474.136 2912.662
A_24_P78 AK092572 Hypothetic LOC14841 -1.53394 0.00031 0.65191 428.6486 279.4935
A_32_P140262 Unknown A_32_P14 -1.53436 6.33E-12 0.65174 5187.915 3375.946
A_23_P76 NM_0017 Homo sapieCD9,BA2, -1.5346 2.36E-14 0.65164 862.5508 561.9407
A_23_P11 NM_0160 CGI-120 p COPZ1,C -1.5347 7.95E-06 0.6516 2068.578 1333.058
A_32_P20 AK023412 CDNA FLJ AK023412 -1.53485 2.20E-06 0.65153 549.1014 357.6417
A_24_P30 NM_0045 spermine SMS,SRS,S -1.53486 1.85E-23 0.65153 16536.71 10771.46
A_24_P26 NM_0043 chromoso C8orf1,hT -1.53495 3.10E-06 0.65149 1056.268 691.2404
A_24_P118813 Unknown A_24_P11 -1.53517 4.42E-10 0.65139 2914.38 1887.015
A_24_P70 BX537688 Homo sapieDKFZp686 -1.5352 0.00075 0.65138 297.1651 192.9506
A_24_P56 NM_0013 defender agDAD1 -1.53532 1.57E-11 0.65133 19209.51 12565.07
A_24_P33 NM_0240 hypothetic METRN,M -1.53533 1.35E-06 0.65132 5063.382 3267.707
A_23_P15 NM_0179 FLJ20758 FLJ20758 -1.53536 2.87E-11 0.65131 9917.699 6424.755
A_23_P11 NM_0216 Homo sapiePLEKHA1,T -1.53547 4.75E-06 0.65126 1963.352 1281.436
A_24_P14 NM_0211 thymosin, TMSB4X, -1.5355 1.29E-21 0.65126 99332.98 64634.73
A_23_P14 NM_0071 Homo sapieUBL3,HC -1.53567 8.34E-07 0.65118 2400.156 1572.136
A_23_P16 NM_0053 Homo sapieHADHSC, -1.5357 1.06E-11 0.65117 11604.71 7594.757
A_23_P10 NM_0245 Homo sapieTTC13,FL -1.53593 5.40E-10 0.65107 926.395 603.468
A_24_P840868 Unknown A_24_P84 -1.53609 1.49E-16 0.65101 76332.08 49849.82
A_23_P16 NM_0056 Homo sapieTAF1B,SL -1.53612 0.00001 0.65099 1121.886 729.9764
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A_23_P14 NM_0071 protein-O- POMT1,R -1.5364 1.24E-10 0.65087 3866.135 2517.3
A_23_P12 NM_0182 Homo sapieNUP133,h -1.53661 6.33E-15 0.65078 3795.005 2478.228
A_23_P12 NM_0142 Homo sapieHKE2,KE- -1.53695 1.61E-21 0.65064 6579.984 4277.144
A_23_P50 NM_0205 Homo sapieCSRP2BP -1.53698 8.39E-13 0.65063 2717.843 1771.356
A_23_P32 NM_0528 Homo sapieWDR5,BI -1.53698 1.00E-07 0.65063 1255.37 812.1544
A_24_P71 AK098433 Hypothetic LOC28410 -1.53756 6.76E-16 0.65038 13507.79 8760.078
A_24_P852099 Unknown A_24_P85 -1.53808 1.70E-10 0.65016 103042.3 66435.15
A_24_P20 NM_0331 prostein pr SLC45A3, -1.53887 1.93E-15 0.64983 1287.174 835.8102
A_23_P33 NM_17851 hypothetic FLJ36878 -1.53887 0.001 0.64983 473.4501 306.7286
A_32_P46 AK090664 Interleukin IL17D -1.53891 1.09E-12 0.64981 662.4054 430.4016
A_24_P31 NM_0065 API5-like 1 API5,AAC- -1.53941 1.82E-17 0.6496 1146.205 744.4408
A_32_P11 AK092180 Homo sapieLOC44124 -1.54002 2.33E-16 0.64934 15907.32 10357.09
A_23_P47 NM_0061 Homo sapieOAS3,p10 -1.54004 3.51E-07 0.64933 1351.753 876.5657
A_24_P21 BC001097 Eukaryotic EIF4B -1.54027 1.11E-14 0.64924 4293.821 2781.374
A_23_P12 NM_0060 tubulin, alp K-ALPHA- -1.54098 7.19E-18 0.64894 392266.4 255153.4
A_23_P50 NM_0039 methyl-Cp MBD3 -1.5418 2.17E-18 0.64859 3565.011 2314.781
A_23_P63 NM_0240 Homo sapieLRFN4,M -1.54183 1.99E-07 0.64858 7531.223 4867.048
A_23_P11 NM_0019 eukaryotic EIF4E,CB -1.5422 1.61E-20 0.64843 10537.9 6825.976
A_23_P11 NM_0151 Homo sapieARL6IP,AI -1.54225 1.20E-22 0.6484 8205.125 5322.198
A_24_P27 XM_29301 similar to LOC34433 -1.54225 7.62E-12 0.6484 1344.205 872.8895
A_23_P25 NM_0072 Homo sapieTUSC2,P -1.54244 1.89E-11 0.64832 6711.751 4345.498
A_23_P74 NM_0031 Homo sapieSRM,PAP -1.54248 1.38E-10 0.64831 8933.396 5780.082
A_23_P19 NM_0063 lysophosp LYPLA1,L -1.54254 1.97E-06 0.64828 3146.581 2066.419
A_23_P13 NM_0067 Homo sapieTXNL4A,D -1.54261 2.74E-12 0.64825 29778.71 19195.39
A_23_P21 NM_0181 Homo sapieTMEM33, -1.543 1.27E-18 0.64809 7466.842 4829.753
A_24_P41 NM_0057 Not56 (D. ALG3,CD -1.54334 2.13E-09 0.64795 10096.09 6517.857
A_23_P33 NM_0156 DKFZP56 NOC2L,D -1.54355 4.63E-12 0.64786 718.7026 465.6644
A_23_P21 AK092776 Hypothetic MGC1647 -1.54381 1.27E-19 0.64775 3958.525 2567.541
A_23_P11 NM_0319 Homo sapieCENTG3, -1.54449 2.82E-15 0.64746 9936.881 6417.563
A_32_P23 NM_0120 ATP-bindi ABCB10, -1.54454 0.00007 0.64744 622.0363 402.6053
A_23_P61 NM_0004 galactosid GLB1 -1.54481 1.42E-21 0.64733 7231.549 4687.601
A_32_P23 NM_0181 hypothetic ARMC1,Arc -1.54484 3.88E-13 0.64732 3172.252 2058.386
A_23_P34 NM_0252 FAD-synth FLAD1,FA -1.54504 7.38E-08 0.64723 4032.94 2600.333
A_23_P35 NM_0159 Homo sapieSNX7,MG -1.54513 2.91E-15 0.6472 3936.473 2556.268
A_32_P31 BC035691 Glutathion GSR -1.54603 2.00E-08 0.64682 2005.176 1285.961
A_32_P43 NM_0240 hypothetic DDX54,D -1.54695 3.88E-15 0.64643 36433.16 23585.32
A_23_P20 NM_0530 Homo sapieCCND1,B -1.54703 2.33E-12 0.6464 3131.715 2023.728
A_23_P62 NM_0123 Homo sapiePHLDA3,T -1.54762 4.48E-10 0.64615 3421.112 2207.809
A_32_P197899 Unknown A_32_P19 -1.54791 2.71E-06 0.64603 1388.124 898.4457
A_23_P13 NM_0314 Homo sapieMARVELD -1.54842 1.61E-11 0.64582 16884.48 10853.36
A_23_P67 NM_0250 Homo sapieUXS1,FLJ -1.54877 1.75E-09 0.64567 2781.166 1800.543
A_23_P13 NM_1529 Homo sapieGLT8D1,AD -1.54893 1.86E-11 0.64561 3920.186 2545.406
A_23_P10 NM_0069 Homo sapieSUMO3,S -1.54932 1.43E-19 0.64544 2435.853 1573.493
A_23_P66 NM_0022 Homo sapieKRT19,K1 -1.54961 2.08E-08 0.64532 60792.98 38943.11
A_24_P13 AK090397 Hypothetic MGC1587 -1.54975 1.40E-19 0.64527 1425.176 919.7593
A_23_P14 NM_0036 Homo sapieSLC27A2, -1.54993 2.21E-15 0.64519 4790.884 3081.903
A_23_P56 NM_0021 Homo sapieHSPE1,C -1.55005 5.44E-15 0.64514 268359.9 172320.8
A_23_P61 NM_0123 Homo sapieMSRA -1.5501 2.00E-19 0.64512 1548.884 999.167
A_23_P41 NM_0013 C-terminal CTBP1,M -1.55066 1.70E-07 0.64489 1596.033 1030.353
A_32_P34365 Unknown A_32_P34 -1.55111 7.28E-08 0.6447 428.1437 275.951
A_23_P35 NM_1523 hypothetic FLJ33817 -1.55134 7.84E-16 0.6446 2743.605 1768.09
A_23_P34 NM_0161 COP9 (co COPS4,M -1.55165 2.94E-24 0.64448 6608.43 4259.79
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A_23_P39 NM_1532 hypothetic FLJ38101,D -1.55165 2.49E-13 0.64447 1321.833 853.3542
A_32_P10 AK130366 Similar to AK130366 -1.55223 6.81E-07 0.64423 472.5023 304.2144
A_24_P40 NM_0063 progestero PGRMC2, -1.55238 4.37E-24 0.64417 14103.45 9081.535
A_23_P30 NM_1737 Homo sapieNM_1737 -1.55244 7.81E-19 0.64415 165552.6 106422.9
A_23_P40 NM_1386 Homo sapiePIP5K2B, -1.55251 0.00059 0.64412 461.651 295.9236
A_23_P32 NM_0154 Homo sapieC2orf32,D -1.55255 0.00002 0.6441 541.7922 348.5602
A_24_P89 NM_0008 IMP (inosi IMPDH1,I -1.55273 2.67E-10 0.64403 25395 16407.88
A_24_P18 NM_1812 Homo sapieWDR20,D -1.55276 2.09E-10 0.64401 682.2271 439.4946
A_23_P11 NM_0025 Homo sapiePRDX1,P -1.55322 5.74E-15 0.64382 153498 98374.13
A_23_P20 NM_0305 outer mito CYB5-M,O -1.55337 3.34E-14 0.64376 1192.361 767.8427
A_24_P21 XM_37661 Homo sapieENST000 -1.55347 4.30E-20 0.64372 12172.41 7847.094
A_32_P67 NM_0041 succinate SDHA,FP, -1.55383 5.12E-10 0.64357 7091.164 4587.141
A_23_P60 NM_0212 Zinc finger ZNF462 -1.55394 1.13E-09 0.64353 1810.909 1170.667
A_24_P41 NM_0150 Golgi-assocGGA2,VE -1.55396 1.41E-10 0.64352 869.9683 559.5426
A_24_P92 AK056260 LOC44075 AK056260 -1.55401 3.96E-06 0.6435 1248.202 800.6543
A_23_P49 NM_0069 splicing fa SFRS1,AS -1.55415 7.41E-08 0.64344 2631.136 1699.63
A_23_P76 NM_0059 Homo sapieSIX1 -1.5542 2.30E-17 0.64342 4224.662 2719.866
A_23_P15 NM_0058 Homo sapieDLEU1,B -1.55429 7.29E-12 0.64338 9145.692 5877.327
A_23_P20 NM_0120 Homo sapieABCB10, -1.55454 1.02E-07 0.64328 2830.905 1832.114
A_24_P127362 Unknown A_24_P12 -1.55465 2.92E-12 0.64323 986.6144 634.1252
A_24_P135933 Unknown ENST000 -1.55467 0.00013 0.64323 789.5481 509.1154
A_24_P93 AK021980 Transcripti TCF4 -1.55476 0.00004 0.64319 1033.347 666.5801
A_24_P33 NM_00411 fibroblast g FGF12,FHF -1.55536 0.00015 0.64294 343.2061 220.8523
A_23_P88 NM_0025 nth (E.coli NTHL1,NT -1.55544 9.82E-13 0.6429 5545.958 3549.21
A_23_P41 NM_0040 Homo sapieDLG1,hdlg -1.55558 1.25E-07 0.64285 574.1536 369.0342
A_24_P29 XM_37231 Homo sapieENST000 -1.55588 5.23E-12 0.64272 10233.65 6605.845
A_23_P32 NM_0188 Homo sapieKLHL7,KL -1.55594 2.07E-12 0.6427 562.7161 361.6596
A_24_P39 NM_1785 NS5ATP1 NS5ATP1 -1.55632 6.13E-08 0.64254 693.7556 445.4661
A_23_P21 NM_1333 Homo sapieWHSC1,N -1.55688 7.37E-11 0.64231 2316.15 1488.231
A_24_P227350 GDFB_HU THC19778 -1.55762 0.00001 0.64201 288.1962 184.9889
A_23_P11 NM_01211 Homo sapieAHSA1,p3 -1.55777 6.45E-08 0.64194 10969.27 6965.835
A_23_P11 NM_0149 Homo sapieBAHD1,KI -1.55819 1.28E-16 0.64177 3970.114 2550.819
A_24_P45 AK024653 Hypothetic LOC90246 -1.55835 0.00001 0.6417 1285.438 823.6099
A_23_P10 NM_0132 Homo sapieC11orf2,A -1.55842 1.12E-12 0.64167 2679.307 1726.423
A_23_P15 NM_0326 likely ortho SPSB2,SS -1.55843 3.85E-15 0.64167 2831.479 1816.463
A_23_P15 NM_0008 insulin-like IGF2R,MPR -1.56049 0.00004 0.64083 2010.39 1292.667
A_23_P33 NM_1533 Homo sapieC10orf56, -1.56061 5.17E-08 0.64078 1144.229 736.4049
A_24_P610945 Unknown ENST000 -1.56074 1.80E-09 0.64072 2085.751 1332.369
A_24_P20 AK054960 Homo sapieAPBB3 -1.56141 1.90E-15 0.64045 977.5592 625.7362
A_24_P11 NM_0064 CD27-bind SIVA,CD2 -1.56184 1.55E-09 0.64027 41795.87 26486.66
A_24_P67 NM_0058 serine/argi SRRM1,1 -1.56212 9.18E-08 0.64016 1326.466 852.0892
A_23_P10 NM_0013 Homo sapieDAD1 -1.56318 9.41E-19 0.63972 40518.75 25972.79
A_23_P74 NM_0327 hypothetic GLOXD1, -1.56357 2.34E-14 0.63956 20321.24 12960.06
A_32_P15 NM_20741 Similar to MGC5782 -1.56378 2.00E-23 0.63948 2555.668 1634.667
A_32_P13991 Unknown THC18823 -1.56482 7.35E-09 0.63905 992.7398 635.3904
A_23_P25 NM_0066 Homo sapieSDCCAG3 -1.56541 7.76E-20 0.63881 10458.54 6673.252
A_23_P42 NM_1450 Homo sapieFUK,FLJ3 -1.56569 2.20E-09 0.6387 719.2615 459.6393
A_23_P31 NM_18171 Homo sapiePRR6,p30, -1.56577 5.46E-13 0.63866 1031.959 659.4431
A_23_P21 NM_0134 Homo sapieNFKBIL2,I -1.56647 1.14E-08 0.63838 552.4336 352.6407
A_24_P409750 Unknown A_24_P40 -1.56658 3.84E-11 0.63833 1508.018 965.1279
A_23_P94 NM_0314 Homo sapieC9orf58,IBA -1.56675 2.23E-22 0.63826 3836.137 2447.319
A_24_P92 BC019824 Homo sapieBC019824 -1.56677 2.55E-10 0.63826 1675.034 1071.815
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A_23_P10 NM_0190 hypothetic FLJ20232,H -1.56717 6.54E-27 0.63809 7385.926 4712.922
A_32_P70 NM_0251 hypothetic C13orf23, -1.56738 3.82E-18 0.63801 2409.96 1540.584
A_24_P923684 AF083108 THC18900 -1.56758 6.90E-07 0.63793 555.1622 353.9605
A_24_P33 NM_0069 SMT3 (su SUMO2,H -1.56788 4.65E-24 0.6378 41297.23 26327.06
A_23_P25 NM_0122 SREBP cl SCAP -1.56828 1.07E-10 0.63764 6180.965 3930.766
A_23_P71 NM_0042 Homo sapieRECQL4, -1.56862 6.71E-17 0.6375 2554.333 1629.848
A_23_P16 NM_0155 Homo sapieGORASP2 -1.5689 2.80E-11 0.63739 3130.272 2006.104
A_23_P35 NM_18261 hypothetic FLJ34283,F -1.56904 6.26E-25 0.63733 10491.64 6683.331
A_23_P11 NM_0018 Homo sapieCRYZ -1.56911 6.40E-06 0.63731 2071.298 1328.271
A_24_P34 BC000147 Malic enzy ME2 -1.56913 2.91E-08 0.6373 1287.819 822.3301
A_24_P24 NM_0063 vesicle-as VTI1B,VTI -1.56919 9.78E-20 0.63727 1993.212 1270.962
A_24_P29 NM_0151 PAS-serin PASK,ST -1.5692 0.00001 0.63727 351.2724 224.0758
A_23_P50 NM_0064 Homo sapieGAS2L1,G -1.56978 1.15E-14 0.63703 5123.541 3255.708
A_24_P16 NM_1452 similar to h LOC15119 -1.56993 3.06E-25 0.63697 3898.767 2483.223
A_23_P13 NM_1523 Homo sapieMRFAP1L -1.57001 1.27E-08 0.63694 2064.344 1318.474
A_24_P30 NM_0037 Sjogren's SSNA1,N1 -1.57025 3.76E-14 0.63684 3423.776 2174.217
A_23_P31 NM_0134 Homo sapieST6GALN -1.57027 0.00037 0.63683 334.7925 212.6914
A_24_P846810 Unknown A_24_P84 -1.57041 0.00059 0.63678 544.089 345.4171
A_32_P37 AK096908 CDNA FLJ3AK096908 -1.5706 1.28E-18 0.6367 2273.052 1445.921
A_23_P12 NM_0314 Homo sapieCCM2,C7 -1.57123 4.70E-07 0.63644 1690.543 1070.645
A_23_P32 NM_1530 hypothetic FLJ32065,M -1.57142 7.46E-07 0.63637 748.225 476.1561
A_24_P64 AK124953 Similar to AK124953 -1.5716 1.22E-07 0.63629 396.3807 252.1373
A_23_P58 NM_0313 Homo sapieHNRPD,P -1.5717 1.96E-11 0.63625 55532.5 35075.88
A_23_P57 NM_0141 Homo sapieMKRN2,R -1.57182 6.77E-23 0.63621 2290.616 1456.976
A_23_P35 NM_0178 Homo sapiePIGX,FLJ -1.57196 0.00004 0.63615 759.7793 483.8185
A_23_P36 NM_17371 Homo sapieNM_17371 -1.572 2.88E-16 0.63613 19124.55 12134.59
A_23_P12 NM_0163 p53-induci P53CSV, -1.57211 6.14E-13 0.63609 4186.525 2646.071
A_23_P13 NM_0035 Homo sapieTPST2 -1.5722 9.58E-11 0.63605 563.2969 358.2905
A_23_P20 NM_0159 CGI-01 pr KIAA0859,C -1.57308 1.01E-13 0.6357 1479.704 938.6274
A_23_P44 NM_0207 Homo sapieCASKIN2, -1.57351 1.79E-07 0.63552 378.4934 240.4766
A_24_P324644 Unknown A_24_P32 -1.57383 5.40E-16 0.63539 1794.608 1141.542
A_23_P15 NM_0027 Homo sapiePRPSAP1, -1.57435 5.50E-11 0.63518 3394.779 2169.215
A_23_P21 NM_0206 Homo sapieABHD6 -1.57438 4.67E-07 0.63517 3286.941 2084.962
A_23_P53 NM_0305 hypothetic MGC1099 -1.57438 3.59E-15 0.63517 2574.706 1632.872
A_23_P11 NM_0121 Homo sapieF8A1,F8A, -1.57487 7.54E-22 0.63497 9186.043 5830.087
A_23_P55 NM_0006 Homo sapieADORA2B -1.57498 2.97E-13 0.63493 2849.435 1812.885
A_23_P39 NM_0048 Homer, ne HOMER3, -1.57566 1.12E-07 0.63465 3240.05 2076.504
A_24_P11 NM_0067 similar to TXNL4A,D -1.57593 7.18E-13 0.63455 9483.834 6046.094
A_24_P470809 Unknown A_24_P47 -1.5763 9.66E-07 0.6344 409.4334 259.5541
A_23_P54 NM_0328 Homo sapieCIRH1A,N -1.57631 6.17E-07 0.63439 3434.604 2209.177
A_24_P48 AF086017 Hypothetic LOC28614 -1.57651 2.86E-08 0.63431 590.9533 374.8252
A_23_P51 NM_0178 tRNA sele SECP43,P -1.57656 2.60E-14 0.63429 1600.201 1012.809
A_23_P10 NM_0120 Homo sapieC16orf35, -1.57684 5.80E-19 0.63418 9267.65 5888.554
A_24_P74 NM_0034 zinc finger ZFP161,Z -1.57708 1.28E-06 0.63409 779.8339 494.8652
A_23_P59 NM_0005 Homo sapieTAP1,APT -1.57737 8.47E-17 0.63397 6284.218 3978.492
A_24_P548453 QOR_HU THC20023 -1.57743 2.24E-07 0.63394 550.8826 349.0497
A_23_P13 NM_0051 Homo sapieSCO2,SC -1.57778 5.06E-21 0.6338 4943.259 3137.455
A_24_P47 NM_0013 defender agDAD1 -1.5785 1.25E-15 0.63351 36624.66 23312.04
A_23_P12 NM_0201 Homo sapieSTARD7, -1.57891 1.45E-15 0.63335 18659.18 11783.6
A_23_P82 NM_0009 Homo sapiePLAT,TPA, -1.57898 5.60E-07 0.63332 1236.974 784.8079
A_23_P12 NM_0063 Homo sapieTIMM17A, -1.57915 1.70E-21 0.63325 55579.14 35231.75
A_32_P14 NM_0069 SMT3 (su SUMO2,H -1.57924 4.11E-20 0.63322 28058.84 17791.96
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A_32_P135489 Unknown A_32_P13 -1.5797 0.00063 0.63303 567.9817 358.6906
A_24_P37 NM_1827 Homo sapieTMSL4 -1.57991 2.17E-20 0.63295 38278.2 24258.8
A_24_P24 NM_0162 adenylate AK3,AK6, -1.58106 1.48E-06 0.63249 497.9041 314.5897
A_24_P41 NM_01681 8-oxoguan OGG1,HMM -1.58142 2.42E-20 0.63234 2515.035 1590.656
A_23_P20 NM_0023 Homo sapieMCP,TLX, -1.58145 1.10E-08 0.63233 1262.833 800.8938
A_24_P19 NM_0181 hypothetic TMEM33, -1.58166 4.64E-07 0.63225 580.6303 366.9873
A_23_P32 NM_03091 Homo sapieC20orf129 -1.58224 1.80E-13 0.63202 2701.296 1711.655
A_23_P10 NM_0059 Homo sapieTBCD,KIA -1.58263 1.43E-14 0.63186 752.8716 475.76
A_24_P46 AK056550 Syncoilin, i SYNCOILI -1.5831 1.70E-09 0.63167 1185.999 751.4546
A_32_P58999 VAPA_HU THC18449 -1.58318 1.41E-16 0.63164 6006.754 3800.666
A_24_P34 NM_2012 Homo sapieUSP51 -1.58399 9.80E-06 0.63132 347.0684 219.3149
A_24_P50 AK022936 CDNA FLJ AK022936 -1.58443 9.88E-14 0.63114 1700.446 1075.805
A_23_P15 NM_0017 Homo sapieCCT6A,C -1.58457 2.38E-22 0.63109 19398.18 12256.67
A_23_P39 NM_0175 Homo sapieLY6K,FLJ -1.58461 6.73E-17 0.63107 16781.5 10606.38
A_23_P25 NM_0041 RAB1A, m RAB1A -1.58475 1.10E-25 0.63102 3784.611 2387.288
A_23_P51 BC004501 Hypothetic MGC3386 -1.58526 1.48E-24 0.63081 6827.229 4309.177
A_32_P12 BQ935463 AGENCO BQ935463 -1.5864 0.00001 0.63036 1149.776 728.2628
A_23_P13 NM_1450 Homo sapieFAM55C, -1.5865 2.19E-26 0.63032 2738.861 1726.257
A_24_P306896 Unknown A_24_P30 -1.58696 1.41E-07 0.63014 1012.572 636.7063
A_23_P36 NM_1390 delta-notc DNER -1.58699 3.91E-14 0.63012 2049.021 1294.25
A_23_P25 NM_00281 Homo sapiePSMD10,p -1.58769 1.08E-14 0.62984 10762.7 6758.114
A_24_P32 NM_1827 hypothetic MGC4587 -1.58772 0.00013 0.62983 582.1554 366.1547
A_32_P11 NM_0062 splicing fa SFRS6,B52 -1.58833 4.83E-09 0.62959 3292.633 2082.954
A_24_P94 AF074331 Homo sapiePAPSS2 -1.58835 1.94E-08 0.62958 1740.48 1099.175
A_24_P37 NM_0151 Homo sapiePLXND1,P -1.58881 4.77E-12 0.6294 1805.417 1137.732
A_24_P25 NM_0041 RAB1A, m RAB1A -1.58886 3.65E-13 0.62938 3791.912 2396.031
A_23_P42 AL050297 Hypothetic LOC20306 -1.58912 2.22E-18 0.62928 931.1633 585.9016
A_23_P21 NM_0229 Homo sapieSLC30A5, -1.58983 3.37E-11 0.629 3368.573 2132.006
A_23_P25 NM_0120 Homo sapieHDHD1A, -1.59045 9.46E-06 0.62875 1676.52 1059.637
A_24_P94 D80001 KIAA0179 KIAA0179 -1.59069 7.12E-14 0.62866 2685.863 1690.374
A_24_P30 L40403 YLP motif YLPM1 -1.59092 7.15E-12 0.62857 779.8997 490.4133
A_23_P30 NM_1522 Homo sapieRPUSD2, -1.59117 1.24E-12 0.62847 7391.569 4647.197
A_23_P11 NM_0065 Homo sapiePMVK,PM -1.59129 4.19E-15 0.62842 5873.029 3676.773
A_32_P57013 Unknown A_32_P57 -1.59201 2.78E-12 0.62813 631.7015 396.7558
A_32_P194704 Unknown A_32_P19 -1.59296 0.00022 0.62776 1125.963 711.6055
A_23_P12 NM_0046 Homo sapieANGPTL1, -1.59317 0.00042 0.62768 425.0366 265.5614
A_23_P11 NM_0122 Homo sapieKEAP1,IN -1.59323 9.03E-22 0.62766 5607.757 3522.917
A_23_P15 NM_0156 B9 protein EPPB9,B9 -1.59331 1.60E-06 0.62762 936.8209 590.0565
A_23_P38 AK092352 Similar to LOC44207 -1.59348 7.06E-08 0.62756 583.0765 365.8044
A_24_P84112 Unknown A_24_P84 -1.5935 3.49E-14 0.62755 25399.13 16001.61
A_23_P20 NM_0328 hypothetic TIGD5,FLJ -1.59389 2.13E-18 0.6274 2404.989 1506.937
A_23_P16 NM_2073 FLJ43339 FLJ43339,D -1.59418 8.91E-25 0.62728 3191.427 2000.686
A_24_P64 NM_1526 hypothetic MGC1730 -1.59501 9.75E-07 0.62696 899.1252 563.8505
A_23_P85 NM_0039 CDC-like k CLK2,hCL -1.59509 1.03E-10 0.62692 671.1211 420.5053
A_24_P367397 Unknown A_24_P36 -1.59509 4.68E-11 0.62692 812.7275 509.0264
A_24_P92 NM_0164 cisplatin resCROP,LU -1.59521 3.26E-06 0.62688 3790.659 2397.028
A_24_P20 U22030 Cytochrom CYP2A7 -1.59578 7.67E-09 0.62665 574.2971 359.8604
A_23_P16 NM_0224 Homo sapieCENTD3, -1.59596 2.73E-15 0.62658 1165.846 730.3115
A_23_P83 NM_02111 Homo sapieRECK,ST1 -1.59599 2.23E-06 0.62657 585.4509 366.5088
A_24_P82 BC001196 Heparan s HS6ST1 -1.59623 1.04E-16 0.62648 3904.937 2452.807
A_23_P13 NM_0043 CD81 anti CD81,S5. -1.5965 5.55E-12 0.62637 12169.33 7582.528
A_23_P97 NM_0228 hypothetic C1orf80,F -1.59657 4.01E-12 0.62634 710.4656 444.7928



8 0 F
7

3 7 T
6 6 R
2 3 A

5
N

5 7 o
8 3 E
0 4
3 5 a 0
1 5 e
8 7 P L
1
1
3 2 D
2 7 s P
5 6 n C
6 2 A
4 4
8 3 p S
4 6 C
5 a
5 9 L
4 7
7 5 C
5 9
3 9 S
7 8 L
0 5 h
5 6
4 9 S
1 3 n 6
2 7
1 0 r
4 7 M

8 3 e 1
9 3 p S
7 m
6 7 y R
5 0 m E
2 6 h G
2 4
3 6 a

5
6 3 m
2 3
2 0 F
9 8 a 3

A_23_P88 NM_1446 Homo sapieCKLFSF3, -1.59686 2.31E-06 0.62623 4244.543 2694.045
A_24_P837537 Unknown A_24_P83 -1.59689 6.86E-08 0.62622 921.4216 578.058
A_23_P40 NM_0073 Homo sapieTARDBP, -1.59852 1.21E-12 0.62558 1060.544 662.6863
A_23_P96 NM_0027 Homo sapiePRPS2,P -1.5989 5.23E-06 0.62543 626.036 391.0267
A_23_P15 NM_0319 Homo sapieRAB34,R -1.59973 3.06E-25 0.62511 73939.2 46245.28
A_32_P885123 Unknown A_32_P88 -1.60052 3.43E-11 0.6248 1626.792 1014.774
A_24_P815062 U66040 D THC19576 -1.60071 2.16E-06 0.62472 569.5425 355.5062
A_24_P91 NM_0528 transcripti BTBD14B,N -1.6009 1.09E-19 0.62465 4768.912 2986.253
A_24_P30 NM_0143 CREBBP/ CRI1,EID1 -1.6013 1.88E-14 0.62449 23020.07 14418.61
A_23_P17 NM_0029 Homo sapieMRPL12,5c -1.60135 2.39E-16 0.62447 6844.21 4257.329
A_23_P42 NM_1524 hypothetic MGC2669 -1.60183 9.45E-10 0.62428 792.382 494.6613
A_23_P34 NM_0314 selenoprot SELO -1.60213 3.61E-11 0.62417 638.4519 398.4625
A_24_P19 NM_0048 mannose- MPDU1,S -1.60281 2.20E-07 0.6239 2498.927 1546.238
A_24_P40 XM_37336 similar to c LOC39253 -1.60282 3.70E-14 0.6239 4229.429 2644.605
A_24_P14 NM_18271 Homo sapieSYPL1,SYP -1.60336 6.87E-12 0.62369 1435.886 900.0892
A_24_P11 NM_0066 S-adenosy AHCYL1, -1.60363 1.57E-21 0.62359 2562.292 1596.343
A_23_P38 NM_0035 VAMP (ve VAPA,VA -1.60368 7.23E-21 0.62356 9154.99 5719.36
A_32_P54 NM_0017 chaperoni CCT6A,C -1.60448 6.72E-25 0.62326 16542.48 10318.58
A_23_P71 NM_0046 Homo sapieFANCG,F -1.60461 1.12E-27 0.62321 6068.433 3782.845
A_23_P38 NM_0014 Homo sapieEXTL3,REG -1.60497 3.29E-24 0.62307 1283.428 799.6687
A_32_P22 NM_0069 SMT3 (su SUMO2,H -1.60518 4.20E-21 0.62298 28555.02 17769.45
A_24_P17 NM_0030 solute carri SLC22A5, -1.60519 1.26E-23 0.62298 2925.849 1823.641
A_32_P92 AK097893 Hypothetic LOC25739 -1.60526 0.00002 0.62295 650.934 405.8065
A_23_P40 NM_0201 Homo sapieC2orf33,G -1.60541 1.91E-28 0.6229 124756.6 77692.27
A_23_P21 NM_0063 Homo sapieSYNCRIP,p -1.60577 1.76E-17 0.62275 7665.402 4782.125
A_23_P25 NM_0013 Homo sapieAKR1C1, -1.60587 2.28E-09 0.62271 239183.6 146768.6
A_23_P21 NM_0056 Homo sapieABCF2,AB -1.60596 3.03E-21 0.62268 1477.311 919.213
A_23_P38 NM_0158 B cell RAG GALNAC4 -1.60648 1.96E-08 0.62248 1633.125 1017.61
A_24_P38 NM_0057 Homo sapieTHOC4,A -1.60666 2.64E-26 0.62241 3408.056 2121.698
A_32_P89 NM_1383 Sterile alp SAMD1 -1.60683 0.00004 0.62234 584.3496 363.1927
A_23_P16 NM_1989 Homo sapieAES,GRG, -1.60712 3.16E-15 0.62223 4824.302 3010.369
A_23_P38 NM_0162 heat shock TRAP1,H -1.60723 1.20E-16 0.62219 2763.714 1715.679
A_24_P11 NM_0058 serine/argi SRRM1,1 -1.60756 6.37E-09 0.62206 4367.406 2742.407
A_23_P11 NM_1734 Homo sapieTMEM32 -1.60912 1.31E-08 0.62146 8675.447 5400.216
A_23_P51 NM_0190 ETAA16 p ETAA16 -1.6094 2.77E-08 0.62135 826.2062 514.3701
A_23_P31 NM_1526 Homo sapieSLC10A4, -1.60952 2.61E-17 0.6213 806.5225 501.137
A_32_P57002 Unknown THC19357 -1.60955 0.00002 0.62129 763.6915 474.5781
A_32_P158524 PSA_HUM THC19423 -1.60969 0.00003 0.62124 1050.13 644.0425
A_32_P101264 AB023583 THC19580 -1.60989 4.23E-06 0.62116 819.8195 510.5498
A_23_P21 NM_0123 nuclear pr NARF,FLJ -1.61069 3.40E-25 0.62085 1800.695 1118.115
A_32_P14 NM_0069 SMT3 (su SUMO2,H -1.6108 7.45E-19 0.62081 30004.29 18580.2
A_24_P62 NM_01821 Chromoso C20orf31 -1.61081 6.21E-17 0.62081 2034.346 1264.082
A_23_P30 NM_0026 promyeloc PML,MYL, -1.61098 2.51E-06 0.62074 719.8904 446.7932
A_23_P11 NM_0241 methyloso WDR77,M -1.61165 8.58E-26 0.62048 2422.588 1502.797
A_23_P10 NM_0200 GLUT4 en SLC2A4R -1.61187 7.17E-16 0.6204 5096.064 3170.2
A_23_P19 NM_1781 Solute carr SLC35B2 -1.61267 5.42E-20 0.62009 6379.949 3948.563
A_24_P28 NM_0240 hypothetic MGC2731 -1.61277 1.14E-19 0.62005 1040.613 645.0917
A_32_P205478 Unknown A_32_P20 -1.61332 2.53E-07 0.61984 857.0112 530.8395
A_24_P41 NM_0011 amino-ter AES,GRG, -1.6137 5.44E-07 0.61969 343.4984 212.8399
A_23_P91 NM_0047 Homo sapieVAPB,ALS -1.61483 1.03E-24 0.61926 1724.413 1067.568
A_24_P33 NM_1943 Homo sapieC10orf39, -1.61536 1.70E-20 0.61906 1665.457 1031.162
A_23_P91 NM_1383 hypothetic MGC1576 -1.61553 2.11E-10 0.61899 2214.971 1365.713
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A_23_P14 NM_0151 KIAA0153 KIAA0153 -1.61566 9.92E-17 0.61894 12220.63 7537.282
A_24_P22 AB028987 Chromoso C19orf7 -1.61575 1.01E-07 0.61891 3531.205 2210.639
A_24_P93 NM_0228 mitochond MRPS11, -1.61587 2.03E-23 0.61886 1734.334 1073.741
A_23_P87 NM_0328 hypothetic FLJ14827 -1.61589 2.20E-11 0.61885 6051.902 3725.529
A_24_P33 NM_0201 Nicalin ho NCLN -1.61602 9.27E-16 0.61881 9735.268 6044.011
A_23_P38 NM_1533 Homo sapieKCTD6,M -1.61646 1.70E-15 0.61863 1130.767 698.3872
A_23_P16 NM_0156 Homo sapieTRUB2,CL -1.61674 2.22E-16 0.61853 5832.637 3620.72
A_23_P41 NM_0252 nucleotide COASY,N -1.61702 9.73E-19 0.61842 3214.321 1982.455
A_23_P13 NM_0332 Homo sapiePURB,PU -1.61709 6.88E-08 0.61839 1043.018 646.7089
A_23_P50 NM_01421 Homo sapieIMPA2 -1.61785 3.81E-14 0.6181 29326.15 18046.53
A_23_P19 BC008643 Hypothetic MGC3196 -1.61806 9.09E-20 0.61802 4442.82 2740.181
A_23_P20 NM_01901 Homo sapiePOLR1B, -1.61836 5.70E-12 0.61791 1770.464 1090.297
A_23_P16 NM_00631 aminopepti NPEPPS, -1.61846 6.85E-07 0.61787 574.1473 354.5432
A_23_P35 BX247964 Methyltran METTL3 -1.61884 0.00001 0.61773 677.191 417.7775
A_24_P35 NM_0165 DHHC1 pr ZDHHC3, -1.61925 2.17E-16 0.61757 1973.578 1221.786
A_24_P92 L40630 Homo sapieGA11 -1.61927 6.21E-14 0.61756 2897.632 1790.148
A_24_P816844 ALU1_HU THC19686 -1.61939 1.01E-14 0.61752 1378.259 852.0033
A_32_P28 NM_0030 small nucl SNRPA1 -1.61961 1.52E-15 0.61743 14363.91 8830.001
A_23_P25 NM_0245 Homo sapieGPR172A, -1.61962 4.68E-13 0.61743 6206.929 3820.044
A_24_P39 NM_0042 guanine d GDA,CYPI -1.61973 3.53E-22 0.61739 1386.894 856.0836
A_24_P213284 Unknown A_24_P21 -1.61985 3.73E-19 0.61734 3128.54 1935.174
A_23_P12 NM_0003 Homo sapieALDH3A2,S -1.62011 9.36E-17 0.61724 2210.808 1364.886
A_23_P28 NM_0147 sorting ne SNX17,KI -1.62068 0.00005 0.61703 567.1433 349.3878
A_23_P13 NM_0038 Homo sapieGGH,GH -1.62083 2.05E-12 0.61697 7441.674 4615.687
A_23_P14 NM_0057 Homo sapieTSPAN3,T -1.62097 1.47E-20 0.61691 8584.885 5308.174
A_23_P33 NM_0245 FLJ21963 FLJ21963 -1.62107 5.46E-18 0.61688 997.1523 615.1901
A_23_P81 NM_0228 Homo sapieUSP46,FL -1.62108 3.33E-17 0.61687 980.2823 605.0364
A_23_P21 NM_1944 Homo sapieUBE2J2,N -1.62126 5.00E-07 0.6168 394.1236 243.2589
A_24_P30 AK055441 O-sialogly OSGEPL1 -1.62221 0.00002 0.61644 847.1793 523.0847
A_24_P914922 Unknown A_24_P91 -1.62227 0.00066 0.61642 202.2924 124.6671
A_32_P14 NM_0159 CGI-27 pr C2orf4,CG -1.62235 1.11E-20 0.61639 1904.349 1173.124
A_24_P24806 Unknown A_24_P24 -1.6232 1.69E-08 0.61607 2614.41 1597.55
A_23_P11 NM_0028 Homo sapieRBBP7,Rb -1.62334 5.46E-12 0.61601 48959.05 29893.44
A_23_P43 NM_0161 Homo sapieCOPS4,M -1.62425 1.46E-18 0.61567 4746.203 2928.959
A_23_P14 AL834433 EH domai EHBP1L1 -1.62426 3.61E-06 0.61566 685.7227 421.5517
A_23_P11 NM_0050 Homo sapiePLK1,PLK, -1.62426 2.33E-09 0.61567 1891.467 1166.057
A_24_P89 NM_0008 IMP (inosi IMPDH1,I -1.62467 0.00005 0.61551 799.7571 489.4012
A_23_P38 NM_1788 Homo sapieSFXN4,B -1.62484 1.58E-08 0.61545 4111.527 2515.387
A_23_P83 NM_0071 Homo sapieVCP,p97, -1.62497 1.62E-16 0.6154 44395.88 27264.5
A_24_P36 BC029755 Synaptogy SYNGR2 -1.625 5.57E-10 0.61538 61841.54 37798.21
A_23_P76 NM_1523 Homo sapieADSSL1,FL -1.6253 4.47E-07 0.61527 3469.604 2150.903
A_23_P21 AF063592 Chromoso C7orf2 -1.62566 1.25E-08 0.61513 1161.413 715.4776
A_23_P68 AK026838 Protein ph PPM1F -1.6262 0.00004 0.61493 457.436 280.9482
A_23_P88 BC047071 BTB (POZ BTBD7 -1.62641 0.00013 0.61485 297.7245 182.5393
A_24_P91 BC004338 Uroporphy UROS -1.62642 4.17E-13 0.61485 2120.05 1300.503
A_24_P80 NM_0329 general tra GTF2I,DI -1.62685 4.71E-12 0.61469 1104.889 680.7562
A_23_P28 NM_0211 Homo sapieCTDSP1, -1.62699 6.17E-20 0.61463 9578.973 5871.479
A_24_P22 XM_29219 similar to b LOC34165 -1.62702 3.43E-23 0.61462 22093.73 13604.14
A_24_P34 AK023152 Hypothetic FLJ10099 -1.62714 3.46E-23 0.61458 3894.382 2395.007
A_23_P15 NM_0025 Homo sapieNUP88,M -1.62747 9.48E-14 0.61445 6518.149 4029.082
A_23_P14 NM_0163 hypothetic HSPC111,H -1.62795 2.44E-21 0.61427 68116.34 41716.03
A_23_P21 NM_03271 Homo sapieC14orf151 -1.62802 1.36E-14 0.61424 2028.665 1242.292
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A_23_P40 NM_0162 Homo sapieDHRS8,P -1.62803 3.39E-13 0.61424 1919.117 1182.555
A_32_P16 NM_0191 beta-1,4 maALG1,HM -1.62824 4.53E-09 0.61416 4055.532 2475.852
A_23_P16 NM_00121 Homo sapieBUB1B,S -1.62892 2.21E-11 0.6139 3046.496 1871.288
A_32_P235159 AF117065 THC19025 -1.62902 6.77E-18 0.61387 1121.788 689.1671
A_24_P592060 ALU6_HU THC19531 -1.62909 0.00001 0.61384 635.4022 390.0868
A_23_P72 NM_0201 Homo sapieMRPS22, -1.62997 9.55E-25 0.61351 12765.05 7841.488
A_23_P65 NM_03281 hypothetic FLJ14624,F -1.63108 2.80E-21 0.61309 1727.718 1058.016
A_23_P31 NM_1385 Bcl-XL-bin MGC5352, -1.63208 4.92E-12 0.61271 947.2044 581.0228
A_32_P18 NM_1458 Homo sapieZNF511,MG -1.63211 5.44E-18 0.6127 6001.255 3672.192
A_23_P40 D86971 KIAA0217 KIAA0217 -1.63222 1.36E-16 0.61266 4073.925 2505.231
A_23_P12 NM_0328 hypothetic FLJ14803 -1.63312 5.04E-19 0.61233 5734.599 3509.805
A_23_P30 NM_1523 Homo sapieKCTD18,FL -1.63334 8.93E-06 0.61224 367.2288 224.3744
A_23_P21 NM_0139 Neuregulin NRG2 -1.63382 0.00008 0.61206 515.6882 314.7922
A_24_P761386 Unknown A_24_P76 -1.63408 4.41E-08 0.61197 1181.679 730.4451
A_23_P38 NM_0005 Homo sapieHOXA13, -1.63437 2.18E-06 0.61186 658.746 403.2828
A_23_P31 NM_0154 DKFZP56 DKFZP56 -1.63496 2.68E-16 0.61164 2314.846 1410.185
A_23_P12 NM_0319 Homo sapieCCNB1,C -1.63497 7.69E-15 0.61163 16889.73 10266.61
A_24_P930597 Unknown A_24_P93 -1.63513 1.32E-23 0.61157 16213.32 9928.535
A_23_P19 NM_0056 Homo sapieSGK,SGK -1.63594 5.24E-15 0.61127 5999.495 3662.657
A_23_P12 NM_0246 Homo sapieECHDC3, -1.63644 2.06E-07 0.61108 7029.203 4326.575
A_23_P36 NM_0013 Homo sapieCSTF1,Cs -1.63656 9.24E-15 0.61104 4834.992 2963.032
A_23_P43 NM_1383 Sterile alp SAMD1 -1.63664 7.24E-11 0.61101 632.9265 386.6133
A_23_P39 NM_01531 la related LARP1,LA -1.63678 1.55E-17 0.61096 1154.047 705.4369
A_23_P85 NM_0142 Homo sapieGNPAT,D -1.63714 1.53E-15 0.61082 6338.361 3883.45
A_24_P10 NM_1816 Homo sapiePPP2R1B, -1.63728 5.78E-14 0.61077 1911.75 1172.425
A_24_P17 AK027667 Homo sapieFLJ14761 -1.63752 4.38E-07 0.61068 1961.681 1206.837
A_24_P80 NM_1384 Homo sapieLOC15221 -1.63756 1.26E-10 0.61066 1942.125 1187.51
A_23_P16 NM_0239 Homo sapieMRPS34, -1.63768 7.96E-25 0.61062 61548.57 37537.44
A_24_P22 NM_0021 heterogen HNRPD,P -1.63785 6.36E-30 0.61056 12509.68 7635.808
A_23_P58 NM_0012 Homo sapieCCNA2,C -1.63889 0 0.61017 2406.156 1468.317
A_24_P31 NM_0073 low densit COG2,LD -1.63894 6.84E-21 0.61015 909.8315 555.0992
A_23_P18 NM_0048 Homo sapieABCG2,M -1.63924 2.84E-20 0.61004 19422.32 11817.55
A_32_P46 NM_15321 hypothetic FLJ38608 -1.63927 0.00019 0.61003 921.3047 555.7577
A_23_P36 AK001563 Sno, straw SBNO1 -1.63939 1.81E-11 0.60998 855.9389 521.9153
A_32_P71 NM_0152 KIAA0056 hCAP-D3, -1.63943 9.05E-21 0.60997 2451.028 1495.974
A_23_P12 NM_0164 hypothetic PPHLN1,H -1.63964 1.80E-17 0.60989 6268.314 3837.05
A_24_P918875 Unknown THC20024 -1.64013 2.16E-07 0.60971 41366.84 24892.78
A_32_P56415 Unknown A_32_P56 -1.6406 2.07E-22 0.60953 1347.55 821.7928
A_24_P57 AL831944 Homo sapieAL831944 -1.64061 3.51E-09 0.60953 2070.896 1269.825
A_24_P12 NM_0784 Homo sapieBCCIP,TOK -1.64108 3.46E-07 0.60935 620.2048 377.8577
A_24_P25 NM_0050 solute carri SLC27A4, -1.64161 1.59E-06 0.60916 421.4525 256.4858
A_23_P11 NM_00241 Homo sapieMGST2,G -1.64242 5.74E-15 0.60886 7161.989 4383.924
A_23_P80 NM_0212 Homo sapieSRPRB,A -1.64254 4.75E-11 0.60881 6564.147 4021.883
A_23_P41 BC010607 Insulin-like IGF1R -1.64318 5.05E-13 0.60858 1931.718 1178.141
A_23_P12 NM_02301 Homo sapieC1orf60,F -1.64319 4.39E-08 0.60857 1531.154 935.2924
A_23_P10 NM_0321 hypothetic MYST1,M -1.64428 8.36E-08 0.60817 482.4954 293.1567
A_32_P27 AB033062 Kinesin fa KIF26A -1.64432 3.42E-12 0.60816 2281.744 1384.424
A_24_P59 NM_0183 hypothetic RHOT1,A -1.64442 2.81E-06 0.60812 352.3988 213.9975
A_23_P86 NM_0051 Homo sapieSART1,Ar -1.64446 1.44E-15 0.6081 1922.347 1169.926
A_24_P508946 Unknown A_24_P50 -1.64487 1.93E-25 0.60795 1690.999 1027.977
A_23_P39 NM_0122 Homo sapiePTRF,FKS -1.64552 5.75E-32 0.60771 30939.02 18802.84
A_24_P20 NM_0305 hypothetic PRR7,MG -1.64691 0.00002 0.6072 287.4075 174.3283
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A_23_P98 NM_1456 Homo sapieSLC15A4, -1.64694 5.27E-30 0.60719 3750.299 2276.66
A_32_P15 NM_0191 beta-1,4 maALG1,HM -1.64715 6.00E-23 0.60711 2095.27 1272.27
A_23_P40 NM_0013 Homo sapieCTSZ,CT -1.64718 0.00076 0.6071 1411.771 846.1129
A_23_P34 NM_1384 Homo sapieCDAN1,C -1.64756 3.08E-07 0.60696 469.2231 285.0596
A_23_P11 NM_0223 Homo sapieTOR3A,A -1.6484 5.71E-15 0.60665 15671.53 9464.254
A_24_P34 NM_1768 Homo sapiePSME3,Ki, -1.64855 3.31E-15 0.60659 1282.848 780.5114
A_24_P374973 Unknown ENST000 -1.64864 0.00012 0.60656 707.8234 428.6711
A_23_P37 NM_1334 Homo sapieGPT2,ALT2 -1.64887 4.12E-25 0.60648 1371.189 831.5118
A_23_P68 NM_0040 Homo sapieATIC,PUR -1.649 6.89E-31 0.60643 9838.184 5964.223
A_23_P15 NM_0203 Homo sapieREXO4,X -1.6496 1.43E-21 0.60621 1082.674 656.4316
A_23_P10 NM_0046 Chromoso C21orf33 -1.65036 3.03E-24 0.60593 7319.269 4440.932
A_24_P79 NM_0051 RNA bindi RBM8A,Y1 -1.65082 4.27E-13 0.60576 2903.328 1762.728
A_32_P167631 Unknown THC19493 -1.65084 0.00001 0.60575 429.958 259.9341
A_24_P22 NM_0013 aldo-keto r AKR1C1, -1.65112 8.95E-17 0.60565 260753.8 157117.3
A_23_P43 NM_18261 hypothetic FLJ34283,F -1.65135 1.37E-12 0.60557 1366.026 824.3355
A_24_P62 XM_37329 similar to a LOC39234 -1.65197 9.23E-06 0.60534 274.3295 165.9948
A_23_P30 NM_0041 Homo sapieP4HA2,4- -1.65214 3.25E-10 0.60527 5264.156 3199.755
A_23_P39 NM_0314 Homo sapieC9orf58,IBA -1.65219 1.05E-20 0.60526 1543.582 934.6214
A_23_P21 NM_0022 Homo sapieLAMB2,LA -1.65244 3.18E-08 0.60516 4974.756 3030.747
A_24_P303193 Unknown THC18193 -1.65249 6.58E-11 0.60515 810.7919 490.4849
A_23_P34 NM_0001 Homo sapieFH,MCL,L -1.6526 5.14E-22 0.60511 14309.31 8672.118
A_32_P13 NM_0063 putative hu ANP32A,L -1.65309 2.57E-10 0.60493 875.4631 529.7042
A_24_P95 NM_0329 general tra GTF2I,DI -1.65343 3.73E-23 0.6048 1028.541 622.0206
A_23_P13 NM_0036 Homo sapieSTK6,AIK, -1.6538 4.67E-23 0.60467 5590.74 3374.218
A_24_P19 AK027248 Sin3A ass SAP30L -1.65421 0.00014 0.60452 272.2748 164.9987
A_23_P10 NM_0068 Homo sapieEBNA1BP -1.65436 5.41E-13 0.60446 71566.5 42878.32
A_23_P73 NM_0328 hypothetic C9orf3,AP -1.65468 2.16E-20 0.60435 3127.202 1893.899
A_23_P43 NM_1445 Homo sapieC16orf34, -1.65514 5.44E-12 0.60418 17688.44 10608.89
A_32_P179005 ALU8_HU THC18442 -1.65527 3.39E-15 0.60413 718.9862 434.4325
A_24_P23 AB033004 CD2 antig CD2BP2 -1.6553 6.72E-08 0.60412 535.0022 323.2349
A_23_P84 NM_0321 hypothetic TOMM40L, -1.65578 6.20E-09 0.60395 3197.677 1946.52
A_23_P92 NM_1768 Homo sapieMOCS2,M -1.6565 6.39E-10 0.60368 2548.061 1553.867
A_24_P834646 Unknown A_24_P83 -1.65703 3.78E-18 0.60349 910.1744 549.0225
A_24_P17 AK022463 Homo sapieFLJ12649,F -1.65742 9.96E-11 0.60335 1121.835 677.2878
A_24_P36 NM_0204 Homo sapieTHAP11,CT -1.65746 2.59E-13 0.60333 1039.704 628.0939
A_24_P191357 Unknown THC19455 -1.65796 0.00003 0.60315 547.1714 329.2522
A_23_P14 NM_1384 Homo sapieC7orf30 -1.65824 6.06E-27 0.60305 7841.203 4734.365
A_32_P112623 BC032035 THC18073 -1.6584 4.42E-20 0.60299 941.8418 568.0272
A_24_P12 NM_0181 hypothetic SBNO1,Sn -1.65888 1.23E-06 0.60282 3472.048 2122.859
A_24_P26 NM_0120 CD3-epsil CD3EAP, -1.6589 1.73E-24 0.60281 2085.836 1257.45
A_23_P11 NM_0223 ATP-depe TOR3A,A -1.65914 2.06E-07 0.60272 38204.09 22717.86
A_32_P83 NM_0806 Homo sapieBRI3BP,K -1.65938 2.00E-14 0.60263 2571.398 1548.334
A_32_P20 NM_1383 Homo sapiePOLR3H, -1.65949 0.00059 0.60259 916.3817 555.2297
A_23_P29 NM_0032 Homo sapieTLR3 -1.65979 1.01E-07 0.60249 508.8738 306.4049
A_32_P45 AF037219 Ubiquitin p UBE3A -1.66009 3.18E-08 0.60238 765.9003 461.2455
A_23_P34 AK024475 Pleckstrin DKFZP43 -1.6605 5.27E-09 0.60223 1932.115 1167.27
A_23_P35 NM_0250 Homo sapieBXDC5,R -1.66061 2.00E-14 0.60219 4206.295 2547.147
A_23_P25 NM_0057 Homo sapieKIF20A,M -1.66067 7.99E-30 0.60217 2961.892 1785.609
A_23_P35 NM_0056 Homo sapieC5orf18,D -1.66135 6.69E-25 0.60192 9241.814 5554.711
A_23_P18 NM_0328 glycosyltra AGO61,FLJ -1.66154 2.02E-11 0.60185 8913.396 5337.744
A_32_P23 BX108897 BX108897 BX108897 -1.66201 1.51E-10 0.60168 582.4652 350.4307
A_24_P11 NM_0227 DiGeorge DGCR8,G -1.6626 1.63E-13 0.60147 1294.706 779.7498
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A_23_P96 AK074719 FLJ20105 FLJ20105 -1.66268 3.23E-07 0.60144 1088.069 652.6907
A_23_P41 NM_0066 bladder ca BLCAP,B -1.66292 2.89E-19 0.60135 2290.272 1379.125
A_32_P127454 Unknown A_32_P12 -1.6634 4.52E-15 0.60118 5079.998 3040.969
A_32_P228254 Unknown A_32_P22 -1.66378 0.00018 0.60104 2803.011 1636.071
A_32_P23 AY007155 Hypothetic LOC43994 -1.6639 3.19E-08 0.601 1220.172 733.8173
A_24_P92 BC020784 Similar to MGC1428 -1.66458 3.96E-16 0.60075 3698.24 2229.863
A_24_P41 NM_0326 hypothetic SSBP4,M -1.66471 3.11E-21 0.60071 2368.061 1423.389
A_24_P10 NM_0250 hypothetic PTGES2, -1.66484 1.49E-10 0.60066 737.1216 442.2913
A_23_P39 NM_1526 hypothetic RWDD4A, -1.66523 2.32E-12 0.60052 1734.913 1045.462
A_24_P26 AK095775 Pleckstrin PLEKHA1 -1.66559 6.78E-17 0.60039 3058.73 1840.996
A_24_P21 NM_0328 U7 snRNP LSM10,M -1.66663 1.01E-13 0.60001 2446.214 1458.854
A_23_P68 NM_0031 sepiapterin SPR -1.66672 4.61E-17 0.59998 5647.006 3400.893
A_32_P42 AA521057 Transcribe GGA2,VE -1.66757 1.06E-15 0.59967 724.0416 434.1465
A_23_P43 NM_02161 Homo sapiePRDM12, -1.66788 6.02E-06 0.59956 334.139 200.0321
A_23_P39 AB020684 KIAA0877 KIAA0877 -1.66793 4.10E-09 0.59954 1385.356 834.8175
A_24_P83 NM_0045 serine (or SERPINB -1.66978 2.97E-09 0.59888 1392.495 828.5269
A_24_P75 XR_00018 similar to LOC34632 -1.6709 3.28E-11 0.59848 1699.103 1018.765
A_23_P20 NM_01591 Homo sapieFAM26B -1.67105 9.18E-13 0.59843 1051.64 628.357
A_23_P12 NM_0072 protein tyr PTK9L,A6 -1.67106 2.47E-07 0.59842 1232.698 733.4645
A_32_P136427 Unknown A_32_P13 -1.67119 1.11E-14 0.59838 1017.27 607.9282
A_23_P10 NM_0064 Homo sapieCCT4,SR -1.67173 6.29E-33 0.59818 206029.6 123212.8
A_24_P204067 NPL4_HU THC19917 -1.67174 1.18E-14 0.59818 846.3718 506.4454
A_32_P64820 Unknown A_32_P64 -1.67175 0.00011 0.59817 766.3756 453.621
A_23_P19 NM_0312 Homo sapieHNRPAB, -1.67241 1.65E-08 0.59794 3236.939 1945.139
A_23_P40 BC029424 Similar to LOC49386 -1.67304 7.29E-28 0.59771 5696.937 3402.556
A_23_P17 NM_0251 Nucleotide NUBPL -1.67333 3.38E-08 0.59761 608.3868 363.3198
A_23_P54 NM_0161 comparati CGI-37,K -1.67355 9.35E-33 0.59753 6210.618 3710.388
A_23_P12 NM_0055 Homo sapieLOXL1,LOL -1.67536 1.41E-28 0.59689 9439.41 5637.942
A_24_P94 AB023147 Chromoso C22orf9 -1.6761 0.00026 0.59662 208.0893 124.1238
A_23_P15 NM_0323 Homo sapieZDHHC16, -1.67631 7.02E-20 0.59655 2206.892 1315.235
A_23_P64 NM_1767 Homo sapieP2RY6,P2 -1.67686 6.47E-15 0.59635 542.2422 323.3644
A_23_P12 NM_0161 PTD009 pr TRAPPC4, -1.6771 1.22E-14 0.59627 10467.5 6258.297
A_23_P21 AL831922 DKFZP58 DLG1 -1.67711 3.85E-12 0.59626 1464.578 870.7206
A_24_P46 AK095803 Malate de MDH2 -1.67891 3.58E-19 0.59562 1617.529 964.7528
A_23_P56 NM_0067 Homo sapieDDX18,Mr -1.67896 2.85E-21 0.59561 3261.2 1954.196
A_23_P13 NM_0203 Homo sapieRAI17,Zimp -1.6802 6.53E-24 0.59517 8139.831 4854.292
A_23_P12 NM_0240 Homo sapieKDELC1,E -1.68074 1.96E-27 0.59497 1509.678 899.8655
A_32_P62 NM_0051 RNA bindi RBM8A,Y1 -1.68104 1.62E-14 0.59487 2013.537 1200.934
A_23_P13 NM_0061 Homo sapieNFE2,p45, -1.68124 6.69E-06 0.5948 775.3591 460.1918
A_24_P29 NM_0188 SBBI26 pr KLHL7,KL -1.68163 9.95E-06 0.59466 241.2581 143.4538
A_24_P40 NM_1738 Homo sapieCLCN3,CL -1.68178 6.68E-06 0.59461 645.8963 383.4603
A_23_P98 NM_1767 Homo sapieHRAS,HR -1.68188 6.81E-22 0.59457 2901.303 1721.965
A_23_P13 NM_1992 Homo sapieAPITD1,M -1.68267 3.25E-13 0.59429 4045.983 2415.636
A_23_P36 NM_0017 cyclin D3 CCND3 -1.68301 2.19E-14 0.59417 2777.618 1643.837
A_24_P31 NM_0319 centaurin, CENTG3, -1.68363 2.59E-13 0.59395 611.1805 363.0111
A_23_P74 NM_0151 Mid-1-relateCLCC1,M -1.6839 5.35E-16 0.59386 1442.031 857.5291
A_24_P25 NM_0218 chromoso PEO1,PE -1.68429 5.25E-13 0.59372 7947.738 4726.203
A_24_P72 NM_0064 actin relat ARPC1A, -1.68446 1.29E-32 0.59366 12273.4 7282.97
A_23_P16 NM_1456 DEAH (As DHX57 -1.68455 8.72E-15 0.59363 721.8563 428.3921
A_24_P373844 Unknown THC19679 -1.68469 5.34E-14 0.59358 562.1621 333.6771
A_23_P40 NM_1533 Homo sapieFBXL16,F -1.68547 4.29E-20 0.59331 1436.074 852.0975
A_24_P30 BC002759 Hypothetic FLJ20489 -1.6856 6.85E-18 0.59326 9396.859 5562.128
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A_24_P41 NM_00111 adenylate ADCY7,KI -1.68581 4.29E-14 0.59319 2128.607 1254.328
A_23_P20 NM_0162 Homo sapieANAPC5, -1.6868 4.76E-33 0.59284 36544.46 21660.04
A_24_P18 NM_00331 thyroid tra TITF1,BC -1.68713 1.51E-10 0.59272 554.5931 328.6415
A_23_P12 NM_0059 Homo sapieSLC25A1, -1.68734 5.17E-09 0.59265 4492.516 2662.003
A_23_P347100 Unknown A_23_P34 -1.68749 3.08E-22 0.5926 45935.58 27259.78
A_32_P10 AK094772 Homo sapieAK094772 -1.68868 4.03E-12 0.59218 970.6335 575.0377
A_24_P33 NM_1984 Homo sapieRPL7L1,MG -1.68892 2.94E-15 0.59209 2887.435 1716.123
A_24_P31 NM_0024 NIMA (nev NEK2,NL -1.68941 7.02E-09 0.59192 969.8776 573.958
A_32_P20 NM_00141 ELAV (em ELAVL1,H -1.68977 4.62E-08 0.5918 577.7113 341.6354
A_23_P25 NM_14891 Homo sapiePSMB8,L -1.69092 8.75E-19 0.59139 2552.779 1503.924
A_24_P33 NM_0309 Homo sapieNIPA2,MGC -1.69172 1.78E-20 0.59112 1956.917 1154.878
A_24_P32 NM_0062 phosphodi PDE4A,P -1.6918 2.63E-23 0.59109 1709.82 1010.326
A_24_P55 M28016 Human mit cytochrom -1.69346 3.25E-11 0.59051 43304.69 25879.59
A_24_P33 AB032966 TetratricopeTTC7A -1.6945 1.11E-15 0.59015 1311.608 774.524
A_23_P12 NM_0120 Homo sapieFRAT2,M -1.69503 5.25E-07 0.58996 2706.24 1588.071
A_23_P19 AB028946 IQ motif co IQCE -1.69518 8.87E-14 0.58991 2858.714 1687.771
A_24_P35 NM_0004 platelet-ac PAFAH1B -1.69525 2.74E-30 0.58988 4088.81 2413.04
A_32_P16 AK056476 Trinucleoti TNRC8 -1.69528 1.52E-15 0.58987 1535.628 903.3362
A_23_P35 NM_1723 Homo sapieSPAG9,H -1.69538 4.56E-16 0.58984 736.0813 434.157
A_24_P12 NM_0051 DiGeorge DGCR2,ID -1.69545 1.04E-15 0.58981 3173.683 1876.515
A_32_P25 NM_1720 Homo sapieRDH10 -1.69578 1.31E-18 0.5897 2476.563 1464.728
A_24_P58 NM_0191 beta-1,4 maALG1,HM -1.69623 2.35E-11 0.58954 2253.896 1330.774
A_24_P30 AK021848 Homo sapieFLJ11786 -1.69629 2.85E-17 0.58952 679.968 400.8265
A_23_P20 NM_0176 Homo sapieNDE1,NU -1.69636 8.54E-20 0.5895 1900.83 1119.854
A_23_P16 NM_0220 Homo sapieC14orf133 -1.69708 3.91E-22 0.58925 1429.736 842.7019
A_23_P20 NM_0020 Homo sapieGPC1 -1.69752 2.26E-16 0.5891 26416.28 15518.98
A_32_P15 XM_37962 hypothetic LOC40149 -1.69786 6.06E-22 0.58898 5842.139 3447.589
A_23_P23 NM_0144 Homo sapieSLC39A1, -1.69837 1.25E-08 0.5888 2600.528 1524.235
A_24_P40 NM_0146 KIAA0140 gFAM53B, -1.69966 2.07E-22 0.58835 2621.084 1539.498
A_24_P37 NM_0324 Homo sapieMRPL36, -1.70045 1.77E-14 0.58808 8054.951 4748.753
A_32_P99 BM709498 Transcribe BM709498 -1.7012 1.42E-12 0.58782 891.7142 524.3997
A_23_P16 NM_0056 phenylalan FARSLB,F -1.70183 1.32E-11 0.5876 1972.984 1153.949
A_32_P123027 Unknown A_32_P12 -1.70198 0.0001 0.58755 1566.995 895.1842
A_32_P31 NM_0055 Homo sapieLAMA1,LA -1.7025 4.83E-25 0.58737 1464.121 859.3559
A_23_P67 NM_0245 UDP-N-ac GALNT14 -1.70278 2.17E-30 0.58727 11457.52 6724.051
A_23_P14 NM_0806 Homo sapieATP6V1E -1.7035 3.66E-17 0.58703 917.2247 538.6003
A_23_P36 BC014522 Protein ph PPP1R14 -1.70368 8.70E-18 0.58697 31232.32 18377.48
A_23_P68 AL137442 Chromoso C20orf177 -1.7039 1.05E-10 0.58689 3245.676 1914.595
A_23_P25 NM_00601 Homo sapieCD164,M -1.70453 4.39E-17 0.58667 3032.593 1786.712
A_24_P45 NM_0204 Hypothetic DJ462O23 -1.70495 3.59E-21 0.58653 1050.616 616.5858
A_23_P30 NM_0240 hypothetic MGC3265 -1.70503 4.53E-11 0.5865 2357.943 1378.875
A_24_P16 NM_1445 Homo sapieSLC39A3, -1.70602 2.17E-07 0.58616 522.4097 305.7545
A_24_P28 NM_0028 proteasom PSMD3,S -1.70688 4.17E-06 0.58586 4091.402 2354.978
A_23_P61 NM_0004 Homo sapieGLB1 -1.70711 1.08E-09 0.58578 1540.516 908.2465
A_23_P25 NM_0160 Homo sapieTTC15,CG -1.70736 1.19E-15 0.5857 1894.812 1108.096
A_23_P21 NM_0786 Homo sapieMSL3L1,DK -1.70762 5.09E-12 0.58561 1162.036 680.0205
A_24_P93 AB011092 Adenylate ADCY9 -1.70781 3.49E-07 0.58554 1039.532 610.0609
A_23_P25 NM_0055 Homo sapieLMNB1,L -1.70847 2.59E-19 0.58532 3514.549 2049.607
A_23_P36 NM_0220 EGL nine (CEGLN3,P -1.70856 3.53E-09 0.58529 526.933 308.1873
A_24_P91 NM_0186 hypothetic NXT2,P15 -1.70864 5.42E-26 0.58526 5314.78 3115.357
A_23_P14 NM_01481 Homo sapieKIAA0649, -1.70887 1.11E-17 0.58518 2065.024 1207.384
A_32_P82 NR_001459Homo sapieC14orf62 -1.70906 6.44E-14 0.58512 1939.61 1129.672
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A_24_P323916 Unknown A_24_P32 -1.70907 3.84E-22 0.58511 1634.121 957.2812
A_23_P92 NM_0201 Homo sapieC2orf33,G -1.71002 3.19E-29 0.58479 14149.16 8280.153
A_23_P16 NM_0003 Homo sapieQDPR,DH -1.71037 2.97E-14 0.58467 3427.079 2013.229
A_23_P25 NM_0220 transposo LOC63920 -1.71038 6.89E-06 0.58466 638.9652 373.2386
A_24_P93 AB020706 Adaptor-re AP2A2 -1.71076 1.42E-27 0.58453 1965.749 1149.137
A_24_P12 M69012 Similar to GNAI2 -1.71139 2.46E-06 0.58432 343.4407 200.8941
A_24_P11 NM_0061 Homo sapieC11orf11, -1.71181 1.92E-06 0.58418 293.3825 171.2797
A_24_P31 NM_0068 calmodulin CALM1,C -1.712 9.50E-14 0.58411 1427.195 836.6531
A_23_P84 NM_00631 Homo sapieNPEPPS, -1.71212 2.24E-25 0.58407 2005.66 1172.327
A_23_P16 NM_0329 Homo sapieGTF2I,DI -1.71266 7.71E-20 0.58389 16815.02 9875.208
A_23_P16 NM_0029 Homo sapieSDC1,SD -1.71307 1.13E-16 0.58375 8648.686 5066.465
A_24_P13 NM_1984 Homo sapiePTPLB -1.71373 5.42E-15 0.58352 3522.976 2067.302
A_23_P92 NM_0148 Homo sapieRHOBTB3, -1.71424 1.18E-16 0.58335 1122.968 655.7974
A_24_P16071 Unknown A_24_P16 -1.71447 1.38E-29 0.58327 2303.864 1343.935
A_23_P74 NM_0028 ATP-bindi ABCD3,A -1.7147 6.73E-10 0.58319 2208.127 1292.04
A_23_P50 NM_0026 polymeras POLD1,P -1.71554 2.21E-11 0.58291 6093.203 3522.22
A_32_P75 BC039509 Hypothetic LOC34010 -1.71629 0.00022 0.58265 298.6617 173.7602
A_23_P23 NM_0067 Homo sapieWDR3 -1.71702 1.27E-12 0.5824 8112.097 4754.683
A_24_P56 AL832817 Dual-speci DYRK2 -1.71742 2.59E-28 0.58227 1313.255 764.5548
A_24_P75 BC043374 Homo sapieLOC34050 -1.71932 3.38E-09 0.58162 657.2575 382.1463
A_23_P37 NM_0058 STIP1 ho STUB1,C -1.72099 6.68E-17 0.58106 10767.56 6236.114
A_24_P552987 Unknown A_24_P55 -1.72127 2.13E-28 0.58097 1398.735 812.8037
A_23_P25 NM_0806 Homo sapieBRI3BP,K -1.7213 1.03E-34 0.58096 10143.31 5894.559
A_24_P21 NM_03191 compleme C1QTNF6, -1.72158 9.05E-24 0.58086 2553.338 1484.943
A_24_P10 NM_0320 hypothetic DKFZP56 -1.72268 8.80E-07 0.58049 382.6575 222.4737
A_23_P34 NM_0140 Homo sapieMAGEH1, -1.72399 0.0005 0.58005 5100.64 3022.479
A_23_P85 NM_0034 chromoso CXorf12,IT -1.72473 1.02E-21 0.5798 1725.353 1001.476
A_23_P13 NM_0021 interferon r IRF2,IRF- -1.72496 2.89E-11 0.57972 1310.832 762.3611
A_24_P41 AB014599 Bicaudal D BICD2 -1.72531 6.68E-30 0.57961 2621.878 1520.629
A_23_P13 AF220046 Protein ph PPP2R2D -1.72541 4.44E-12 0.57957 2596.668 1509.97
A_23_P86 NM_0038 Homo sapieFADD,GIG -1.72588 2.63E-18 0.57941 9132.123 5275.863
A_23_P28 NM_0046 Homo sapieTSN,TRSL -1.72627 9.26E-33 0.57928 3010.534 1744.609
A_23_P11 NM_0010 Homo sapieTOP2A,T -1.72649 4.17E-10 0.57921 5618.322 3270.152
A_24_P195454 Unknown A_24_P19 -1.72678 1.43E-17 0.57911 1638.129 951.5527
A_24_P38 NM_0122 Ras-GTPa G3BP2 -1.729 1.07E-29 0.57837 11209.12 6488.453
A_32_P146826 Unknown THC20051 -1.73071 0.00012 0.5778 336.9954 193.9913
A_23_P71 NM_00521 Homo sapieDEFB1,B -1.73124 1.79E-15 0.57762 2836.188 1634.301
A_24_P92 U31733 Hypothetic hprt -1.73129 1.63E-19 0.5776 4410.994 2542.737
A_23_P12 NM_0022 Homo sapieKPNA2,QI -1.73175 2.59E-27 0.57745 53682.67 30917.1
A_24_P15 NM_0013 aldo-keto r AKR1C1, -1.73203 8.17E-28 0.57736 16582.95 9603.355
A_23_P15 NM_0056 Homo sapieSLC6A8,CT -1.73366 3.55E-13 0.57682 3202.704 1857.875
A_32_P17 AK026783 CDNA: FL AK026783 -1.73515 7.38E-14 0.57632 886.3999 511.0794
A_23_P54 NM_0328 Homo sapieJUB,Ajuba, -1.73516 1.17E-21 0.57631 3313.036 1912.431
A_23_P14 NM_0067 cadherin 1 CDH10 -1.73579 2.71E-20 0.57611 2303.255 1326.235
A_23_P10 NM_0052 Homo sapieNR2F6,EA -1.73817 2.30E-15 0.57532 1563.892 898.4884
A_23_P41 NM_0152 KIAA0239 PHF15,JA -1.73829 5.91E-08 0.57528 498.9901 286.6277
A_23_P40 NM_0039 Homo sapieUSP13,IS -1.7383 5.22E-08 0.57527 1208.909 696.695
A_23_P57 NM_0037 Homo sapieHYAL2,LUC -1.73928 1.63E-08 0.57495 2675.225 1529.339
A_24_P21 NM_0181 hypothetic DCUN1D2, -1.74022 3.74E-06 0.57464 379.3563 217.4209
A_24_P93 AK097197 Hepatocyt HGS -1.74076 1.88E-06 0.57446 1291.798 747.6188
A_32_P16625 Unknown A_32_P16 -1.741 1.55E-10 0.57438 562.2381 322.9006
A_24_P28 NM_0528 hypothetic ADCK2,A -1.74124 8.68E-12 0.5743 1669.537 953.2772
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A_24_P349756 Unknown A_24_P34 -1.74135 3.48E-17 0.57427 18193.01 10412.5
A_23_P25 AK023831 Hypothetic FLJ13769 -1.74155 0.00019 0.5742 393.8984 225.2012
A_24_P17 NM_0220 likely ortho E2-230K,F -1.74287 5.00E-16 0.57377 6750.164 3887.804
A_23_P11 NM_0247 Homo sapieHPS6,FLJ -1.74329 1.56E-36 0.57363 9446.876 5420.437
A_23_P90 NM_0066 Homo sapiePOP4,RP -1.74365 4.59E-35 0.57351 7226.649 4146.601
A_24_P23 NM_0010 ribonucleo RRM2,R2, -1.74427 4.80E-23 0.57331 6224.17 3580.638
A_23_P49 NM_0034 Homo sapieZNF174,Z -1.7453 4.15E-12 0.57297 582.5364 333.7228
A_24_P110591 Unknown A_24_P11 -1.74628 1.49E-21 0.57264 15088.74 8649.555
A_24_P341489 Unknown A_24_P34 -1.7465 5.24E-16 0.57257 1304.763 749.3091
A_32_P94 BC053353 Sarcoma a FLJ10330 -1.74695 1.06E-07 0.57243 356.6429 204.3413
A_24_P36 NM_0159 CGI-11 pr ATP6V1H,S -1.74922 1.98E-10 0.57168 590.5379 337.5283
A_24_P36 NM_0246 hypothetic C17orf42, -1.74991 4.94E-18 0.57146 3605.103 2069.62
A_23_P21 NM_0540 Homo sapieCNOT7,C -1.75079 2.32E-15 0.57117 1834.92 1050.956
A_32_P64990 Unknown A_32_P64 -1.75083 5.08E-19 0.57116 1283.752 733.0822
A_23_P83 NM_0058 Homo sapieNET1,NET -1.75103 8.24E-22 0.57109 4844.25 2757.011
A_24_P41 AF318364 Protein ph PPP1R14 -1.75136 5.57E-20 0.57099 21490.14 12229.35
A_23_P55 NM_0154 DKFZP58 NOL11,D -1.75177 8.41E-33 0.57085 4678.67 2668.614
A_23_P21 NM_0183 Homo sapieAGPAT5,L -1.75258 7.55E-17 0.57059 751.0172 428.5804
A_23_P61 NM_0252 hole gene MGC4659 -1.75274 6.08E-08 0.57053 3936.896 2232.998
A_23_P35 NM_0024 Homo sapieNEK2,NL -1.75356 8.39E-07 0.57027 1625.52 930.3596
A_23_P50 NM_0012 Homo sapieCASP6,M -1.75371 1.22E-09 0.57022 2751.453 1579.493
A_23_P21 NM_0050 Homo sapiePRKX,PK -1.75478 1.96E-16 0.56987 838.0341 477.148
A_23_P34 AK094181 TetratricopeTTC15 -1.75485 2.26E-24 0.56985 772.2532 440.068
A_24_P39 AK098354 BS 3076 AK098354 -1.75534 8.29E-24 0.56969 1125.816 641.2755
A_23_P32 NM_0017 Homo sapieCALM2,P -1.75543 1.03E-25 0.56966 120142.5 68598.66
A_23_P14 NM_0151 homolog o RRS1,KIA -1.75634 6.83E-21 0.56936 11359.37 6438.571
A_32_P13 NM_0175 Homo sapieLY6K,FLJ -1.75638 1.41E-18 0.56935 5558.69 3177.813
A_32_P50 NM_0045 spermine SMS,SRS,S -1.75652 4.63E-19 0.56931 2001.283 1140.693
A_23_P10 NM_0160 Homo sapieMRPS23, -1.757 2.73E-34 0.56915 7120.904 4055.085
A_24_P31 BX647782 Nuclear tr NUTF2 -1.75712 4.93E-25 0.56911 985.9233 560.9743
A_24_P35 NM_0182 hypothetic TMEM19, -1.75726 1.68E-07 0.56907 1698.745 965.3742
A_32_P38 AB037835 KIAA1414 KIAA1414 -1.75787 7.88E-12 0.56887 388.0234 220.7495
A_32_P22 AK054569 Methionin MAT2A -1.75834 0.00072 0.56872 2451.68 1343.644
A_23_P50 NM_0182 Homo sapiePHF10,XAP -1.75907 3.28E-36 0.56848 7415.418 4217.008
A_24_P34 NM_0248 hypothetic NOL10,FL -1.7595 3.05E-15 0.56834 620.7053 352.7548
A_23_P50 NM_01231 Homo sapieSLC39A6, -1.7596 1.82E-11 0.56831 2316.519 1324.62
A_23_P50 NM_0247 Homo sapieFAM57A, -1.7599 1.20E-06 0.56821 1825.492 1052.665
A_23_P51 NM_1533 Homo sapiePUSL1,FL -1.76027 7.76E-30 0.5681 5445.426 3097.31
A_32_P44 NM_01411 PRO0149 PRO0149 -1.76036 9.78E-15 0.56806 2837.444 1622.136
A_32_P11 NM_0123 F-box only FBXO9,FB -1.76041 4.07E-15 0.56805 1894.724 1074.582
A_32_P186725 Unknown THC18314 -1.76067 8.01E-11 0.56797 395.2585 224.5472
A_24_P35 NM_0044 UDP-N-ac GALNT2, -1.76118 4.17E-13 0.5678 3253.999 1848.352
A_24_P18 AL133052 Chromoso C1orf37 -1.76125 1.22E-12 0.56778 1539.244 875.8135
A_23_P13 NM_0026 Homo sapiePHB -1.76133 1.11E-34 0.56775 5298.5 3007.047
A_24_P238286 Unknown A_24_P23 -1.762 1.88E-08 0.56754 1021.054 579.8789
A_24_P281468 Unknown ENST000 -1.76256 2.67E-13 0.56736 3383.448 1926.952
A_24_P94 AB007896 Prolyl end KIAA0436 -1.76307 2.54E-12 0.56719 3986.619 2263.404
A_32_P35486 Unknown THC18095 -1.76444 4.26E-06 0.56675 410.6939 232.7228
A_23_P10 NM_0247 Homo sapieAGMAT,F -1.7652 3.84E-14 0.56651 2333.558 1324.682
A_23_P12 NM_0121 Homo sapieDTYMK,C -1.76585 5.78E-35 0.5663 35685.13 20193.13
A_23_P36 NM_0246 Sin3A ass SAP30L,F -1.76641 2.25E-30 0.56612 4109.137 2327.218
A_23_P10 NM_1707 Homo sapieICMT,PC -1.76716 1.23E-18 0.56588 2843.958 1605.716
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A_23_P25 NM_00641 Homo sapieAGPAT1, -1.76752 8.56E-16 0.56576 2811.626 1587.252
A_23_P33 NM_15301 hypothetic FLJ30596,M -1.76776 1.26E-12 0.56569 1072.324 607.1244
A_24_P486503 Unknown A_24_P48 -1.76811 3.66E-09 0.56557 986.1834 558.7034
A_32_P56489 Unknown A_32_P56 -1.76837 0.00026 0.56549 1896.948 1038.847
A_24_P27 AF284094 BRI3 bindi BRI3BP -1.76951 7.97E-36 0.56513 1734.655 980.3065
A_23_P42 NM_02011 hypothetic ZC3HAV1,Z -1.7696 1.58E-17 0.5651 4516.984 2564.125
A_23_P89 NM_0057 tripartite m TRIM28,K -1.7706 4.13E-22 0.56478 6599.111 3737.879
A_23_P15 NM_00611 Homo sapiePECI,DRS -1.77063 1.65E-34 0.56477 14842.86 8389.33
A_24_P18 NM_0001 dystrophin DMD,BMD -1.77142 0.00009 0.56452 200.5103 113.223
A_24_P12 NM_0067 WD repeat WDR3 -1.77152 4.83E-12 0.56449 4665.05 2651.961
A_23_P10 NM_0046 3'-phosph PAPSS2,S -1.77176 1.27E-09 0.56441 509.4305 287.2949
A_23_P16 NM_0056 Homo sapieFARSLB,F -1.77186 7.61E-32 0.56438 27911.77 15739.37
A_24_P14 NM_0319 Williams-B WBSCR1, -1.77359 0.00059 0.56383 491.5413 274.9515
A_32_P226356 Unknown THC18095 -1.77385 4.51E-07 0.56375 376.4702 211.9933
A_23_P28 NM_0025 Homo sapiePCNA,MG -1.77409 2.36E-19 0.56367 43065.28 24141.23
A_23_P10 NM_0159 thioredoxin TXNDC14, -1.77415 3.55E-29 0.56365 5072.613 2853.063
A_23_P39 AK021772 Hypothetic FLJ11710 -1.77489 9.24E-07 0.56342 307.2542 173.2542
A_23_P35 AB046773 KIAA1553 KIAA1553 -1.77552 2.27E-17 0.56322 2560.563 1446.339
A_32_P204205 Unknown THC19329 -1.77579 1.10E-10 0.56313 496.1301 279.4695
A_23_P41 NM_0142 Homo sapieMAPRE2, -1.77581 1.04E-23 0.56312 835.2102 470.2802
A_24_P29 CD703575 EST20102 CD703575 -1.77838 5.15E-20 0.56231 1354.273 762.5449
A_23_P67 NM_0032 Homo sapieTCF3,E2A -1.77869 1.63E-20 0.56221 4274.293 2398.468
A_23_P33 NM_0571 Homo sapieGIT2,CAT- -1.77938 3.50E-24 0.56199 2841.443 1597.704
A_32_P99131 Unknown A_32_P99 -1.77958 0.0004 0.56193 255.6908 144.6327
A_23_P21 NM_0019 Homo sapieCTPS -1.77961 2.57E-24 0.56192 10980.77 6187.793
A_23_P15 AL117509 KIAA1666 KIAA1666 -1.77999 8.44E-11 0.5618 1050.635 591.3191
A_24_P409471 Unknown A_24_P40 -1.78027 1.03E-34 0.56171 3347.873 1878.912
A_24_P255845 Unknown A_24_P25 -1.78064 0.00022 0.56159 415.0198 232.1017
A_23_P10 AK000900 Hypothetic FLJ10038 -1.78068 4.35E-32 0.56158 2489.818 1397.654
A_32_P10 BF911038 SAR1a ge SARA1 -1.78084 2.77E-22 0.56153 30944.64 17419.38
A_24_P55 NM_0001 gap junctio GJA1,OD -1.78192 1.35E-09 0.56119 2228.309 1257.245
A_24_P221285 Unknown A_24_P22 -1.7824 1.61E-10 0.56104 1505.438 846.4653
A_23_P16 NM_0240 Homo sapieDDX54,D -1.78245 1.07E-23 0.56103 5643.445 3174.151
A_24_P930337 Unknown A_24_P93 -1.78289 0.00052 0.56089 226.0912 126.5167
A_23_P25 NM_0053 pyruvate d PDK3 -1.78545 0.00005 0.56008 667.415 373.1261
A_24_P827096 Unknown THC18321 -1.78612 1.87E-08 0.55987 2032.041 1145.647
A_32_P49 NM_0219 hypothetic FLJ13220 -1.78653 0.00099 0.55975 619.3296 343.816
A_23_P16 NM_14471 Homo sapieKLHL23,MG -1.78705 4.16E-10 0.55958 819.0016 459.5587
A_23_P12 NM_0328 Homo sapieNUDCD1, -1.78717 1.01E-19 0.55954 2330.264 1298.724
A_23_P34 NM_0150 Homo sapiePOP1,KIA -1.7873 2.05E-17 0.5595 2658.195 1486.487
A_23_P30 NM_0333 Homo sapieTRIM7,GN -1.78765 8.66E-34 0.55939 5215.22 2920.526
A_23_P75 NM_0323 hypothetic NUDT22, -1.78775 1.70E-19 0.55936 3139.121 1747.818
A_23_P28 NM_0319 mitochond MRPS5,M -1.78863 2.26E-25 0.55909 3089.396 1723.457
A_32_P15 NM_0142 solute carri SLC25A13 -1.78978 1.03E-16 0.55873 2310.795 1293.235
A_24_P29 NM_1818 Homo sapieUBE2C,U -1.79119 3.22E-26 0.55829 22410.75 12479.01
A_23_P206598 AY184957 THC19654 -1.79125 4.96E-09 0.55827 3685.246 2070.414
A_24_P13 NM_0223 ATP-depe TOR3A,A -1.79141 1.43E-08 0.55822 2048.743 1136.891
A_23_P21 NM_0016 Homo sapieAMD1,AM -1.79142 5.30E-10 0.55822 10690.78 5986.86
A_23_P12 NM_0025 Homo sapieNPTX1,N -1.7915 3.72E-24 0.55819 956.434 534.0422
A_23_P253701 AF516696 THC20051 -1.79191 2.60E-11 0.55806 580.2112 323.6914
A_23_P38 NM_0242 hypothetic PHF23,M -1.79198 4.76E-23 0.55804 2780.646 1554.855
A_32_P74814 Unknown THC18592 -1.79218 0.00026 0.55798 254.9264 141.5803
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A_23_P165819 Unknown A_23_P16 -1.79231 1.96E-31 0.55794 192994.5 107459.9
A_24_P482017 U44751 py THC18660 -1.79332 6.05E-08 0.55762 736.8441 409.0946
A_24_P16 NM_1818 Homo sapieNF2,ACN, -1.79512 0.00075 0.55707 256.9132 141.7871
A_24_P39 NM_0016 aryl hydro ARNT,HIF -1.7953 2.88E-15 0.55701 464.5796 258.7625
A_24_P75994 Unknown A_24_P75 -1.79539 9.68E-31 0.55698 1832.076 1019.667
A_23_P42 NM_1984 Homo sapieRPL7L1,MG -1.79569 7.18E-23 0.55689 4568.3 2532.617
A_23_P33 NM_0008 Homo sapieIGF2R,MPR -1.79613 7.73E-14 0.55675 2627.61 1466.503
A_24_P15 NM_1384 Homo sapieZMYND19 -1.79715 1.02E-18 0.55644 1522.284 843.7708
A_24_P40 NM_0159 CGI-20 pr C7orf20,C -1.79769 2.03E-27 0.55627 2344.658 1301.756
A_32_P27327 Unknown A_32_P27 -1.79792 1.34E-32 0.5562 7246.269 4028.256
A_23_P46 NM_0028 RAB13, m RAB13,GI -1.79795 1.18E-07 0.55619 2718.76 1522.927
A_32_P94176 Unknown THC19089 -1.79864 0.00005 0.55598 235.442 130.6964
A_24_P178475 Unknown A_24_P17 -1.79931 0.00004 0.55577 518.1564 286.6335
A_23_P16 NM_0059 Homo sapieCCT3,CC -1.79968 5.76E-09 0.55566 112066 61146.26
A_23_P23 NM_0017 Homo sapieCAPN2,m -1.7997 7.29E-43 0.55565 58494.77 32502.43
A_24_P27 NM_0322 hypothetic MGC3207 -1.80018 2.14E-10 0.5555 931.4149 518.5862
A_23_P15 NM_01621 Homo sapieC3orf18,G -1.80213 4.67E-20 0.5549 1232.062 682.5172
A_23_P57 NM_0133 Homo sapiePCOLCE2 -1.80237 2.13E-39 0.55482 6497.694 3603.707
A_24_P127462 Unknown A_24_P12 -1.80254 1.77E-26 0.55477 13555.96 7501.209
A_32_P45 NM_0066 FUS-intera FUSIP1,N -1.80293 3.42E-26 0.55465 7164.492 3983.972
A_23_P14 NM_0027 Homo sapiePSMA3,H -1.80334 1.15E-33 0.55453 36489.51 20265.93
A_23_P41 AB040955 KIAA1522 KIAA1522 -1.80426 1.70E-20 0.55424 4927.745 2741.164
A_23_P13 NM_0021 H2A histon H2AFZ,H2A -1.80609 1.67E-27 0.55368 81546.98 44998.14
A_24_P850336 Unknown A_24_P85 -1.80694 1.99E-39 0.55342 38039.95 21064.63
A_23_P33 NM_1827 hypothetic FAM79A,F -1.8076 0.00042 0.55322 317.6386 173.4419
A_24_P91 BX108121 Transcribe BX108121 -1.8084 2.97E-16 0.55297 663.944 367.0958
A_23_P21 NM_00191 Homo sapieCYB561 -1.80847 5.00E-31 0.55295 2685.341 1485.708
A_23_P16 NM_0307 EGFR-coa ECOP,FLJ2 -1.80912 4.65E-11 0.55276 548.4099 302.9415
A_23_P20 NM_0528 Homo sapieWDR34,M -1.80929 1.14E-14 0.5527 5875.951 3272.183
A_32_P26 NM_00641 1-acylglyc AGPAT2, -1.80943 0.00005 0.55266 318.6866 177.2927
A_23_P15 NM_0070 Homo sapieNUDT6,gf -1.80998 1.85E-15 0.55249 2266.212 1255.326
A_24_P89 NM_0328 hypothetic C9orf3,AP -1.81088 5.31E-34 0.55222 1401.035 773.7697
A_24_P24 NM_0046 translin TSN,TRSL -1.81284 4.25E-19 0.55162 4461.361 2469.403
A_23_P39 BC009229 Hypothetic LOC90120 -1.81336 8.95E-09 0.55146 2906.168 1588.836
A_24_P47 NM_0240 hypothetic MGC5508 -1.81387 3.71E-37 0.55131 7906.373 4360.799
A_32_P125568 Unknown THC18118 -1.81402 1.13E-17 0.55126 539.3076 297.297
A_23_P31 NM_0333 Homo sapieFAM78A, -1.81417 0.00071 0.55121 288.3491 158.4649
A_32_P23 NM_0073 TAR DNA TARDBP, -1.81449 8.57E-29 0.55112 44450.19 24541.68
A_23_P20 NM_0064 Homo sapieDYRK2 -1.81669 6.19E-10 0.55045 2095.318 1149.222
A_23_P15 NM_03271 hypothetic MGC1133 -1.81682 0.00006 0.55041 659.7014 361.459
A_23_P15 NM_0068 hepatitis d DIPA -1.81752 2.40E-25 0.5502 4326.25 2371.286
A_23_P70 NM_0319 Homo sapieREPS1,R -1.81899 9.32E-14 0.54976 5180.706 2858.857
A_24_P94 AB037811 Family wit FLJ11280 -1.819 1.56E-08 0.54975 494.1214 271.8882
A_24_P41 NM_0021 H2A histon H2AFZ,H2A -1.81906 3.65E-16 0.54973 103772.8 56583.44
A_23_P13 NM_0132 putative ri RNASEN, -1.82039 3.73E-36 0.54933 13147.19 7229.006
A_23_P40 NM_0028 Homo sapiePTPN3,PT -1.82084 1.76E-13 0.5492 742.2969 407.8268
A_23_P20 NM_0044 Homo sapieEML1,EM -1.82124 2.23E-22 0.54908 1173.25 644.4197
A_24_P38 NM_0240 hypothetic MGC2803 -1.82134 1.88E-14 0.54905 2104.372 1160.083
A_23_P50 NM_0026 Homo sapiePOLD1,P -1.82203 2.97E-32 0.54884 3297.877 1807.775
A_23_P50 BC001528 Guanine n GNA11 -1.82226 5.04E-18 0.54877 9820.952 5406.941
A_32_P17 NM_0133 CCR4-NO CNOT7,C -1.8223 2.05E-13 0.54876 7311.391 3991.589
A_24_P20 U69127 Far upstre FUBP3 -1.82323 4.76E-34 0.54848 4202.676 2306.929
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A_24_P22 NM_02451 hypothetic C16orf53, -1.82328 5.95E-18 0.54846 2329.43 1277.594
A_23_P33 NM_1737 Homo sapieNM_1737 -1.82377 5.37E-09 0.54832 148430 82861.77
A_23_P41 NM_2035 Ras-GTPa G3BP2 -1.82411 2.47E-16 0.54821 1083.303 594.7592
A_24_P528213 Unknown A_24_P52 -1.82438 1.24E-17 0.54813 699.3704 383.2297
A_32_P14 NM_1781 Homo sapieDLX1 -1.82539 4.67E-09 0.54783 480.907 263.1822
A_24_P203976 Unknown A_24_P20 -1.82614 2.21E-16 0.5476 784.7671 429.4817
A_24_P57 XM_37490 Homo sapieXM_37490 -1.82649 3.32E-17 0.5475 578.7745 316.885
A_24_P77 NM_0189 homeo bo HOXA10, -1.8269 7.22E-10 0.54738 552.7 302.3434
A_24_P600622 Unknown A_24_P60 -1.82716 3.50E-33 0.5473 1864.832 1020.559
A_23_P87 NM_0068 ATP/GTP- HEAB,CL -1.82731 4.49E-12 0.54725 1138.784 624.8268
A_32_P62056 Unknown A_32_P62 -1.82836 1.86E-06 0.54694 445.3469 243.1139
A_24_P24 NM_0064 dual-speci DYRK2 -1.82838 2.24E-08 0.54693 540.5255 295.1245
A_24_P35 NM_0021 H2A histon H2AFZ,H2A -1.8294 4.16E-23 0.54663 150923.2 81971.98
A_23_P10 NM_0014 Homo sapieEMP2,XM -1.82967 7.33E-21 0.54655 9223.984 5072.092
A_23_P36 NM_0198 Homo sapieSLC10A3, -1.83038 6.02E-22 0.54633 3739.286 2037.444
A_23_P60 NM_0161 Ubiquitin a UBADC1 -1.83156 9.92E-19 0.54598 7657.425 4156.819
A_23_P32 NM_0245 Homo sapieRHBDL6, -1.83226 8.29E-28 0.54577 2715.267 1483.741
A_24_P7380 Unknown ENST000 -1.83434 3.49E-28 0.54516 20179.76 10982.59
A_24_P48 NM_0068 ubiquinol-c UQCR,071 -1.83453 5.13E-27 0.5451 1026.209 559.5992
A_24_P91 M12996 Human glu G6PD -1.83488 1.27E-17 0.54499 4783.603 2624.117
A_24_P12 NM_0017 caveolin 1, CAV1,CA -1.83756 5.37E-15 0.5442 4532.823 2484.466
A_23_P73 NM_00031 protein S ( PROS1,P -1.83933 0.00009 0.54368 487.9702 264.6328
A_23_P28 NM_0147 Homo sapieSNX17,KI -1.83986 4.49E-07 0.54352 1221.256 657.2603
A_23_P38 NM_0328 Homo sapieZNF587,Z -1.83995 9.62E-12 0.54349 3694.936 2016.597
A_24_P37 AK093577 MKL/myoc MKL2 -1.84018 0.00013 0.54342 3703.224 2041.471
A_24_P88 BC047753 Postmeioti POM121 -1.84075 5.27E-06 0.54326 365.8951 197.7527
A_23_P34 NM_0028 RAB2, me RAB2,RA -1.84377 2.76E-15 0.54237 3864.192 2103.71
A_23_P96 NM_02071 Homo sapieLRRC47,K -1.84391 4.87E-18 0.54233 3793.194 2061.675
A_23_P21 NM_0053 Homo sapieHMGB3,H -1.84414 5.24E-26 0.54226 17992.65 9724.479
A_23_P34 NM_01651 putative se SCLY,SCL -1.84549 1.67E-18 0.54186 2585.585 1398.079
A_24_P48 AF086257 ST3 beta- SIAT4B -1.84572 3.16E-07 0.54179 1186.586 644.1187
A_23_P58 NM_0026 paired-like PITX1,BF -1.84602 9.42E-17 0.54171 1897.451 1027.97
A_23_P36 BC012476 Hypothetic LOC11623 -1.84894 5.02E-11 0.54085 530.2435 286.6952
A_24_P19 NM_00721 SEC63 pr SEC63,ER -1.84929 3.43E-12 0.54075 2295.583 1248.417
A_23_P14 NM_0240 Homo sapieZFYVE21, -1.84968 5.31E-25 0.54063 7727.251 4167.872
A_24_P928031 Unknown A_24_P92 -1.85126 1.11E-15 0.54017 466.9503 252.2156
A_23_P12 NM_0021 Homo sapieHMOX1,H -1.85141 4.31E-07 0.54013 106924.7 55809.11
A_23_P88 NM_0210 Homo sapieNR2F2,AR -1.85169 7.70E-40 0.54005 5567.393 3009.027
A_23_P14 NM_0181 hypothetic DARS2,FLJ -1.85183 4.25E-24 0.54001 2831.74 1525.184
A_23_P30 AK096403 Epithelial EMP2 -1.85308 1.71E-20 0.53964 1652.763 895.4522
A_24_P63 AK056245 Homo sapieAK056245 -1.85496 1.43E-08 0.53909 299.4089 161.3942
A_24_P27 NM_0044 DNA frag DFFB,CA -1.85586 0.00001 0.53883 264.7742 142.6563
A_24_P69 NM_0042 ring finger RNF14,AR -1.85596 1.50E-31 0.53881 1659.194 893.1516
A_23_P59 NM_0163 solute carri SLCO4A1, -1.85656 4.40E-18 0.53863 2617.828 1417.481
A_23_P63 NM_0065 chromoso C1orf2,COT -1.85814 8.48E-36 0.53817 11110.66 5986.654
A_24_P594293 Unknown A_24_P59 -1.86214 1.54E-14 0.53702 12236.09 6533.282
A_24_P27 NM_03281 hypothetic FLJ14624,F -1.86325 0.00021 0.5367 205.3561 110.1659
A_24_P94 BC024302 Homo sapieBC024302 -1.86407 0.00016 0.53646 354.9595 189.6669
A_23_P15 NM_0133 Homo sapieALG5,bA4 -1.86437 4.07E-27 0.53637 14619.93 7866.885
A_23_P21 NM_00721 Homo sapieSEC63,ER -1.86447 1.99E-31 0.53635 3046.012 1631.913
A_23_P76 BC013353 Hypothetic FLJ14166 -1.86504 1.66E-13 0.53618 437.7408 234.7062
A_24_P41 AL117555 SEC6-like SEC6L1 -1.86559 3.95E-35 0.53602 2221.134 1189.799
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A_24_P13 NM_0059 nucleosom NAP1L4,NA -1.86834 1.51E-14 0.53523 1173.184 627.091
A_23_P39 NM_0067 Homo sapiePSKH1 -1.87049 4.13E-35 0.53462 2117.756 1131.417
A_24_P66 AL832146 Pre-B-cell l PBX1 -1.87109 6.65E-27 0.53445 1144.846 611.7993
A_23_P25 NM_0123 F-box only FBXO9,FB -1.87115 6.00E-36 0.53443 9580.347 5116.132
A_23_P10 NM_0152 Homo sapieCENTD2, -1.87173 5.34E-10 0.53427 640.1021 341.5344
A_23_P12 NM_0181 Homo sapieHRMT1L6, -1.87327 4.68E-27 0.53382 3322.524 1778.851
A_24_P39 NM_0319 MSTP028 KCTD10,U -1.87481 4.90E-08 0.53339 557.5599 296.9861
A_32_P46700 Unknown A_32_P46 -1.87975 2.72E-12 0.53198 1477.398 780.9035
A_23_P13 NM_1707 Homo sapieCDYL,CD -1.88046 3.25E-14 0.53178 462.6083 246.0024
A_23_P26 NM_0028 proteasom PSMD3,S -1.88283 1.24E-39 0.53112 20892.92 11085.91
A_23_P15 NM_0024 Homo sapieMEST,PE -1.88357 7.05E-24 0.53091 1116.815 593.5382
A_23_P18 NM_0041 procollage P4HA2,4- -1.88382 5.43E-14 0.53084 388.4828 206.2251
A_32_P15 AK022268 Transduci TBL1XR1 -1.88464 5.99E-11 0.53061 759.1531 402.5364
A_24_P40 NM_00721 SEC63 pr SEC63,ER -1.88622 3.29E-09 0.53016 923.1334 490.4825
A_24_P36 NM_0027 protein ph PPP6C -1.88641 1.86E-15 0.53011 1175.933 624.2118
A_24_P69 AK092810 CDNA FLJ3AK092810 -1.88718 3.17E-22 0.52989 8017.754 4267.12
A_24_P711050 Unknown A_24_P71 -1.88844 0 0.52954 4062.96 2151.634
A_24_P17 XM_37226 similar to LOC38990 -1.8889 3.17E-07 0.52941 498.5679 263.1738
A_24_P85 BC036885 Nuclear fa NFIX -1.89054 1.28E-15 0.52895 772.9211 408.7485
A_24_P26 BC014029 Ubiquitin p UBE3C -1.89138 5.23E-12 0.52871 514.3779 271.7574
A_23_P98 NM_0013 Homo sapieCSTF3,CS -1.89224 3.08E-18 0.52847 5120.078 2718.149
A_23_P16 NM_0030 Homo sapieSMARCE1 -1.89349 1.65E-27 0.52812 9174.155 4838.108
A_23_P21 AK000619 Two pore TPCN1 -1.89397 1.24E-30 0.52799 7014.3 3707.177
A_23_P93 NM_0191 homeo bo HOXA5,H -1.89447 2.21E-31 0.52785 1111.016 586.6301
A_23_P13 NM_03231 Homo sapieC2orf7,PA -1.89524 8.39E-39 0.52764 2219.892 1171.011
A_24_P89 NM_0331 Homo sapieSURF4,E -1.89573 2.15E-15 0.5275 13760.21 7297.895
A_32_P12 NM_0150 Homo sapieSPG20,SP -1.89623 8.04E-15 0.52736 604.6515 318.8326
A_23_P98 NM_0002 Homo sapieOAT,HOG -1.89665 3.36E-22 0.52725 6026.324 3194.05
A_32_P60 NM_00551 homeo bo HLXB9,HB -1.89695 8.74E-37 0.52716 1471.834 775.7974
A_23_P13 NM_0121 Homo sapieDTYMK,C -1.89712 0 0.52711 7397.59 3899.934
A_23_P11 NM_0164 Homo sapieTBC1D7,FL -1.89812 6.91E-18 0.52684 3042.9 1602.843
A_24_P29 NM_01221 tripartite m TRIM32,H -1.89956 3.51E-42 0.52644 1928.433 1015.161
A_24_P11 NM_0027 phosphori PRPS2,P -1.90012 1.79E-21 0.52628 2691.14 1421.052
A_32_P71 NM_1825 Homo sapieFAM19A4,T -1.90016 0.00003 0.52627 210.8555 111.0868
A_23_P14 BC032221 KIAA0391 KIAA0391 -1.90243 2.29E-28 0.52564 1622.506 853.6868
A_23_P55 NM_0044 flotillin 2 FLOT2,ESA -1.90275 9.22E-27 0.52555 3454.843 1811.714
A_23_P96 NM_0021 Homo sapieRBMX,RN -1.90359 1.14E-28 0.52532 12533.55 6595.374
A_23_P33 NM_0182 mitochond IMP3,BRM -1.90416 2.03E-41 0.52517 12606.76 6629.958
A_23_P13 NM_0198 Homo sapieEIF4ENIF1 -1.90434 2.54E-33 0.52512 1307.755 686.3364
A_23_P40 NM_0123 Homo sapiePFAS,PU -1.90584 2.49E-14 0.5247 6305.804 3332.665
A_32_P112401 Unknown THC19528 -1.90611 1.20E-10 0.52463 371.3541 194.9507
A_23_P13 NM_0039 Homo sapieSLC25A14 -1.90739 1.79E-23 0.52428 2803.189 1461.9
A_23_P34 NM_0326 hypothetic RBBP6,M -1.90835 1.84E-06 0.52401 642.8257 336.1096
A_24_P63 NM_0012 adaptor-rel AP1S1,AP -1.90956 0.00071 0.52368 400.5645 210.5546
A_24_P40 NM_0142 Homo sapieOLFM1,A -1.90994 2.31E-06 0.52358 429.4741 224.1008
A_24_P26 NM_1749 Homo sapieCCNK -1.91022 8.92E-08 0.5235 255.2759 133.6719
A_23_P10 NM_0055 Homo sapieLAMA5,KI -1.91058 4.44E-12 0.5234 2000.164 1040.193
A_24_P35 NM_01401 HSPC009 HSPC009 -1.91103 2.79E-21 0.52328 8809.26 4628.313
A_23_P20 NM_0202 Homo sapiePRTFDC1, -1.9113 5.94E-24 0.5232 2014.62 1055.439
A_23_P25 NM_0186 Homo sapieWSB2,SB -1.91257 2.80E-45 0.52286 12533.37 6555.165
A_23_P41 AF108138 Chromoso C15orf20 -1.91338 2.92E-17 0.52263 2584.023 1355.021
A_24_P30 AK024670 GATA zinc p66alpha -1.91558 6.79E-16 0.52203 1120.743 586.9389
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A_24_P35 NM_0027 mitogen-a MAP2K5, -1.91678 0.00005 0.52171 242.4248 126.9924
A_23_P20 NM_0323 Homo sapieC1orf57,F -1.91769 2.14E-16 0.52146 3124.423 1635.297
A_23_P14 NM_0020 Homo sapieGNA11,G -1.91771 1.73E-17 0.52146 1531.729 798.1881
A_24_P14 XM_06574 Homo sapieENST000 -1.91939 4.06E-39 0.521 1665.21 867.4628
A_24_P40 AF131831 Full length CDC42SE -1.9195 1.40E-45 0.52097 4055.648 2112.101
A_32_P35 AK092508 Methyl-Cp MBD3 -1.92071 1.07E-18 0.52064 1029.314 536.6025
A_24_P22 NM_0029 RYK recep RYK,JTK5 -1.92091 3.65E-14 0.52059 768.0076 399.8062
A_23_P14 NM_0037 Homo sapieB4GALT2, -1.92126 7.43E-44 0.52049 2244.328 1167.912
A_23_P20 NM_0179 Homo sapieTMCO3,C -1.92359 7.57E-25 0.51986 2848.552 1482.775
A_23_P34 AB011166 SMC5 stru SMC5L1 -1.92531 2.45E-12 0.5194 2095.511 1090.709
A_32_P22 NM_1392 Homo sapieCDC26,C9 -1.92562 5.61E-45 0.51931 11176.93 5800.066
A_23_P39 NM_0226 Homo sapieHOXC8,H -1.92672 0.00029 0.51902 282.4984 145.5387
A_23_P76 NM_1738 Homo sapieGSC -1.92921 5.96E-16 0.51835 1192.157 616.3743
A_24_P19 NM_02071 Homo sapieLRRC47,K -1.92994 4.46E-11 0.51815 314.7104 163.0627
A_24_P94 AK024870 Dual-speci DYRK2 -1.93029 2.97E-17 0.51806 524.1566 271.5781
A_23_P13 NM_0046 Homo sapieCDC23,A -1.93254 1.61E-25 0.51745 2485.78 1282.367
A_32_P18 NM_0216 guanine n GNB4 -1.93379 5.65E-16 0.51712 893.7925 462.7038
A_32_P18 BC033117 Homo sapieBC033117 -1.93449 3.83E-31 0.51693 1507.613 778.4321
A_24_P84 AK096589 Hypothetic LOC13224 -1.93599 3.22E-10 0.51653 537.0047 277.329
A_23_P32 NM_0250 hypothetic C15orf20, -1.93604 1.50E-21 0.51652 809.4919 418.2126
A_23_P12 BC029424 Similar to LOC49386 -1.93713 0 0.51623 5750.643 2976.103
A_24_P24 NM_0040 ATP synth ATP5A1,O -1.93794 5.77E-23 0.51601 40701.38 20860.86
A_23_P36 NM_1781 SEC14 an SESTD1 -1.93904 0.00037 0.51572 387.6038 196.4088
A_23_P65 NM_0047 Homo sapieCCNB2,H -1.93917 3.03E-33 0.51568 18739.21 9677.504
A_23_P11 NM_0332 Homo sapieTBL1Y,TB -1.94002 5.24E-40 0.51546 2003.502 1033.248
A_23_P11 NM_0044 Homo sapieGCSH,GC -1.94021 0 0.51541 18617.09 9593.541
A_23_P87 NM_0124 Homo sapieANP32D,P -1.94108 1.05E-11 0.51518 694.5945 357.7637
A_24_P48 AK021467 Pre-B-cell l PBX1 -1.9414 4.32E-07 0.51509 344.1803 177.3885
A_24_P375550 Unknown A_24_P37 -1.94267 2.74E-18 0.51476 458.9377 236.2302
A_23_P50 NM_0041 Homo sapieEFEMP1, -1.94321 3.76E-35 0.51461 1480.362 761.1035
A_24_P921933 ALU5_HU THC18696 -1.94429 4.57E-09 0.51433 482.7653 248.4258
A_24_P144149 Unknown ENST000 -1.94511 5.20E-26 0.51411 2902.835 1495.042
A_24_P70 BC022928 Homo sapieBC022928 -1.94544 0 0.51402 20719.98 10644.9
A_23_P30 NM_02101 H3 histone HIST1H3F, -1.94807 1.68E-15 0.51333 8309.317 4290.039
A_23_P74 NM_0017 Homo sapieCD1D -1.94925 1.15E-10 0.51302 380.9814 195.4375
A_23_P12 BC000665 T-complex TCP1 -1.95266 8.49E-25 0.51212 67603.2 34802.48
A_23_P14 NM_0066 Homo sapieTCFL5,CHA -1.95309 4.04E-41 0.51201 2442.907 1250.658
A_24_P31 NM_18251 Spindle po Spc24 -1.95412 1.96E-13 0.51174 958.2234 489.501
A_24_P41 AL833329 Similar to DKFZp686 -1.95423 0.00007 0.51171 248.5036 127.1446
A_32_P70 BC029038 Ring finger RNF34 -1.95442 1.89E-21 0.51166 632.3988 323.5773
A_23_P99 NM_0060 Homo sapiePNMA1,M -1.95699 1.66E-39 0.51099 13193.04 6730.531
A_24_P55 AF391805 Homo sapieunknown -1.95712 2.57E-30 0.51096 63099.94 32397.64
A_23_P25 NM_1527 Homo sapieC7orf27,M -1.95912 0 0.51043 15936.3 8136.168
A_24_P72 NM_01531 la related LARP1,LA -1.96289 1.47E-13 0.50945 1257.031 642.7763
A_24_P29 NM_1990 Homo sapieC21orf25, -1.96643 0.00003 0.50853 286.5275 144.6866
A_23_P13 NM_0028 Homo sapieRBM4,LA -1.97024 2.47E-20 0.50755 2136.575 1088.995
A_23_P46 NM_0016 Homo sapieATP5F1,M -1.97161 2.91E-34 0.5072 22565.48 11492.9
A_24_P79 NM_0063 NS1-asso SYNCRIP,p -1.97318 1.84E-24 0.5068 21991.95 11210.89
A_32_P214011 Unknown A_32_P21 -1.97366 3.07E-11 0.50667 874.1026 444.2609
A_23_P17 NM_0027 Homo sapiePSMB2,H -1.97717 9.75E-40 0.50577 8178.533 4142.888
A_24_P21 NM_0312 hypothetic CDCA3,G -1.97728 9.81E-45 0.50575 3013.352 1523.278
A_32_P130536 Unknown THC19474 -1.97862 5.46E-06 0.5054 249.0871 125.7242
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A_23_P50 NM_1391 Homo sapieSMCR7,M -1.97892 6.64E-24 0.50533 757.7865 382.9778
A_24_P27 NM_0247 hypothetic ASB13,FL -1.98277 4.90E-44 0.50435 4694.08 2368.224
A_24_P34 AK092698 CDNA FLJ3AK092698 -1.98287 1.43E-08 0.50432 1698.455 860.3406
A_23_P47 NM_0245 Homo sapieMPZL1,PZ -1.98337 2.96E-29 0.50419 5450.35 2755.872
A_32_P139708 Unknown THC18395 -1.98523 1.28E-07 0.50372 337.5693 169.9982
A_32_P80 AK026192 CDNA: FL AK026192 -1.98559 1.60E-07 0.50363 960.8893 482.6632
A_23_P88 NM_0039 Homo sapieCDC16,A -1.98751 1.01E-16 0.50314 2563.328 1282.506
A_32_P226700 AF258585 THC18482 -1.99021 9.74E-24 0.50246 709.6539 356.5209
A_24_P34 NM_0048 class I cyt IL27RA,C -1.99316 1.85E-26 0.50172 632.7239 317.4404
A_23_P20 NM_0328 Homo sapieMUM1,MU -1.99578 2.36E-15 0.50106 1797.048 900.351
A_32_P22 BX115350 Transcribe BX115350 -1.99685 0.00037 0.50079 204.9637 103.0459
A_24_P28 NM_0036 calcium/ca CASK,LIN -2.00111 1.54E-18 0.49972 1035.692 518.4987
A_23_P10 NM_0051 Homo sapieRBM8A,Y1 -2.00126 8.90E-26 0.49969 80946.91 40198.16
A_32_P38 NM_1829 Homo sapieRIMS4,RI -2.00203 5.65E-11 0.49949 3168.708 1572.933
A_24_P76 AK024037 Homo sapieAK024037 -2.00311 1.80E-28 0.49922 6294.285 3153.535
A_23_P36 NM_1532 Homo sapieCRI2,EID2 -2.0037 3.08E-26 0.49908 4017.713 2012.824
A_23_P16 NM_0067 neuropath NTE,sws -2.00391 0.00023 0.49903 193.4583 96.23705
A_23_P10 BC000907 Vang-like 1VANGL1 -2.01057 2.85E-19 0.49737 1145.975 569.5579
A_32_P123204 Unknown A_32_P12 -2.01158 0.00001 0.49712 1821.918 877.467
A_24_P92 BC016950 PhosphatasMGC2610 -2.01317 0.00055 0.49673 400.7838 195.904
A_23_P25 NM_01791 hypothetic FLJ20628,D -2.0144 1.01E-16 0.49643 597.9614 296.8037
A_32_P71 AK124776 CDNA FLJ2AK124776 -2.01467 1.11E-09 0.49636 2269.957 1128.086
A_24_P17 BC025792 Splicing fa SF1 -2.01535 2.01E-06 0.49619 469.1491 231.8155
A_23_P331087 Unknown A_23_P33 -2.01559 3.23E-16 0.49613 4352.358 2171.916
A_23_P12 NM_0013 DEAD/H ( DDX3X,D -2.01665 1.19E-23 0.49587 9611.649 4791.551
A_23_P25 NM_0058 Homo sapieSLC25A3, -2.01757 1.40E-45 0.49565 129665.2 64149.77
A_23_P30 NM_0153 Homo sapieKIAA0776, -2.01773 1.11E-13 0.49561 2193.973 1087.793
A_24_P187154 Unknown ENST000 -2.01819 9.61E-23 0.49549 8257.927 4109.557
A_23_P21 NM_0015 HMT1 (hn HRMT1L1, -2.01874 3.51E-12 0.49536 478.8552 237.0534
A_23_P82 NM_0142 solute carri SLC25A13 -2.01886 0 0.49533 2358.901 1168.598
A_23_P35 NM_0027 Homo sapiePPP6C -2.01896 1.41E-33 0.4953 4190.758 2082.86
A_23_P34 NM_00361 Homo sapieRAE1,MIG -2.02103 5.08E-21 0.4948 2964.443 1461.395
A_24_P34 NM_0067 mortality f MORF4,C -2.02434 4.35E-36 0.49399 5924.707 2923.189
A_23_P25 NM_0178 hypothetic FLJ20397 -2.02616 2.51E-22 0.49354 3409.901 1682.061
A_23_P34 NM_0132 Homo sapieSAC3D1,S -2.02892 4.04E-23 0.49287 7557.615 3696.552
A_24_P237896 Unknown A_24_P23 -2.02954 7.33E-11 0.49272 533.4862 262.8483
A_23_P21 NM_1477 Homo sapieCTSB,AP -2.03142 2.40E-17 0.49227 5846.034 2893.778
A_23_P13 NM_0048 Homo sapieNMT2 -2.03256 1.46E-07 0.49199 400.2418 196.3497
A_32_P138432 Unknown THC19065 -2.03479 0.00015 0.49145 232.2405 114.5955
A_23_P97 NM_0002 lipase A, ly LIPA,LAL, -2.03512 3.58E-38 0.49137 8413.397 4146.973
A_23_P20 NM_02451 Homo sapieCYP2R1, -2.03632 1.26E-22 0.49108 2129.163 1042.252
A_24_P43 NM_02411 hypothetic MAPKAP1, -2.03887 2.11E-07 0.49047 952.1256 464.5651
A_23_P24 NM_0246 hypothetic FLJ23441 -2.03905 2.49E-25 0.49043 1344.585 660.714
A_23_P20 NM_1452 similar to h LOC15119 -2.03983 2.12E-26 0.49024 4145.189 2039.826
A_23_P10 NM_0029 Homo sapieSBF1,MT -2.04123 2.21E-11 0.4899 499.5004 244.6858
A_23_P47 NM_0165 seven tran TM7SF3 -2.0416 1.50E-26 0.48981 6227.777 3037.347
A_23_P25 NM_0068 Homo sapieLIAS,LAS, -2.04191 1.70E-12 0.48974 1523.235 756.2648
A_24_P307184 Unknown ENST000 -2.04454 6.08E-25 0.48911 14895.37 7337.745
A_23_P15 BC010144 Likely orth LARP -2.04775 1.04E-30 0.48834 27399.04 13325.7
A_24_P714707 Unknown A_24_P71 -2.04885 2.90E-20 0.48808 583.2824 284.6693
A_24_P12 NM_2035 Ras-GTPa G3BP2 -2.04909 6.55E-12 0.48802 1420.071 697.3742
A_32_P84 NM_0063 NS1-asso SYNCRIP,p -2.05051 9.88E-10 0.48768 8141.834 4008.655
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A_23_P39 NM_1524 Homo sapieMANEAL, -2.0508 3.06E-12 0.48761 904.1445 441.8205
A_23_P50 NM_0323 Homo sapieMKI67IP,N -2.05421 2.71E-29 0.48681 4961.552 2404.078
A_32_P41 BC037580 Pseudoge BC037580 -2.05482 0.00044 0.48666 420.624 205.3556
A_23_P16 NM_0246 Homo sapieC14orf169 -2.05488 0 0.48665 6187.865 3011.849
A_23_P42 NM_0002 Homo sapiePEX6,PAF2 -2.05606 2.57E-22 0.48637 1645.547 797.2062
A_23_P21 NM_0142 Homo sapieFREQ,FL -2.05709 0 0.48612 3300.308 1605.175
A_24_P60 AK056073 CDNA FLJ3AK056073 -2.05773 3.27E-06 0.48597 379.4956 184.247
A_24_P11 NM_0320 hypothetic DKFZP56 -2.05788 2.77E-10 0.48594 1478.305 717.2752
A_32_P131342 U12390 b THC18495 -2.05905 6.02E-08 0.48566 255.0869 123.9724
A_23_P11 NM_0063 Homo sapieTIMM44,TI -2.06088 1.24E-09 0.48523 1929.35 938.7679
A_23_P80 NM_0322 Homo sapieFYTTD1,D -2.06297 2.20E-17 0.48474 2226.071 1081.447
A_23_P15 NM_0037 eukaryotic EIF3S9,P -2.0635 2.15E-33 0.48461 24263.75 11720.32
A_24_P67 NM_0178 hypothetic FLJ20436,F -2.06356 4.63E-17 0.4846 494.2712 239.4385
A_24_P56 NM_0191 beta-1,4 maALG1,HM -2.0654 2.10E-43 0.48417 1187.094 574.7296
A_23_P14 NM_1529 developm DRB1 -2.06544 2.73E-43 0.48416 2621.216 1269.88
A_24_P91 BC009775 Multiple su MuLK -2.06546 0.00026 0.48415 633.457 314.9742
A_23_P34 NM_0177 Homo sapieRPP25,FL -2.06592 3.68E-30 0.48405 7604.986 3669.766
A_24_P37 NM_0177 hypothetic ZDHHC7, -2.06668 5.43E-42 0.48387 3505.634 1692.315
A_24_P22 AF271776 Homo sapieDC48 -2.06703 3.25E-29 0.48379 8333.636 4011.454
A_23_P10 NM_01401 Homo sapieHSPC009 -2.06717 0 0.48375 19658.79 9506.447
A_23_P13 NM_0004 Homo sapieEXT2,SOT -2.07203 1.86E-39 0.48262 1897.721 916.3586
A_23_P66 NM_0157 gem (nucl GEMIN4,H -2.07716 1.12E-31 0.48143 8729.296 4186.105
A_24_P30 NM_0530 Homo sapieNM_0530 -2.07958 2.03E-09 0.48087 250.1187 120.265
A_23_P37 NM_0162 Homo sapieANAPC5, -2.0827 3.08E-42 0.48015 5259.553 2521.069
A_32_P175557 Unknown A_32_P17 -2.08322 2.76E-09 0.48003 3055.099 1438.14
A_23_P25 NM_0009 Homo sapiePRIM1,p4 -2.08366 0 0.47992 6447.188 3097.208
A_23_P38 NM_17801 Homo sapieTUBB,M4 -2.08398 8.77E-17 0.47985 4039.616 1921.155
A_24_P306921 Unknown A_24_P30 -2.08458 2.43E-25 0.47971 4719.514 2278.528
A_24_P12 NM_0313 heterogen HNRPD,P -2.08462 2.57E-17 0.4797 1239.034 595.6007
A_23_P15 NM_0071 chromatin- SUPT16H, -2.08536 3.36E-44 0.47953 2357.328 1130.672
A_23_P72 NM_0328 hypothetic MGC1130 -2.08565 4.57E-27 0.47947 4641.396 2212.79
A_23_P99 NM_0163 butyrate-in HSPC121,B -2.08577 8.02E-36 0.47944 27722.97 13333.07
A_23_P21 NM_00231 Homo sapieLIMK1,LIM -2.09089 2.95E-06 0.47827 267.8467 127.9088
A_23_P66 NM_0157 Homo sapieGEMIN4,H -2.09105 5.51E-43 0.47823 6062.785 2902.323
A_32_P184746 Unknown THC19927 -2.09125 4.51E-07 0.47818 404.3386 192.9394
A_32_P10 BX641009 Spermatog SPATA5 -2.09282 2.17E-06 0.47782 476.4067 226.4159
A_23_P72 NM_0328 hypothetic MGC1130 -2.09327 3.58E-32 0.47772 1370.328 653.9497
A_24_P45 BC032042 Homo sapieBC032042 -2.09775 3.89E-15 0.4767 550.0076 261.983
A_23_P15 NM_0327 Homo sapieZDHHC12, -2.09892 1.82E-30 0.47643 1009.452 480.5441
A_23_P43 NM_0025 purinergic P2RX5,P2 -2.09901 0 0.47641 1314.908 626.4182
A_23_P31 NM_0132 transforme TRA2A,H -2.10215 7.64E-18 0.4757 932.9008 444.5
A_24_P38 NM_0028 protein tyr PTPRF,LA -2.10301 2.14E-31 0.47551 7252.495 3434.102
A_32_P45 NM_0026 Phosphogl PGAM1 -2.10452 2.04E-25 0.47517 22450.45 10591.36
A_23_P335190 Unknown THC20013 -2.10549 4.68E-09 0.47495 438.0792 207.6168
A_24_P33 NM_0051 ATPase, H ATP6V0A1 -2.11147 3.62E-21 0.4736 3971.48 1878.455
A_32_P16 NM_2068 Homo sapieMORF4L1, -2.11751 3.53E-32 0.47225 16121.88 7640.069
A_24_P77 NM_0014 filamin C, FLNC,AB -2.12588 4.58E-08 0.47039 923.5294 430.2679
A_23_P43 BC029662 Homo sapieC20orf142 -2.12758 2.41E-31 0.47002 1628.331 766.432
A_24_P19 NM_0056 ATP-bindi ABCB6,A -2.12952 5.68E-28 0.46959 3101.774 1449.058
A_23_P44 NM_0044 Homo sapieDFFB,CA -2.13049 9.02E-11 0.46937 344.6246 161.5659
A_24_P37 NM_0016 S-adenosy AMD1,AM -2.13058 0 0.46936 21731.39 10199.52
A_32_P19 NM_0021 RNA bindi RBMX,RN -2.13175 0 0.4691 4545.228 2132.611
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A_24_P926450 ALU8_HU THC18475 -2.13369 7.31E-36 0.46867 1420.778 664.4771
A_23_P12 NM_0022 potassium KCNS3,K -2.13429 9.67E-07 0.46854 297.3446 138.6768
A_23_P36 NM_17371 Homo sapieNM_17371 -2.13569 0 0.46823 82458.03 38641.77
A_24_P27 NM_0165 apoptosis- FLJ39616 -2.1364 5.81E-21 0.46808 1785.252 829.9733
A_23_P20 NM_0183 hypothetic FLJ11029 -2.13757 6.13E-11 0.46782 439.811 205.21
A_23_P25 NM_0581 Homo sapiePSAT1,PSA -2.13804 0 0.46772 26712.41 12475.3
A_24_P11 NM_0045 6-phospho PFKFB3,PF -2.14212 1.19E-09 0.46683 3559.161 1656.624
A_23_P21 NM_0147 Homo sapieTRIM14,KIA -2.14454 3.94E-14 0.4663 1735.046 813.2651
A_24_P84711 Unknown A_24_P84 -2.14498 1.41E-22 0.4662 2113.931 989.1417
A_23_P43 NM_00451 interleukin ILF3,DRB -2.14502 3.85E-17 0.4662 2300.889 1071.506
A_24_P25 NM_0035 cullin 2 CUL2 -2.14778 6.21E-28 0.4656 763.7575 355.4705
A_24_P12 NM_0186 papillomav ZNF395,P -2.14832 3.03E-43 0.46548 2257.688 1049.734
A_23_P33 NM_1833 Homo sapieARRDC4, -2.15272 5.48E-12 0.46453 356.4233 165.7286
A_23_P35 AL832919 1-acylglyc AGPAT3 -2.15294 1.74E-35 0.46448 3143.474 1461.8
A_23_P36 NM_00461 transmem TSPAN8, -2.15567 6.32E-35 0.46389 17438.25 8117.366
A_23_P39 NM_0224 Ring finger RFWD2 -2.1564 0 0.46374 6046.962 2807.501
A_32_P106246 Unknown THC19718 -2.1571 8.72E-10 0.46359 1705.028 790.1803
A_24_P30 NM_0204 actin-relat ACTR3B, -2.15956 1.12E-09 0.46306 294.1664 136.0798
A_23_P32 BC064969 Acidic (leu ANP32A -2.16038 7.60E-35 0.46288 4346.309 2004.524
A_24_P40 NM_0248 hypothetic FLJ12443,P -2.16171 3.62E-36 0.4626 933.4324 431.6643
A_23_P39 NM_0070 Homo sapieBTN3A2,BT -2.16529 1.65E-37 0.46183 1510.76 696.6762
A_24_P29 NM_0071 valosin-co VCP,p97, -2.16701 4.69E-21 0.46147 6119.192 2795.488
A_32_P42 BC018676 Homo sapieBC018676 -2.16763 7.21E-08 0.46133 2214.916 1022.738
A_23_P54 NM_0218 Homo sapieNIF3L1,C -2.1711 4.48E-23 0.4606 6352.96 2916.246
A_23_P16 NM_00611 Homo sapiePRAME,M -2.17232 1.56E-22 0.46034 3058.313 1417.933
A_23_P14 NM_0186 Homo sapieZNF395,P -2.17357 1.80E-35 0.46007 1074.969 494.7086
A_24_P28 NM_0027 proteasom PSMB2,H -2.18275 0 0.45814 12102.63 5554.437
A_23_P48 NM_0068 transmem CKAP4,p6 -2.18517 5.08E-19 0.45763 8320.01 3829.253
A_24_P349580 Unknown A_24_P34 -2.18581 1.76E-19 0.4575 1439.549 658.2628
A_24_P94 BC032643 Synaptota SYNCRIP -2.18738 1.26E-06 0.45717 444.6506 201.9302
A_32_P50 NM_0307 t-complex TCP1,CC -2.18978 0 0.45667 3885.232 1772.823
A_23_P12 BC030623 Homo sapieBC030623 -2.19317 1.63E-39 0.45596 1479.148 672.9546
A_24_P25 AB051504 SET doma SET7 -2.19802 4.20E-45 0.45495 1261.573 574.1476
A_24_P19 NM_1389 Homo sapieVANGL1,L -2.20055 8.34E-21 0.45443 3308.96 1506.412
A_24_P701814 Unknown A_24_P70 -2.20085 7.90E-06 0.45437 258.01 116.4555
A_24_P612890 Unknown A_24_P61 -2.206 2.56E-06 0.45331 269.8066 121.7742
A_23_P39 NM_0133 CCR4-NO CNOT7,C -2.21034 7.86E-43 0.45242 4120.912 1858.895
A_24_P25 U90143 Butyrophili BTN3A2 -2.2145 6.06E-12 0.45157 939.192 425.7188
A_24_P69 NM_0307 mitochond SLC25A32 -2.21465 2.77E-17 0.45154 2521.365 1137.656
A_32_P13 AK024240 Chromoso C13orf25 -2.21516 0 0.45143 1773.613 800.4854
A_23_P64 NM_0143 Homo sapieMTCH2,H -2.21556 0 0.45135 20838.04 9397.472
A_23_P15 NM_0331 Homo sapiePNPT1,OL -2.22078 3.14E-31 0.45029 7553.75 3418.87
A_23_P25 NM_01641 Homo sapieNF2,ACN, -2.22155 1.46E-41 0.45014 6617.903 2986.855
A_24_P14 XM_37167 similar to p LOC38917 -2.22167 1.83E-17 0.45011 574.3898 258.4428
A_23_P65 NM_1333 hypothetic MGC4562, -2.22734 1.02E-29 0.44897 3310.158 1480.931
A_24_P90 NM_0184 G protein- LGR4,GP -2.22857 0 0.44872 6792.264 3052.364
A_23_P12 NM_0064 Homo sapieMRPL28,p -2.22868 5.01E-18 0.4487 9770.707 4345.323
A_23_P13 NM_0145 malonyl-C MT,MCT, -2.23112 1.48E-30 0.4482 1464.667 654.2673
A_24_P37 NM_0045 RAB27A, RAB27A,G -2.23125 1.79E-17 0.44818 391.4812 175.4506
A_23_P42 NM_0327 hypothetic FLJ14397 -2.23354 1.75E-12 0.44772 660.2221 295.0667
A_23_P92 NM_0252 Homo sapieTSEN2,SE -2.23382 3.37E-16 0.44766 5561.826 2470.324
A_24_P59 BC013074 Mitochond MCART1 -2.23569 1.12E-15 0.44729 638.3827 285.3729
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A_23_P80 NM_0248 hypothetic FLJ12748 -2.23632 0 0.44716 1178.392 526.7952
A_23_P59 NM_0140 Homo sapieMRPS18B -2.23754 0 0.44692 24243.73 10833.03
A_32_P17 NM_0029 reticulocal RCN2,E6 -2.2444 2.67E-29 0.44555 12865.07 5755.896
A_23_P30 NM_1445 Homo sapieC1orf59,F -2.24704 8.63E-11 0.44503 2053.796 912.9913
A_23_P15 NM_0249 Homo sapieGFM1,EF -2.24749 1.40E-45 0.44494 3472.5 1546.74
A_24_P33 NM_0122 heterogen HNRPH3, -2.24866 1.30E-35 0.44471 4300.628 1918.054
A_23_P12 NM_00121 Homo sapieCALU -2.24973 1.09E-24 0.4445 1984.188 885.3013
A_23_P78 NM_0160 CGI-150 p C17orf25, -2.25082 2.91E-28 0.44428 7698.071 3438.5
A_24_P22 BC064492 Ubiquitin-c UBE2I -2.25273 5.43E-12 0.44391 1487.924 659.2163
A_24_P25040 Unknown A_24_P25 -2.25298 1.96E-12 0.44386 13850.8 6071.303
A_24_P12 NM_0013 DEAD/H ( DDX3X,D -2.25768 0 0.44293 3059.917 1355.372
A_24_P19 NM_03321 tripartite m TRIM14,KIA -2.26096 4.77E-14 0.44229 1341.311 594.7585
A_32_P161755 Unknown A_32_P16 -2.2633 1.51E-06 0.44183 284.2322 125.9608
A_23_P13 NM_0528 Homo sapieC6orf192, -2.26492 1.31E-30 0.44152 5860.64 2576.516
A_23_P77 NM_02451 Homo sapieC16orf53, -2.26581 0 0.44134 27001.97 11897.27
A_23_P74 NM_0143 Homo sapieOPN3,EC -2.26738 3.85E-10 0.44104 1588.422 702.9977
A_24_P82 AK092875 CDNA FLJ3AK092875 -2.27361 4.69E-14 0.43983 375.2612 165.1708
A_23_P10 NM_1451 Homo sapiePIGM,MG -2.27407 2.10E-09 0.43974 1124.495 498.332
A_24_P38 NM_0035 frizzled (Dr FZD1 -2.27515 1.15E-29 0.43953 953.5396 418.6635
A_32_P13 AB007950 Transmem TMCC2 -2.27532 1.07E-08 0.4395 1385.653 606.386
A_23_P31 AB028999 KIAA1076 KIAA1076 -2.27766 0.00036 0.43905 321.238 138.3159
A_24_P14 NM_01401 dexameth DEXI,MYL -2.28758 1.92E-27 0.43714 8507.424 3723.022
A_24_P221485 Unknown A_24_P22 -2.28771 1.40E-44 0.43712 1183.43 517.3111
A_24_P20 NM_0305 hypothetic C6orf148, -2.28857 2.73E-17 0.43695 436.2451 190.506
A_23_P31 NM_0186 Homo sapieCHST12,C -2.29271 4.85E-26 0.43617 1186.656 518.1835
A_23_P88 BC013943 Hypothetic MGC2438 -2.29333 0 0.43605 4793.585 2089.978
A_23_P73 NM_0240 Homo sapieELOVL6,F -2.29363 2.20E-35 0.43599 2271.075 989.3865
A_23_P25 NM_0123 Homo sapieFBXO9,FB -2.29916 8.01E-33 0.43494 5937.092 2571.087
A_23_P94 NM_0145 Homo sapieTOR1B,D -2.30073 5.65E-26 0.43464 829.1321 360.7357
A_23_P33 NM_0030 SWI/SNF reSMARCE1 -2.30208 8.02E-31 0.43439 1239.582 539.1132
A_32_P22 BG436185 60250859 BG436185 -2.30676 2.66E-44 0.43351 10307.92 4481.661
A_23_P96 NM_02071 Homo sapieLRRC47,K -2.31321 9.35E-42 0.4323 2606.909 1129.43
A_23_P87 BC004815 Hypothetic MGC5139 -2.31396 1.76E-23 0.43216 2465.656 1060.885
A_32_P22 NM_0021 RNA bindi RBMX,RN -2.31469 1.12E-32 0.43202 4657.151 2019.212
A_32_P45 NM_0307 t-complex TCP1,CC -2.31669 0 0.43165 8954.625 3861.011
A_24_P32 BC015689 Collagen, tyCOL9A3 -2.31876 5.81E-15 0.43126 2467.299 1063.316
A_23_P28 NM_0162 cleavage a CPSF3,C -2.32469 0 0.43016 3826.411 1641.677
A_23_P50 NM_0245 Homo sapieLRFN3,M -2.32561 4.20E-45 0.43 2104.288 902.5368
A_23_P50 NM_0070 E1B-55kD HNRPUL1 -2.32926 1.50E-31 0.42932 3980.03 1722.875
A_32_P119233 Unknown A_32_P11 -2.33073 7.01E-07 0.42905 2037.328 846.5637
A_24_P20 AK074041 DnaJ (Hsp DNAJC5 -2.33756 2.42E-24 0.4278 1105.131 473.3045
A_23_P67 NM_0327 hypothetic LMNB2,L -2.33952 0 0.42744 5382.181 2304.623
A_23_P16 NM_0220 Homo sapieTXNDC5, -2.34414 5.75E-44 0.4266 8324.371 3536.146
A_24_P40 NM_0064 synaptone SC65,NOL -2.34595 2.76E-23 0.42627 1658.922 705.1071
A_23_P54 NM_0056 ATP-bindi ABCB6,A -2.34772 6.98E-41 0.42594 8582.859 3641.875
A_23_P13 NM_0530 hypothetic MGC1432 -2.36376 0 0.42305 4836.148 2045.767
A_23_P11 NM_0153 Homo sapieSKIV2L2, -2.3638 0 0.42305 9177.499 3873.341
A_32_P18 NM_0008 gamma-gl GGCX,VK -2.36868 9.95E-21 0.42218 967.4735 407.5985
A_32_P92 NM_00681 stress-indu STIP1,HO -2.37027 0 0.42189 2095.855 883.2996
A_32_P133038 Unknown THC18645 -2.37495 9.89E-33 0.42106 660.2041 277.9622
A_23_P63 NM_0162 Homo sapieHSPA14,H -2.37602 0 0.42087 7556.185 3189.803
A_24_P41 NM_0018 centromer CENPA -2.38151 2.12E-37 0.4199 1514.818 637.1782
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A_23_P69 NM_0017 Homo sapieCD47,IAP,O -2.3818 0 0.41985 7315.958 3073.443
A_24_P36 NM_0032 Homo sapieTCF3,E2A -2.38411 0 0.41944 5969.789 2502.671
A_24_P20 NM_0150 Formin bin FNBP1 -2.38717 7.22E-16 0.41891 1024.337 429.6919
A_23_P39 NM_0018 Homo sapieCNTN1,F3 -2.39665 5.55E-09 0.41725 423.7026 176.2679
A_23_P93 NM_0160 Homo sapieTFB1M,C -2.40137 0 0.41643 1697.818 707.278
A_23_P38 NM_0582 Homo sapieDNAJB6, -2.40182 1.00E-16 0.41635 661.0651 275.0477
A_32_P47285 ALU7_HU THC18713 -2.40609 9.34E-31 0.41561 698.8428 290.4211
A_23_P15 NM_0207 Homo sapieTBC1D14, -2.40666 0 0.41551 2153.263 894.9534
A_23_P11 NM_0122 Homo sapieHNRPH3, -2.40937 5.61E-45 0.41505 5061.349 2106.535
A_23_P25 NM_0216 Homo sapiePRDM13, -2.41375 1.34E-16 0.41429 2567.459 1058.566
A_32_P28 AF074986 Full length AF074986 -2.41377 4.88E-43 0.41429 758.2539 314.1398
A_23_P64 NM_01741 Homo sapieHOXC13, -2.41514 3.48E-13 0.41405 538.9367 222.8421
A_32_P77977 A40201 ar THC19995 -2.41618 1.18E-42 0.41388 807.6481 334.2885
A_23_P23 NM_0036 Homo sapieEXO1,HE -2.41765 0 0.41363 5798.22 2409.538
A_23_P13 NM_03131 carboxype CPVL,HVL -2.41775 3.65E-20 0.41361 1436.286 592.6003
A_24_P12 NM_0045 RAB4A, m RAB4A -2.4258 4.23E-37 0.41224 2576.293 1066.098
A_23_P37 NM_0067 MORF-rel MORF4L1, -2.43249 3.32E-33 0.4111 7183.032 2959.004
A_23_P21 NM_0045 Homo sapieSFRS10,T -2.4369 0 0.41036 27086.09 11133.77
A_24_P37 NM_0228 hypothetic USP46,FL -2.44438 4.52E-09 0.4091 277.1823 113.0764
A_24_P37 NM_0164 hypothetic ORMDL1, -2.44557 2.13E-06 0.4089 232.2916 94.46548
A_24_P616082 Unknown A_24_P61 -2.44976 2.82E-23 0.4082 1103.343 450.5841
A_24_P568645 Unknown A_24_P56 -2.45218 3.24E-14 0.4078 2625.615 1072.149
A_23_P99 NM_0165 apoptosis- FLJ39616 -2.45352 0 0.40758 1234.74 503.1235
A_24_P13 AL831922 DKFZP58 DLG1 -2.45738 0 0.40694 2610.09 1064.109
A_24_P30 NM_0035 cullin 1 CUL1 -2.46173 0 0.40622 3386.556 1378.287
A_23_P76 NM_0050 Homo sapieNDUFA9, -2.46871 0 0.40507 7599.358 3080.958
A_24_P35 NM_1308 Homo sapieOPA1,NP -2.47057 5.08E-21 0.40476 1385.406 560.9412
A_23_P13 NM_0071 Homo sapieSTRAP,M -2.47425 0 0.40416 50742.66 20500.07
A_23_P40 D86973 GCN1 gen GCN1L1 -2.48113 0 0.40304 19242.11 7754.462
A_24_P24 NM_0156 Homo sapieWDR21A, -2.48351 1.35E-42 0.40266 2932.311 1180.018
A_32_P55414 ALU6_HU THC19988 -2.49636 2.23E-07 0.40058 1395.313 548.9785
A_23_P21 NM_0033 Homo sapieWNT5A,h -2.4964 4.64E-21 0.40058 3302.104 1328.399
A_24_P33 NM_0071 unr-interactSTRAP,M -2.49985 4.14E-22 0.40002 9703.706 3918.575
A_23_P80 NM_0046 Homo sapieWRB,CHD5 -2.50239 8.52E-11 0.39962 2704.024 1074.813
A_23_P15 NM_0221 Homo sapieXYLT2,XT -2.50733 0 0.39883 4272.969 1708.19
A_32_P12 BU581060 KIAA0664 KIAA0664 -2.51224 2.33E-16 0.39805 312.2306 124.2885
A_23_P12 NM_0204 Homo sapieACTR3B, -2.51988 2.64E-24 0.39684 4460.758 1774.948
A_23_P70 NM_0068 Homo sapieHOXA7,A -2.52261 8.01E-21 0.39641 2498.585 993.8191
A_24_P21 AF318321 Casein kin CSNK1D -2.52411 0 0.39618 1218.784 482.7451
A_24_P599496 Unknown THC20035 -2.52801 0 0.39557 1670.854 661.1328
A_23_P10 NM_0064 Homo sapieCCT2,CC -2.52957 0 0.39532 106271.7 41762.85
A_23_P11 NM_0049 Homo sapieHDAC1,H -2.53521 3.16E-22 0.39445 10209.49 4029.731
A_23_P20 NM_0022 Homo sapieLBR,PHA, -2.53711 4.49E-38 0.39415 46989.31 18632.62
A_23_P57 NM_0322 Plexin A1 PLXNA1 -2.53906 0 0.39385 4381.428 1725.228
A_32_P192853 Unknown A_32_P19 -2.54 3.74E-09 0.3937 437.6613 173.198
A_23_P77 NM_0039 Homo sapieAPPBP1,H -2.54201 0 0.39339 39454.45 15447.13
A_24_P92 S81524 RC1=NAD RC1 -2.54544 1.54E-19 0.39286 12236.33 4736.013
A_23_P32 NM_0151 Peptidase PMPCA -2.54686 2.02E-31 0.39264 7836.645 3063.677
A_23_P10 NM_0149 Homo sapieTMEM15, -2.54782 0 0.39249 2542.519 997.2194
A_24_P15 NM_0071 chromatin- SUPT16H, -2.54932 1.94E-26 0.39226 4135.313 1627.785
A_24_P61 BC000206 Homo sapieBC000206 -2.5515 1.52E-12 0.39193 13968.75 5243.385
A_23_P16 NM_0184 PC326 protIQWD1,N -2.56034 8.09E-12 0.39057 1194.351 467.9712
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A_23_P205584 AF212245 THC18895 -2.56136 1.20E-06 0.39042 353.5834 138.8067
A_23_P92 NM_0245 hypothetic FLJ12684 -2.5684 2.55E-06 0.38935 222.358 87.01894
A_23_P25 NM_0066 Homo sapieHBS1L,ER -2.56846 2.09E-12 0.38934 4017.81 1564.287
A_24_P87 AK022110 Similar to LOC49386 -2.57445 0 0.38843 1511.351 587.3909
A_32_P10 AK127572 Full-length AK127572 -2.57599 1.26E-19 0.3882 1535.286 592.5703
A_24_P108281 Unknown A_24_P10 -2.58506 4.20E-44 0.38684 752.6724 291.1789
A_23_P59 NM_0035 Homo sapieCUL1 -2.59363 0 0.38556 4632.901 1782.933
A_23_P21 NM_0045 Homo sapieNDUFC2, -2.5979 0 0.38493 54118.49 20916.86
A_23_P25 NM_0321 Homo sapieKBTBD7, -2.59985 1.17E-18 0.38464 462.3368 177.9551
A_23_P35 AK095583 Similar to AK095583 -2.60477 3.29E-08 0.38391 582.2373 221.8662
A_24_P36 NM_0050 NADH dehyNDUFA9, -2.60605 0 0.38372 5533.051 2127.342
A_23_P20 NM_0323 Homo sapieC9orf125, -2.60686 0 0.3836 6085.48 2338.743
A_24_P50 AW51122 hd44d11.x AW51122 -2.60802 4.41E-14 0.38343 537.9198 205.9543
A_24_P11 AF289610 Clone pp9 unknown -2.61574 8.72E-24 0.3823 512.4827 195.8133
A_32_P18 AY007110 Acidic (leu ANP32A -2.619 0 0.38183 5444.704 2081.979
A_24_P90 D28589 KIAA0114 gKIAA0114 -2.62145 1.20E-32 0.38147 4410.819 1666.547
A_23_P38 NM_0164 Homo sapieC14orf100 -2.6264 0 0.38075 6794.616 2582.706
A_32_P33213 Unknown THC18645 -2.64161 1.53E-31 0.37856 992.7858 375.2035
A_23_P99 NM_0164 Homo sapieMRPL51, -2.65344 0 0.37687 32840.3 12363.5
A_23_P15 BC035645 G protein- GPR125 -2.65435 0.00003 0.37674 159.8442 60.33765
A_23_P14 NM_0014 Homo sapieFZD2 -2.65697 1.31E-19 0.37637 991.9603 374.1923
A_23_P40 NM_0328 Homo sapieMUM1,MU -2.67224 6.96E-08 0.37422 390.2853 143.4117
A_24_P28 NM_0023 membrane MCP,TLX, -2.67887 1.74E-14 0.37329 1901.248 716.6133
A_24_P32 NM_00681 stress-indu STIP1,HO -2.68815 2.06E-17 0.372 637.8642 236.9048
A_23_P36 NM_0321 Splicing fa SRP46 -2.69768 0 0.37069 896.1233 332.1373
A_23_P15 NM_1526 Homo sapieC1GALT1 -2.69938 0 0.37046 6198.898 2300.607
A_24_P59 AK094159 CDNA FLJ3AK094159 -2.69965 7.42E-28 0.37042 851.9638 315.9639
A_23_P69 NM_1827 Homo sapieSUMF1,F -2.70396 4.56E-14 0.36983 3374.348 1234.6
A_23_P33 NM_0036 Homo sapieHAT1 -2.70482 2.56E-30 0.36971 12387.36 4626.677
A_23_P36 NM_0045 RAB4A, m RAB4A -2.72484 0 0.36699 3269.279 1199.767
A_23_P42 NM_0029 Homo sapieRXRA,NR -2.72742 1.48E-24 0.36665 6205.543 2288.591
A_23_P15 NM_0000 adenylosu ADSL -2.72896 0 0.36644 4673.406 1707.912
A_24_P31 NM_0050 polo (Dros PLK1,PLK, -2.73322 0 0.36587 21616.97 7905.23
A_23_P32 NM_1738 mitochond FLJ38991 -2.73366 0 0.36581 1611.685 590.2645
A_23_P10 NM_0145 Homo sapieSLC40A1, -2.73834 4.31E-19 0.36519 343.908 125.5558
A_23_P15 NM_0181 hypothetic C8orf35,F -2.74273 9.82E-42 0.3646 5056.57 1852.566
A_24_P10 NM_0021 H3 histone H3F3A,H3 -2.75231 2.59E-35 0.36333 182067.7 65253.49
A_32_P10 AK057196 CDNA FLJ3AK057196 -2.75329 0.00018 0.3632 186.2682 67.37752
A_23_P12 NM_0123 Homo sapieGTPBP4, -2.76305 0 0.36192 15641.35 5650.881
A_23_P63 NM_0132 Homo sapieGPSM2,L -2.78828 6.40E-13 0.35864 621.0959 221.9133
A_32_P14 BC062473 Microsom MGST1 -2.78892 1.44E-43 0.35856 7405.474 2660.026
A_23_P15 NM_0182 Homo sapieNEIL3,FP -2.81187 0 0.35564 1038.228 369.351
A_23_P40 NM_0043 carbamoyl CAD -2.81629 0 0.35508 2239.37 795.3547
A_24_P245108 Unknown THC19435 -2.81773 6.54E-16 0.3549 504.3817 178.6432
A_23_P76 AK096242 Dynactin 2 DCTN2 -2.81878 0 0.35476 2892.325 1028.404
A_23_P15 NM_0143 Homo sapieFJX1,FLJ2 -2.82332 0 0.35419 2796.402 989.6598
A_23_P70 NM_1768 Homo sapiePPAP2A,P -2.82801 0 0.35361 3487.499 1231.905
A_23_P37 NM_1749 Homo sapieCCNK -2.85945 9.85E-29 0.34972 1834.219 644.6788
A_23_P38 NM_0050 peptidylpr PPID,CYP -2.89264 2.63E-33 0.34571 8664.331 3018.566
A_23_P28 NM_0246 hypothetic FLJ21901,K -2.89367 0 0.34558 2963.718 1021.643
A_23_P12 NM_0245 hypothetic FLJ12118,D -2.929 2.66E-33 0.34141 22237.7 7502.289
A_32_P198179 Unknown A_32_P19 -2.92948 0 0.34136 3208.457 1092.914
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A_23_P12 NM_0123 acyl-Coen ACATE2, -2.93945 0 0.3402 6256.671 2135.513
A_23_P44 NM_0229 hypothetic FLJ12442 -2.95224 3.24E-30 0.33873 613.5308 207.6989
A_24_P32 NM_0180 hypothetic POLR3B, -2.96467 4.86E-35 0.33731 1600.823 540.3835
A_32_P17 NM_1452 similar to LOC13739 -2.98266 2.27E-20 0.33527 358.9429 120.2684
A_23_P21 NM_0132 Homo sapiePDCD6,A -2.99362 0 0.33404 38194.59 12730.85
A_24_P13 XM_29302 similar to LOC34438 -3.00861 0 0.33238 3516.904 1171.162
A_23_P25 NM_0240 defective i DCC1,MG -3.00954 0 0.33228 1129.085 373.7029
A_23_P39 NM_1446 hypothetic FLJ31153 -3.01178 0 0.33203 18413.2 6132.748
A_24_P29 NM_0205 Homo sapieC20orf3,B -3.01278 0 0.33192 757.577 251.4243
A_23_P11 NM_0245 hypothetic FLJ12118,D -3.04274 1.81E-29 0.32865 540.5226 177.5562
A_32_P12 BE877371 Clone pp9 BE877371 -3.05645 3.38E-17 0.32718 372.2598 121.6033
A_23_P14 NM_0009 Homo sapiePOLR2B, -3.06924 1.02E-23 0.32581 4388.935 1412.71
A_32_P142334 ALU1_HU THC19337 -3.08716 9.40E-10 0.32392 222.157 72.09042
A_23_P11 NM_0037 Homo sapieC19orf2,R -3.09789 0 0.3228 2858.594 923.6879
A_23_P16 NM_01431 Trans-pren TPRT -3.11003 1.09E-32 0.32154 2491.255 794.9889
A_24_P926993 unnamed NP181386 -3.11671 0 0.32085 994.5159 319.0936
A_23_P10 NM_15271 Homo sapieITM1,TMC, -3.11714 0 0.32081 5887.779 1891.374
A_23_P37 AK128205 DKFZP43 DKFZP43 -3.12026 0 0.32049 2419.524 773.868
A_23_P38 NM_00141 Homo sapieELAVL1,H -3.14696 1.35E-22 0.31777 795.1875 252.553
A_23_P15 M37712 Homo sapiep58/GTA p -3.15515 0 0.31694 4244.667 1350.698
A_23_P37 NM_0156 Homo sapieWDR21A, -3.16847 0 0.31561 3343.793 1057.434
A_24_P33 NM_0071 ubiquitin-li UBL3,HC -3.17297 0 0.31516 2639.34 832.7036
A_24_P40 AK098759 Homo sapieLOC55420 -3.20506 5.22E-12 0.31201 585.4348 181.5747
A_32_P202913 Unknown A_32_P20 -3.21554 7.15E-09 0.31099 3348.042 967.0488
A_24_P76 AB007954 KIAA0485 KIAA0485 -3.22005 0 0.31055 1110.127 344.5294
A_23_P18 NM_0058 macropha MAEA,EM -3.23036 0 0.30956 837.8378 259.3926
A_23_P12 NM_0015 Histone deaHDAC2 -3.25027 0 0.30767 11025.27 3390.994
A_23_P56 NM_0247 Homo sapieGEMIN6,FL -3.25109 0 0.30759 20060.62 6199.621
A_23_P83 NM_0020 Homo sapieGAS1 -3.25927 2.80E-22 0.30682 4251.248 1287.838
A_32_P10 NM_0029 ATP-bindi ABCE1,RL -3.26959 3.72E-30 0.30585 3082.188 937.4766
A_23_P93 NM_0035 Homo sapieHIST1H3J, -3.28724 0 0.30421 30619.13 9311.637
A_23_P13 NM_1991 hypothetic LOC13414 -3.31711 2.77E-10 0.30147 783.8302 233.7979
A_24_P26 NM_0055 inositol pol INPP5A,5 -3.33297 1.84E-26 0.30003 630.7437 189.0579
A_23_P25 NM_1449 hypothetic ALG14,M -3.33365 0 0.29997 1604.033 481.8415
A_23_P25 NM_0024 Homo sapieNCBP1,N -3.34961 0 0.29854 5027.427 1498.217
A_24_P671842 PPOL_HU THC19431 -3.38428 1.50E-39 0.29548 6245.355 1834.256
A_23_P87 NM_0180 hypothetic POLR3B, -3.43652 7.24E-37 0.29099 2228.204 651.6686
A_23_P20 NM_0133 hypoxia-in HIG2 -3.45789 0 0.28919 4981.944 1435.914
A_24_P174063 Unknown A_24_P17 -3.5233 4.96E-27 0.28383 1248.617 354.4034
A_23_P18 NM_00291 Homo sapieRFC4,A1, -3.57143 0 0.28 20024.36 5568.8
A_23_P31 NM_17371 Homo sapieNM_17371 -3.57755 0 0.27952 6778.245 1903.491
A_23_P39 NM_0164 Homo sapieCXXC5,H -3.58658 0 0.27882 10419.48 2907.085
A_32_P233049 Unknown A_32_P23 -3.58759 3.04E-20 0.27874 853.0683 235.5847
A_24_P92 AK096975 Protein tyr PTPN3 -3.61226 0.00001 0.27684 418.7156 110.9998
A_23_P42 AK095295 Homo sapieSFXN4,B -3.6184 1.07E-20 0.27637 311.3366 86.0016
A_32_P12 NM_00281 proteasom PSMD12,p -3.63526 0 0.27508 8821.196 2430.185
A_24_P21 NM_0048 transmem TM9SF2,P7 -3.67076 0 0.27242 6334.175 1715.303
A_24_P38 NM_0164 cisplatin resCROP,LU -3.67877 0 0.27183 6652.747 1815.731
A_23_P94 NM_0020 general tra GTF2E2,F -3.69642 0 0.27053 3272.314 880.7581
A_32_P10 NM_1452 similar to LOC13739 -3.7269 2.39E-31 0.26832 1159.851 312.3046
A_23_P55 NM_0327 hypothetic SFT2D3,M -3.74441 1.55E-16 0.26706 302.38 80.63084
A_23_P69 NM_0013 Homo sapieDHX15,D -3.77301 0 0.26504 9205.891 2432.664
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A_23_P10 NM_0205 Homo sapieC20orf3,B -3.788 0 0.26399 21503.11 5661.152
A_24_P92 NM_1991 hypothetic LOC13414 -3.79754 2.80E-45 0.26333 615.0771 161.9784
A_23_P77 NM_00281 Homo sapiePSMD12,p -3.89609 0 0.25667 12704.94 3242.766
A_24_P33 NM_0058 macropha MAEA,EM -3.93771 0 0.25395 8759.037 2221.171
A_23_P20 NM_00141 ELAV (em ELAVL1,H -4.05168 0 0.24681 3548.696 877.8359
A_32_P62 NM_0184 PDZ-bindi PBK,SPK, -4.06847 0 0.24579 9524.673 2340.163
A_23_P16 NM_0064 Homo sapieARL6IP5,JW-4.09228 0 0.24436 7064.572 1729.13
A_23_P41 NM_0029 Homo sapieABCE1,RL -4.12427 0 0.24247 2569.803 625.0526
A_23_P25 NM_0159 2-deoxyrib DERA -4.20029 0 0.23808 12275 2919.993
A_24_P79 XR_00018 Homo sapieXR_000183 -4.5183 1.08E-39 0.22132 994.9663 219.8424
A_23_P10 NM_0230 Chromoso C16orf28 -4.56117 0 0.21924 2568.176 563.397
A_23_P29 NM_0153 CGI-51 pr SAMM50, -4.62341 0 0.21629 10147.3 2192.762
A_23_P51 NM_0206 Homo sapieSPBC25,A -4.68019 0 0.21367 7577.211 1622.858
A_24_P521544 Unknown A_24_P52 -4.6844 0 0.21347 1976.542 421.9834
A_23_P11 NM_0160 comparati UTP11L,C -4.69639 0 0.21293 6913.769 1465.964
A_23_P45 NM_0223 Homo sapieTFB2M,Hk -4.71295 0 0.21218 11885.91 2513.712
A_24_P524562 Unknown A_24_P52 -4.73234 0 0.21131 21531.96 4552.867
A_23_P10 NM_0045 Homo sapieMEOX1,M -4.97961 2.17E-12 0.20082 794.249 169.1716
A_32_P56143 HSHU33 h THC19668 -5.03948 3.77E-11 0.19843 989.6415 187.4557
A_23_P70 NM_0035 Homo sapieHIST1H3E -5.19681 0 0.19243 25989.24 5041.698
A_23_P11 NM_0035 Homo sapieHIST1H3A -5.2376 0 0.19093 32811.48 6270.298
A_32_P20 NM_0021 H3 histone H3F3A,H3 -5.29533 0 0.18885 106689.6 20209.66
A_23_P11 NM_00161 Homo sapiePARP1,P -5.30234 0 0.1886 28104.1 5321.275
A_32_P82179 Unknown THC18098 -5.30451 0 0.18852 2282.315 429.4548
A_32_P180958 ALU8_HU THC19992 -5.34334 0 0.18715 4778.99 887.491
A_24_P135801 Unknown A_24_P13 -5.42598 0 0.1843 30456.71 5618.697
A_24_P30 NM_0060 D123 gen C10orf7,D -5.43217 0 0.18409 5973.407 1098.97
A_32_P10 AW13542 UI-H-BI1-acAW13542 -5.50098 1.39E-07 0.18179 409.635 72.86716
A_24_P25 NM_0064 vitamin A r ARL6IP5,JW -5.5057 0 0.18163 10291.18 1865.988
A_24_P229756 Unknown ENST000 -5.52656 0 0.18094 59244.81 10761.8
A_23_P23 NM_0021 Homo sapieH3F3A,H3 -5.66455 0 0.17654 145174.5 25759.2
A_24_P32 NM_0021 H3 histone H3F3A,H3 -5.67759 0 0.17613 139485.8 24556.55
A_32_P10856 Unknown THC18928 -5.68916 0 0.17577 5239.636 926.3623
A_23_P56 NM_0162 prenylcyst PCYOX1, -5.81165 6.43E-10 0.17207 306.9498 52.331
A_23_P29 NM_0058 Homo sapieMAEA,EM -5.89238 0 0.16971 16516.93 2805.651
A_23_P12 NM_0327 Homo sapieRTN4IP1, -5.95733 0 0.16786 4937.315 826.0753
A_32_P15 NM_2073 FLJ45187 FLJ45187,D -5.96196 6.41E-22 0.16773 439.5295 73.2805
A_23_P49 NM_0069 Homo sapieSFRS1,AS -5.96484 0 0.16765 18675.62 3098.824
A_23_P21 NM_0154 Gene mod DKFZP56 -6.06466 0 0.16489 11039.94 1826.267
A_32_P22 BX350880 Transcribe BX350880 -6.15443 1.81E-15 0.16248 14957.59 2183.518
A_23_P11 NM_00281 proteasom PSMD12,p -6.30102 0 0.1587 1864.652 295.5582
A_24_P59 NM_0021 H3 histone H3F3A,H3 -6.41973 0 0.15577 62748.96 9748.145
A_23_P78 BC000892 Chromoso C18orf55 -6.84034 4.27E-43 0.14619 10672.38 1535.31
A_23_P97 NM_0027 Homo sapieHTRA1,L5 -7.03517 0 0.14214 8346.594 1180.969
A_24_P20 AK094466 TRNA spli SEN54L -7.05336 7.76E-16 0.14178 602.3548 84.2941
A_23_P10 NM_0029 Homo sapieRPA1,HS -7.07319 0 0.14138 24009.68 3376.187
A_23_P50 NM_1536 Homo sapieHOXA3,H -7.08814 0 0.14108 5329.335 752.6847
A_24_P94 NM_0162 prenylcyst PCYOX1, -7.22241 0 0.13846 1435.588 196.7744
A_23_P86 NM_0068 UDP-GlcN B3GNT6,i -8.26239 0 0.12103 1123.573 134.9406
A_23_P15 NM_0048 Homo sapieTM9SF2,P7 -9.0991 0 0.1099 9498.295 1035.576
A_24_P74 NM_0141 HSPC154 C18orf55, -13.03302 3.28E-20 0.07673 485.272 36.88374


	325_OH1STvs4H1ST_001

